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of the womenfolk already in place. Presumably, tribes of Amazons could have
spread in a similar fashion. If so, however, then the tell-tale correspondences
between mitochondrial lineages and the distribution of linguistic phyla should
certainly have been detected by now, but any correlation between maternal lin-
eages and linguistic phylogeography discerned to date has been underwhelming.
The Father Tongue hypothesis suggests that linguistic dispersals were, at least in
most parts of the world, posterior to initial human colonisation and that many
linguistic dispersals were predominantly later male-biased intrusions.

If we infer that a mother teaching her children their father’s tongue has been
a recurrent, ubiquitous and prevalent pattern throughout linguistic history, then
some of the mechanisms of language change over time are likely to be inherent
to the dynamics of this pathway of transmission. Such correlations are observed
worldwide. The correlation of Niger-Congo languages with Y chromosomal hap-
logroups is a striking example (Wood et al. 2005). Likewise, the martial and male-
biased historical spread of Han Chinese during the sinification of southern China,
recounted in painstaking detail in the Chinese chronicles, is clearly reflected in
the genetic evidence (Wen et al. 2004). A recent common ancestry between native
Americans and indigenous Altaians is also based preponderantly on the shared
Y chromosomal heritage and is not quite as well reflected in the mitochondrial
lineages (Dulik et al. 2012).

Whilst father tongues may predominate globally, mother tongues certainly
do exist in the sense that there are areas on the planet where the linguistic affin-
ity of a community correponds more closely to the maternally transmitted mito-
chondrial lineage which the speakers share with other linguistically related com-
munities. In this sense, in the north of today’s Pakistan, the Balti speak a Tibetic
mother tongue but profess a paternal religion that was first propagated in this
area as early in the 8th century by men who came from the Near East, although
the wholesale conversion of Baltistan to Islam is held to have begun only in the
14th century. The most prevalent mitochondrial DNA lineages amongst the Baltis
are shared with other Tibetan communities, whereas the prevalent Y chromo-
somal haplogroups probably entered Baltistan during the introduction of Islam
(Zerjal et al. 1997, Quintana-Murci et al. 2001, Qamar et al. 2002).*

At the same time, a jarring disconnect is sometimes seen between the occur-
rence of a highly salient genetic marker and the linguistic affinity of a commu-
nity’s language. Hungarians lack the TatC deletion defining the Y chromosomal

4 Tronically, the Balti call their language phaskat ‘father tongue’ (Roland Bielemeier, per-
sonal communication, 10 September 2012), just as they call their homeland phayul ‘father-
realm’ and birthplace phasa ‘father-land’ (Sprigg 2002: 127).
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haplogroup Nic,> despite the sheer prevalence of this marker amongst all other
Uralic language communities (Li et al. 1999). So, it deserves to be repeated that
the linguistic ancestors of a language community were not necessarily the same
people as the biological ancestors of that community. In fact, some of them could
not have been the same people.

It also merits repeating that the time depth accessible to population geneti-
cists studying polymorphisms on the genome is vastly greater than the reach of
the linguistically reconstructible past. The wave of anatomically modern humans
who introduced the proto-languages that were later to give rise to today’s Asian
linguistic phyla and language isolates can be dated to between 25,000 to 38,000
years ago (Rasmussen et al. 2011), and the antiquity of Y chromosomal hap-
logroups such as O1 or 02 has been calculated to be greater than 10,000 years
(Yan et al. 2011). Historical linguists, on the other hand, generally estimate the
linguistically reconstructible past to be shallower than 10,000 years. This tempo-
ral gap must temper and inform all speculations regarding correlations between
linguistic and genetic affinity.

With such caveats in place, how can we address the question formulated at
the beginning of this section? On the 28th of June 2006, at a symposium held at
the Ecole Francaise d’Extréme-Orient at Siem Reap, I identified the Y chromo-
somal haplogroup 02a (M95) as the marker for the spread of Austroasiatic on the
basis of the then available genetic data (later published in van Driem 2007b).
This view has been corroborated by subsequent genetic studies, e.g. Kumar et al.
(2007), Chaubey et al. (2010). In the latter article, we concluded that Austroasiatic
speakers in India today are derived from a dispersal from Southeast Asia, fol-
lowed by extensive sex-specifix admixture with local populations indigenous to
the Subcontinent.

