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SEQUENCE LISTING

JP 4437895 B2 2010.3.24

{110} Japan Science and Techmology Corporation and National

[nstitute of Agrobiological Sclences

{120} Novel genetic markers related the gene of non-brittle
rachis 1 (btrl) and 2 (btr2) and use of the genetic

markers

(1307 A181P63

(140)
(141)

{160; 143

{170 PatentIn Ver. 2.1
{2107 1

{211 166

{212) DNA

{213} Hordeum vulgare

(220}
(223) e0bm15-09

{400y 1

tgctcatgat cacgetagga atigtetiig tetttattta cacttaggat atgggtectg 60
aactccctag atatttctat tgtgtccgat tgatigatca ataaaaacga gitagagcaa 120
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ataaacatgt gatiggatge ttagacggac aacagtatca cctgce

(210 2

(211) 280

(212) DNA

(213 Hordeum vulgare

(220)
(223) e23m23-07

(400) 2

(20)

JP 4437895 B2 2010.3.24

166

agggaaatac ttacccgtat tgtgctgcaa ttacccgite ctcgtcatgg aaaactcaac 60

acagatcaca agtatcatat actcctgtat atattgacca ccgeatagea agattatect 120
cttttcttgt ttnangctgt ttttctgaca gatctagatc accatgatgt tgtcaageec 180
cteccagggac aagttetacg agaagatcat caacccctac cttceggagg tgatgaagea 240

tcgtgagacc attgagatgc gtgaageget gettcacatt

(210 3

(211 1208

(212) DNA

(213 Hordeum vulgare

(220)
(223) e50m21-01

(400) 3

280

cgcacatagc atZagtageg tgttacacaa ctatgcaget cgaacccgag aaaatcattg 60
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tetcattttc acacacttit gtitaggata gatccacacc tcatgccgtc atctactaat 120
cggcaagega cattgtgtga cettggtgta tcacgtgegt ttigcacatg tgegaagaaa 180
ttteggtgige cacgtaggge ceggggigct ccigiggate tacatcgaca atgtegtcgg 240
tgtetttgat gatgecttca ccaatgtgea cacttactte cageacegtt ggteccetgt 300
caaatctigt aggactggega gegacaggee (gacaagegcee atggtcccat ccttgcctea 360
acatggegga gaccccgeaa ceatgateee caagtettge acctegaggt caaccaaceg 420
ttgegagegaa ggaagegagce gecatgagtic atcctictceg tatggggaca tccgtgaaaa 480
aacgettgee cagatatgec cecgaacaat cttcgeagge tgetegecet cgaagaaaaa b4l
actgcicgaa gtcgetactg atgcatgcce ccattacate aagggcacic ggagagaage 600
tagacacttg gagggtaatc atcaaaaget ttgtigatta tgttggtiat tagaggcgag 660
gagicicatc cacctgtcat caagegcacca ccccgttage gaatactgca caccaaaacc 720
agtgacacac ggtgaccgea cagtecteat ggtgactgtc ccagatgaag taccatggtg 780
agtgcaagta cegtgecaacc ceggigttage agcatcgict acttcaaggt gataccaagg 840
acaatgccaa atgctcageg atgtgcaagg tctggatgea tgcatgeaca tegaaaggeg 900
tagggagatg cgtcagtggt ctaacgcgca ggaccitgaa gatgceggaga getccgacga 960
ggacatggat gacttgtctt atggegcage ttgtgatgic ttcacctiga agttgeacceg 1020
tgtcaagigg ccaaggcgat tacacctaga ctigtccatg caatatgact gegaagaccaa 1080
ccctacagat ttcctcaatg tgtacaccat agetagecat catgtctatg ggtgteegaa 1140
tEcaagcact tgcaactggt tccccatgge gctcaagece aatattcact cttgetecat 1200
gaaccegec 1208

(210 4

(211) 207

(212) DNA

(213) Hordeum vulgare

(220}
(223) e09m25-08
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(400) 4

aatgaaacta acgctaatac tegaaaacgt acatcataga tcgatcactg ccgatactgg 60
aaaatgtaaa atactgctca ccgaaattga cgacgttggt geagetcact ggaagtgett 120
gcgcagaace acgggctiggt gtagetcact ggaagtgett gcgcagaacce gcggecegge 180
acageggetg agegegtged cgtctea 207