The autosomal data also reflect the distinction between two components
in the genome, one represented by the predominantly indigenous maternal lin-
eages and the other by the intrusive paternal O2a lineage that correlates with the
linguistic affinity of the Austroasiatic language communities in the Indian sub-
continent. These findings go well beyond Robert von Heine-Geldern’s model of a
Southeast Asian homeland and envisage a father tongue spread of Austroasiatic,
borne to the Indian subcontinent by predominantly male speakers from main-
land Southeast Asia, but also involving a complex sociolinguistic prehistory of
bidirectional gene flow across the Bay of Bengal (Chaubey et al. 2010). In many
parts of the world, the mitochondrial DNA lineages often appear preponderantly
to reflect older resident maternal lineages.

5 The 2008 Y Chromosome Consortium haplogroup labels are used here.
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Fig. 6: Portion of the Y chromosome phylogenetic tree relevant to the Father Tongue hypo-
thesis with regard to Austronesian, Austroasiatic, Hmong-Mien and Trans-Himalayan and the
peopling of eastern Asia, reproduced from Karafet et al. (2008) with the kind permission of the
Cold Spring Harbor Laboratory Press.

The argument for the Father Tongue interpretation of the spread of major linguis-
tic phyla in eastern Eurasia, such as Austroasiatic, is therefore not based solely
on the frequencies of particular Y chromosomal haplogroups. The Father Tongue
hypothesis is originally based on the differential correlation of Y chromosomal
and mitochondrial lineages with the modern geographical distribution of lan-
guage communities, i.e. the presence or absence of a strong correlation between
linguistic affinity and genetic markers in the non-recombinant portions of the
genome. As one might expect, a distinct provenance for the maternal and pater-
nal lineages appears to be reflected by studies of autosomal markers as well
(Chaubey et al. 2010). More importantly, a rooted topology of the Y chromosomal
tree in its entirety and of the Y chromosomal haplogroup O in particular is central
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to the reconstruction of linguistic population prehistory in eastern Eurasia, oper-
ating on the assumption of the veracity of the Father Tongue hypothesis.

The available genetic data also enabled us to identify a correlation of the Y
chromosomal haplogroup O3a3b (M7) with the spread of Hmong-Mien, whilst our
genetic samplings throughout the Himalayan region had established a correla-
tion between Trans-Himalayan and the paternal lineage O3a3c (M134) (Parkin et
al. 2006, 2007, Kraaijenbrink et al. 2007a, 2007b, 2009, van Driem 2011). The Y
chromosomal haplogroup O is becoming ever more minutely mapped, and most
recently the phylogenetic positions of mutations P164 and PK4 within the haplo-
group have been revised (Yan et al. 2011). Yet the antiquity calculated for many
of these mutations is generally greater than the time depth that most historical
linguists are willing to ascribe to the major language phyla.

Let us venture into the twilight beyond the linguistically reconstructible past to
a time just after the Last Glacial Maximum, when the Y chromosomal haplogroup
0 (M175) had split up into the subclades 01 (M119), 02 (M268) and 03 (M122). Based
on what is known about linguistic phylogeny and about the geographical distribu-
tion of modern linguistic communities today, the three subclades can putatively be
assigned to three geographical loci along an east-west axis. For the sake of argu-
ment and schematic representation, and without any claim to geographical preci-
sion or veracity, I shall assign the haplogroup 01 (M119) to the drainage of the Pearl
River and its tributaries in what today is the Chinese province of Guangdong. I shall
situate haplogroup 02 (M268) in southern Yinnan and O3 (M122) to the area where
today’s northeastern India, southeastern Tibet and northern Burma adjoin.

Since we have associated 02a (M95), which is a derivative clade of hap-
logroup 02 (M268), with the Austroasiatic language phylum, we might conjecture
that Asian rice, perhaps both japonica and indica rice, was first domesticated
roughly in the general area hypothetically imputed to 02 (M268) here. Whilst the
bearers of the 02a (M95) haplogroup became the Stammviiter of the Austroasiat-
ics, the other derivative paternal subclade 02b (M176) spread eastward, where
they introduced rice agriculture to the areas south of the Yangtze. Though the
bearers of the O2b (M176) haplogroup continued to sow seed as they continued to
move ever further eastward, they left little or no linguistic traces, except maybe
an Austroasiatic name for the Yangtze river, as proposed by Pulleyblank (1993),
reflected as the toponym borrowed by Old Chinese as 3T *k'ron (jiang).

Meanwhile, back in southern Yannéan, the early Austroasiatics spread from
this locus initially to the Salween drainage in northeastern Burma and to the area
that today is northern Thailand and western Laos. In time, the Austroasiatics
would spread as far as the Mekong delta, the Malay peninsula, the Nicobars and
later even into eastern India, where they would introduce both their language
and their paternal lineage to indigenous peoples of the Subcontinent.
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At the locus putatively assigned to the haplogroup 03 (M122), the bearers of
this marker gave rise to the paternal lineages O3a3c (M134) and O3a3b (M7). Whilst
the bearers of the polymorphism 03a3c (M134) stayed behind in the area compris-
ing northeastern India, southeastern Tibet and northern Burma, the bearers of
the O3a3b (M7) paternal lineage migrated eastward to settle in the areas south of
the Yangtze. On their way, the early Hmong-Mien encountered the ancient Aus-
troasiatics, from whom they adopted rice agriculture. The intimate interaction
between ancient Austroasiatics and the early Hmong-Mien not only involved the
sharing of knowledge about rice agriculture technology, but also left a genetic
trace in the high frequencies of haplogroup 02a (M95) in today’s Hmong-Mien
and of haplogroup 03a3b (M7) in today’s Austroasiatic populations.

On the basis of these Y chromosomal haplogroup frequencies, Cai et al.
observed that Austroasiatics and Hmong-Mien “are closely related genetically”
and ventured to speculate about “a Mon-Khmer origin of Hmong-Mien popu-
lations” (2011: 8). More precisely, the incidence of haplogroup 03a3b (M7) in
Austroasiatic language communities of Southeast Asia appears to indicate a
significant Hmong-Mien paternal contribution to the early Austroasiatic popu-
lations whose descendants settled in Southeast Asia, whereas the incidence of
haplogroup O3a3b (M7) in Austroasiatic communities of the Indian subcontinent
is undetectably low. The incidence of haplogroup 02a amongst the Hmong-Mien
appears to indicate a slightly more modest Austroasiatic paternal contribution to
Hmong-Mien populations than vice versa.

As the Hmong-Mien moved eastward, the bearers of haplogroup O2b (M176)
likewise continued to move east. Even further east, the 01 (M119) paternal lineage
gave rise to the Ola (M119) subclade, which moved from the Pearl River drainage
eastward to the Min river drainage in the hill tracts of FGjian province and across
the strait to Formosa, which consequently became the Urheimat of the Austro-
nesians. Back west in the easternmost spurs of the Himalayas, the bearers of Y
chromosomal haplogroup 03a3c (M134) expanded eastward into Sichuan and
Yannan, north and northwest across the Tibetan plateau as well as westward into
the Himalayas and southward into the Indo-Burmese borderlands. In the west
and south, the early Trans-Himalayans encountered Austroasiatics, who had pre-
ceded them.

Linguistic research on Trans-Himalayan languages can inform a chronologi-
cally layered view of ethnolinguistic prehistory. Not only do historical linguistics
and genetics present two distinct and independent windows on the past. Even
on a logarithmically distorted time scale the time depth accessible to historical
linguistics can be seen to be far shallower than the prehistorical depth acces-
sible to human population genetics. The human population genetic data from
beyond the linguistically reconstructible past embolden us to speculate that there
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must have been an early eastward and northward spread into East Asia, possibly
including the linguistic ancestors of modern Trans-Himalayan language commu-
nities, who may have been the first bearers of the Y chromosomal haplogroup
03a3c (M134). After this post-glacial colonisation, there must have been a number
of discrete expansions in different directions at different times in the past.