(210 5

(211 105

(212) DNA

(213) Hordeum vulgare

(220)
(223) e4bmll-11

{400} 5
ccgetgette cttcaatttt tEcctcaagt agtgcitate tttettttce gaagttecaa 60
gtctatcaat atctctitgt gaagcttcat ctacatcatt gcagg 105

(210; 6

(211) 166

(212) DNA

(213 Hordeum vulgare

(220)
(223) e30m07-09
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(400) 6

cagatgecat ttgaacagag taaaaatact atgtatgtat cacgcaattt cacactgaaa 60
tatcctttcc tgaacctgac tatactacta ataaacaagc caacttttic tttcttccgg 120
acaccccata aaacatacac aagaatatag catcatcgga tcacce 166

210 7

(211 247

(212) DNA

(213) Hordeum vulgare

(220)
(223) e40m1%-08

{400y 7

catttcceat tacagaaaaa cacagagaag aaaaataaag cacagaataa aacactegeg 60
ataaaatcaa acaaaaatat cccctggica tagaaaaata tgacctatit gaataaaata 120
gaaaatggat tttagtggca agcaaatatt tactitaaac tgcatttatg ccactgtttt 180
tgtzaatata tagcacctct caaacaaagt ataaaacaac aaatacctat cttgttzggg 240
atattac 247

(210, 8

(211) 95

(212) DNA

(213) Hordeum vulgare

(220}
(223) e3dbm23-11
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{400; 8
tgcgtigagac cacaaaggga tgcgatgegt tacaggatag attcctaigg cataggatcg 60
gEgtecegac attttigete tagtgettta tectt 85

(210 9

(211) 164

(212) DNA

(213) Hordeum vulgare

(220)
(223) e04mb5-09

{400} 9

tgtgcaatca ctcacgeatt acatgcaate ttegigaagt agattttgge gaacategea 60
teggaacgat tttttticct acacatgaat gatgccctta gttcettcat ttatccaaac 120
accaaacaaa ctctaaacat faggttgttg ctategaget ctig 164

(210; 10

(211) 17

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: E-adapterl

(400) 10
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ctcgtagact gcgtace 17

210y 11

(211) 18

(212) DNA

(213 Artificial Sequence

{220}
(223} Description of Artificial Sequence: E-adapter?

{400; 11
aattggtacg cagtctac 18

(2107 12

(211) 186

(212) DNA

(213 Artificial Sequence

{220}
{223) Description of Artificial Sequence: M-adapterl

(400} 12
gacgatgagt cctgag 16

(210 13
(211) 14

10

20

30

40



(26) JP 4437895 B2 2010.3.24

{212) DNA
(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: M-adapter?

{400 13
tactcaggac tcat 14

(210 14

(211 16

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer E-000

{400; 14
gactgcgtac caattce 16

210y 15

(211) 16

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer M-000
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{4007 15
gatgagtcct gagtaa

(210 16

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer eQl

{400; 16
gacigcgtac caattcaaa

210y 17

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223 Description of Artificial Sequence: primer e02

(400 17
gacigcgtac caattcaac

JP 4437895 B2 2010.3.24
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(210 18

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e03

{400; 18
gactgegtac caattcaag

210y 19

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e04

{400; 19
gactgegtac caatfcaat

(210; 20

(211) 19

(212) DNA

(213) Artificial Sequence

JP 4437895 B2 2010.3.24
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(220)
(223} Description of Artificial Sequence: primer e05

{400; 20
gacigcgtac caattcaca

210y 21

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e06

{400; 21
gacigcgtac caattcacc

(210 22

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e07

(400 22
gacigcgtac caattcacg

JP 4437895 B2 2010.3.24
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(210; 23

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e08

{400; 23
gactgegtac caatfcact 19

(210; 24

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e09

{400; 24
gactgegtac caattcaga 19

(210 25
(211} 19
(212) DNA
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{213) Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer elf

{400; 25
gacigcgtac caattcage 18

(210 26

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ell3

{400} 26
gacigcgtac caattcagg 18

210y 27

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer el2
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{(400; 27
gactgegtac caatteagt 19

(210, 28

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer el3

{400; 28
gactgcegtac caattcata 19

210y 29

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer el5

{400; 29
gactgegtac caattecatg 19

(210) 30
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(211 19
{212) DNA
{213} Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer el6

{400; 30
gacigcgtac caattcatt 19

210y 31

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer eld

{(400; 3
gacigcgtac caattcatc 18

(210) 32

(211 19

(212) DNA

(213 Artificial Sequence

(220)
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{223) Description of Artificial Sequence: primer el7

{400; 32
gactgegtac caattccaa 19

210y 33

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer el8

{400) 33
gactgcgtac caattccac 15

(210; 34

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer el9

{400y 34
gactgegtac caattccag 19
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(2107 35

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e20

{400; 35
gacigcgtac caattccat 19

(210 36

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer e21

{400} 36
gacigcgtac caattccca 19

210y 37

(211 19

(212) DNA

(213 Artificial Sequence
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(220}
{223} Description of Artificial Sequence: primer e22

{400, 37
gactgegtac caattccee 18

(210, 38

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e23

(400) 38
gactgegtac caatteeeg 19

(210; 39

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e24

(400) 39
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gactgcgtac caattccct 19

(210 40

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e25

{400; 40
gacigcgtac caattccga 19

210y 41

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer e26

{400y 41
gacigcgtac caattccge 18

(210} 42
(211) 19
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{212) DNA
(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e27

(400) 42
gactgegtac caattcegg 19

(210 43

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e28

(400) 43
gactgegtac caatteegt 18

(210 44

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e29
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{400; 44
gacigcgtac caattccta

(210 45

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e30

{400; 45
gacigcgtac caattcctc

(210) 46

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e3l

{(400; 46
gacigcgtac caattcctg

JP 4437895 B2 2010.3.24
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(40)

210y 47

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e32

{400 47
gactgegtac caatteett

(210, 48

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e33

{400 48
gactgegtac caattcgaa

(210; 49

(211) 19

(212) DNA

(213) Artificial Sequence

JP 4437895 B2 2010.3.24
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(220)
(223} Description of Artificial Sequence: primer e34

{400; 49
gacigcgtac caattcgac

(2107 50

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e35

{400; 50
gacigcgtac caattcgag

{210y 51

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e36

(400 51
gacigcgtac caattcgat

JP 4437895 B2 2010.3.24
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{210y 52

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e37

{400 52
gactgegtac caattcgea 19

(210 53

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e38

{400) 53
gactgcgtac caattcgee 15

(210 54
(211} 19
(212) DNA
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{213) Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e39

{400; 54
gacigcgtac caattcecg 18

(2107 55

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ed{

{400} 55
gacigcgtac caattcect 19

{210y 56

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer edl
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{(400; 56
gactgcegtac caattcega 19

{210y 57

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e42

{400, 57
gactgegtac caattcgge 15

(210, 58

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e43

{400 58
gactgegtac caattcege 19

(210) 59
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(211 19
{212) DNA
{213} Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer edd

{400; 59
gactgcgtac caattcggt 1%

(210, 60

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer e4b

{400} 60
gactgcgtac caatfceta 18

{210y 61

(211 19

(212) DNA

(213 Artificial Sequence

(220)
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{223) Description of Artificial Sequence: primer e46

{400; 61
gactgegtac caattegte 19

(210 62

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e4f

{400 62
gactgegtac caattegtg 19

(210 63

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e48

{400 63
gactgegtac caattegtt 15
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(210 64

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ed$

{400; 64
gacigcgtac caattctaa 19

(2107 65

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer eb0

{400} 65
gacigcgtac caattctac 18

(210) 66

(211 19

(212) DNA

(213 Artificial Sequence
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(220}
{223} Description of Artificial Sequence: primer e5l

{400 66
gactgegtac caatfetag 19

210y 67

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e52

{400 67
gactgegtac caatfctat 19

(210, 68

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e53

(400) 68
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gactgcgtac caattctca 19

(210, 69

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ebd

{400; 69
gacigcgtac caattctce 18

210y 70

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer ebb

(400 70
gacigcgtac caattcicg 18

(210} 71
(211) 19
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{212) DNA
(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e56

{400; 71
gactgegtac caatfetet 19

210y 72

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e5T7

{400) 72
gactgegtac caatfectga 19

210y 73

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e58
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{400; 73
gacigcgtac caattctge

210y 74

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer eb9

{400; 74
gacigcgtac caattcigg

(210 75

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e60

(400} 75
gacigcgtac caattcigt

JP 4437895 B2 2010.3.24
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(210 76

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer e6l

{400 76
gactgcegtac caattctta

210y 77

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer e62

{400 77
gactgegtac caatfette

(210; 78

(211) 19

(212) DNA

(213) Artificial Sequence

JP 4437895 B2 2010.3.24
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(220)
(223} Description of Artificial Sequence: primer e63