To recapitulate the chronology of possible movements: (1) a post-glacial
northward wave of peopling at a time depth beyond what is generally held to be
linguistically reconstructible by historical linguists, (2) a northeasterly spread of a
subset of the ancient Trans-Himalayans to the putative early locus of Sino-Bodic,
(3) incremental spread of diverse ancient Trans-Himalayan groups throughout the
Himalayas, where there appears to be both linguistic and genetic evidence of pre-
Trans-Himalayan speaking populations, (4) a southward spread of Sino-Bodic,
suggested by archaeology, genes and language, bringing Sino-Bodic groups,
including Sinitic, into contact with the ancient Hmong-Mien, the early Austroasi-
atics, the Austronesians and a number of other Trans-Himalayan groups, (5)
a Bodic spread across the Tibetan plateau spilling over into the Himalayas, as
evinced by the distribution of Bodish, East Bodish, Tamangic, West Himalayish
and several other groups, and (6) the spread of Trans-Himalayan groups from
Yannan into Southeast Asia, e.g. Karen, Pyu and later Lolo-Burmese.

Following these tentatively reconstructed prehistoric stages of peopling,
there were the historically attested ethnolinguistic dispersals: (7) the historically
documented Han spread, clearly evinced in linguistics and genetics, probably
assimilating non-Trans-Himalayan as well as other Trans-Himalayan groups, and
(8) the historically documented spread of Bodish (i.e. Tibetic) across the Tibetan
plateau.

The relative frequencies of the Y chromosomal haplogroup 02a (M95) in
various Trans-Himalayan populations of the Indian subcontinent (Sahoo et al.
2006, Reddy et al. 2007) suggest that a subset of the paternal ancestors of par-
ticular Trans-Himalayan populations in northeastern India, e.g. certain Bodo-
Koch communities, may originally have been Austroasiatic speakers who married
into Trans-Himalayan communities or were linguistically assimilated by ancient
Trans-Himalayans. At the same time, median-joining network analyses of hap-
logroup O2a (M95) microsatellites have suggested a division in the Indian sub-
continent between Trans-Himalayans vs. Austroasiatic and Dravidian language
communities. Austroasiatics and Dravidians show greater Y chromosomal micro-
satellite diversification than Trans-Himalayan language communities, and the
highest frequency of the 02a haplogroup is found in tribal populations in Orissa,
Chattisgarh and Jharkhand (Sengupta et al. 2006).

We must bear in mind that Y haplogroups are subject to selection and that
frequencies change over time. As stressed above, haplotype frequencies by them-
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selves are not a sufficient criterion. A rooted topology of the Y chromomosal tree
and its subsidiary clades provides key evidence. Moreover, the ethnolinguistic
significance of paternal lineages becomes even more manifest when other por-
tions of the genome are scoured for correlations with linguistic phylogeography.
At the same time, our understanding of what constitutes neutral diversity has
been tempered by mathematical modelling. Simulations have shown that a nor-
mally low-frequency allele could surf on a demic wave of advance and so attain
high frequency across a vast area. Gene surfing during a spatial expansion is
likely to result in distinct geographical sectors of low genetic diversity separated
by sharp allele frequency gradients.

The result of recurrent bottleneck effects during range expansion into newly
colonised territories can mimic complex phylogeographical patterns of adap-
tation and segregation into clades in post-glacial niche refugia. Likewise, the
massive introgression of resident genes into the incursive population can also be
misinterpreted as the result of a selective process (Excoffier and Ray 2008, Excof-
fier et al. 2009). Surfing on the crest of a demic wave of expansion confers a selec-
tive advantage when compared to alleles left behind in the core area (Klopfstein
etal. 2006, Moreau et al. 2011). Both the dynamics of sex-biased dispersals as well
as the process of the sexually asymmetrical introgression of resident alleles into
incursive populations can be modelled in terms of hybridisation during range
expansions (Petit and Excoffier 2009, Currat and Excoffier 2011).