{400; 78
gactgcgtac caatfctig

210y 79

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer e64

{400; 79
gacigcgtac caattcttt

{210y 80

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m0l

{(400; 80
gatgagtcct gagtaaaaa
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(210; 81

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m02

{400; 81
gatgzagtcct gagtaaaac 15

(210, 82

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m03

{400; 82
gatgagtcet gagtaaaag 15

(210) 83
(211} 19
(212) DNA
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{213) Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m04

{400; 83
gatgagtcct gagtaaaat 18

(210, 84

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m05

{400; 84
gatgagtcct gagtaaaca 18

{210y 85

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m06
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{400, 85
gatgagtcct gagtaaace 19

(210, 86

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer mOT7

{400 86
gatzagteet gagtaaacg 19

(210, 87

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m08

{400 87
gatgagtcct gagtaaact 19

(210) 88
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(211 19
{212) DNA
{213} Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m09

{400; 88
gatgagtcct gagtaaaga 18

(210, 89

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer mld

{400; 89
gatgagtcct gagtaaage 1%

{210y 90

(211 19

(212) DNA

(213 Artificial Sequence

(220)
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{223) Description of Artificial Sequence: primer mll

{400; 90
gatzagteet gagtaaage 19

210y 91

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer ml2

{400; 91
gatgagtcct gagtaaagt 19

(210; 92

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer ml3

{400; 92
gatgagtcet gagtaaata 15
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(2107 93

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ml4

{400; 93
gatgagtcct gagtaaatc 1%

(210 94

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer mlb

{400 94
gatgagtcct gagtaaatg 1%

(210) 95

(211 19

(212) DNA

(213 Artificial Sequence
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(220}
{223} Description of Artificial Sequence: primer ml6

{400 95
gatzagtcet gagtaaatt 19

(210, 96

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer ml7

{400 96
gatgagtcct gagtaacaa 19

210y 97

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer ml8

(400) 97
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gatgagtcct gagtaacac 19

(210 98

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer ml9

{400; 98
gatgagtcct gagtaacag 18

(210 99

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer m20

(400} 99
gatgagtcct gagtaacat 18

(210 100
(211) 19
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{212) DNA
(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m21

{400; 100
gatgzagtcct gagtaacca 19

(210} 101

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m22

{(400; 101
gatgzagtcct gagtaacce 19

(210 102

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m23
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{400; 102
gatgagtcct gagtaaccg

(210 103

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m24

{400; 103
gatgagtcct gagtaacct

(210) 104

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m25

{(400; 104
gatgagtcct gagtaacga
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(210} 105

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m26

{400 105
gatZagtcet gagtaacge

(210 106

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m27

{400 106
gatgagtcct gagtaacgg

(210 107

(211) 19

(212) DNA

(213) Artificial Sequence
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(220)
(223} Description of Artificial Sequence: primer m28

{400; 107
gatgagtcct gagtaacgt

(210 108

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m29

{400; 108
gatgagtcct gagtaacta

(210 109

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m30

(400 109
gatgagtcct gagtaactc
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(210} 110

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m3l

{(400; 110
gatgzagtcect gagtaactg 19

(210; 111

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m32

{(400; 111
gatgZagtcct gagtaactt 19

(210) 112
(211} 19
(212) DNA

10

20

30

40



(67) JP 4437895 B2 2010.3.24

{213) Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m33

{400; 112
gatgagtcct gagtaagaa 18

(210 113

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m34

{400 113
gatgagtcct gagtaagac 1%

210y 114

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m35
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(400, 114
gatgagteet gagtaagag 19

(210} 115

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m36

{(400; 115
gatgagtcct gagtaagat 19

(210} 116

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m37

{(400; 116
gatgagtcet gagtaagea 19

(210) 117
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(211 19
{212) DNA
{213} Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m38

{400; 117
gatgagtcct gagtaagce 18

(210 118

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer m39

{400; 118
gatgagtcct gagtaagcg 18

210y 119

(211 19

(212) DNA

(213 Artificial Sequence

(220)
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{223) Description of Artificial Sequence: primer m4{

(400 119
gatgagtcct gagtaaget 19

(210 120

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m4l

{(400; 120
gatzagteet gagtaagga 19

(210; 121

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m42

{400y 121
gatZagicct gagtaagec 15
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210y 122

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer md3

{400; 122
gatgagtcct gagtaagee 18

(2107 123

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer md4

{400} 123
gatgagtcct gagtaaeggt 18

(210) 124

(211 19

(212) DNA

(213 Artificial Sequence
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(220}
{223} Description of Artificial Sequence: primer m45