An observed state of affairs for which a particular model of population pre-
history has been advanced may in many cases very well be either the result of
demography or of selection on genome diversity (Fagundes et al. 2007). However,
we must keep in mind that a scenario that has been computed to be the statisti-
cally more likely scenario may not necessarily correspond to prehistorical reality.
Though presumably paternal lineages may often preferentially enjoy the benefits
of surfing, incursive Y chromosomal lineages can go entirely extinct, as the lin-
guistic evidence® would suggest may very well have happened with the Y chromo-
somal haplogroup Nic in Hungary.

We must also not lose sight of the fact that these speculations are based on
correlations between language and Y chromosomal haplogroups and that these
too are interpreted in the light of the assumed veracity of the Father Tongue
hypothesis over a vast stretch of time. This assumption may not hold true for all
times in the past. Furthermore, correlations may be due to different kinds of cir-

6 The presence of the Hungarian language in the region that was once Pannonia represents in-
controvertible linguistic evidence of the advent of Uralic linguistic ancestors, a fact which is his-
torically attested at any rate, but the hypothetical correlation of the Y chromosomal haplogroup
N1c with the Uralic linguistic phylum, of course, remains conjectural.
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cumstances other than causation or direct relationship. So, whilst we are free
cautiously to develop arguments which buttress a speculative model of ethno-
linguistic prehistory, such as the one outlined here, we must not lose sight of the
essential distinction between the facts and our assumptions and inferences as
well as the precise nature and limitations of the empirical basis for our specula-
tions.

Confronted with the overwhelming growing body of evidence in support of
the Father Tongue hypothesis, Forster and Renfrew impute the spread of lan-
guage families to “emigrating agriculturalists” who “took local wives” (2011:
1391). This interpretation is a transparent attempt to succour Bellwood and Ren-
frew’s embattled First Farmers hypothesis, which seeks to ascribe the found-
ing dispersals of language families to the spread of agriculture (Bellwood and
Renfrew 2002). At the same time, in order to buttress Renfrew’s widely doubted
hypothesis of an Indo-European homeland in Asia Minor, Forster and Renfrew
also propose a correlation of Indo-European with the Y chromosomal haplogroup
J2a. In fact, it remains moot whether any part of Y chromosomal phylogeography
correlates well with the spread of the Neolithic horizon.

Not every population movement led to the spread of a language phylum, and
population movements are not uniform in nature. Whether during the exodus
of anatomically modern humans out of Africa or at the shallow time depth of
the colonisation of Oceania by Austronesian populations, the colonisation of pre-
viously uninhabited lands invariably involved both sexes and the introduction
of a language phylum. During the Neolithic horizon, the spread of farming was
necessarily a sedentary and incremental process, which likewise must mostly
have involved both sexes. Early farmers might only have been able to spread their
language at times of great surplus and concomitant population growth, perhaps
sometimes involving the establishment of agricultural colonies elsewhere. By
contrast, the modern ethnolinguistic composition of Asian populations must
be understood, at least in part, as having resulted from male-biased linguistic
intrusions, whether motivated by conquest, land grab or the urge to seek out new
habitats.

In my argument against the premises and the reasoning behind the hypoth-
esis of the founding dispersals of language phyla having been mediated by the
spread of farming, I proposed the telic and more complex Centripetal Migration
theory (van Driem 2007b). I shall not repeat that exposition here, but, with refer-
ence to Forster and Renfrew’s wilful interpretation of the Y chromosomal hap-
logroup J2, I shall reiterate that, in the context of the Indian subcontinent, “the
J2 haplogroup... appears to emanate from the Arabian Peninsula and, unlike hap-
logroups N and Rla, attains no high frequency in Ceylon” and “probably reflects
the historically attested male-borne eastward spread of Islam,” whereas Y chro-
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mosomal haplogroups of the R subclades spread to the Subcontinent “from the
northwest along with Indo-Aryan language across northern India and to Ceylon”
(van Driem 2007h: 5). The spread of various Y chromosomal R subclades is likely
to be linked to the dispersal of Indo-European from an original homeland in the
Pontic-Caspian steppe, whilst the current geographical distribution of the Y
chromosomal lineage L provides the likeliest candidate for a vestige of an earlier
patrilingual dispersal of Elamo-Dravidian emanating from a region which encom-
passed the Bactria and Margiana of later prehistory.
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