(400; 124
gatzagteet gagtaagta 19

(210} 125

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m46

{(400; 125
gatgagtect gagtaagte 19

(210} 126

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m47

(400} 126
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gatgagtcct gagtaagtg 19

210y 127

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m48§

{400; 127
gatgagtcct gagtaagtt 18

(210 128

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223) Description of Artificial Sequence: primer m49

(400 128
gatgagtcct gagtaataa 18

(210 129
(211) 19

10

20

30

40



(74) JP 4437895 B2 2010.3.24

{212) DNA
(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer mb0

{(400; 129
gatgzagtcct gagtaatac 15

(210} 130

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer mbl

{(400; 130
gatgagtcct gagtaatag 15

(210} 131

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m52
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{400; 131
gatgagtcct gagtaatat

(210 132

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer mb3

{400; 132
gatgagtcct gagtaatca

(210 133

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer mbd

(400} 133
gatgagtcct gagtaatce
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(210) 134

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer mb5

{400) 134
gatgagtcct gagtaateg

(210} 135

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer mb6

{400 135
gatgagtcct gagtaatet

(210 136

(211) 19

(212) DNA

(213) Artificial Sequence
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(220)
(223} Description of Artificial Sequence: primer mb7

{400; 136
gatgagtcect gagtaatga

(2107 137

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer mb8

{400; 137
gatzagicct gagtaatge

(210 138

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223 Description of Artificial Sequence: primer mb9

(400 138
gatgagtcct gagtaatgg
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(210} 139

(211) 19

(212) DNA

(213) Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m60

{(400; 139
gatzagtcet gagtaatat 15

(210} 140

(211) 19

(212) DNA

(213) Artificial Sequence

{220}
{223} Description of Artificial Sequence: primer m6l

{(400; 140
gatgagteet gagtaatta 19

(210} 141
(211} 19
(212) DNA
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{213) Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m62

{400; 141
gatgagtcct gagtaatic 1%

(210 142

(211 19

(212) DNA

(213 Artificial Sequence

(220}
(223} Description of Artificial Sequence: primer m63

{400; 142
gatgagtcect gagtaattg 1%

(210 143

(211 19

(212) DNA

(213 Artificial Sequence

(220}
{223} Description of Artificial Sequence: primer m64

{(400; 143
gatzagtcet gagtaattt 19
gooooooonoan
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ogoaoao

gooao

e05m15-9 STS
Sequence of AZ parent;

TGCTCATGATCACGCTAGGAATTGTCTTTGTCTTTATTTACACT TAGGATATGGGTCCTGAACTCCCTAGA
TATTTCTATTGY! ATTGATTGATCAATAAARACGAGTTAGAGCARATARACATGTGATTGGATGGTT
GeC

No amplification with this primer pair in KNG parent

gooo

€23m23-7 STS

Sequence of KNG parent;
AGGGAAATACTTACCCGTATIGTGCTGCAATTACCCGTTCCTCGTCATGGARAACTCARCACAGATCACAA
GTATCATATACTCCTGTATATATTGACCACCGCATAGCARGATTATCCTCTTTTCTTGTTTNANGCTCTTT
TTCTGACAGATCTAGATCACCATGATGTTSTCAAGCCCCTCCAGGGACAAGTTCTACGAGAAGATCATCAR
CCCCTACCTTOCGGAGGTGATGRAGCATCETGAGACCATTGAGATGCETGARGGGGTGCTTCACATT

No amplification with this primer pair in AZ parent

gooo

e50m21-1 STS

Sequence of KNG parent:
CGCACATAGCATGAGTAGGGTGTTACACANCTATGCAGCTCGAACCCGAGRARATCATTGTGTCATTTTCA
CACACTTTTGTTTAGSATAGATCCACACCTCATGCCGTCATCTACT ARTCSGCARGGGACATTGTGTGACT
TTGGTGTATCACGTGCGTTTTGCACATGTGCGARGARATTTGGTGT GCCACGTAGCGOCECEGETCCTCCT
GATCTACATCGACARTGTCGTCGGTGTCTTTGATGATGCCTTCACCAATGTGCACACTTACTTCCAGC
ACCGTTGGTCCCCTGTCARATCTTGTASGACTGEGASEGACAGGGETGACARGGCCATGETCCCATCCTTG
CCTCAACATGGCGGAGACCCCGCAACCATGATCCCUARGTCTTGGACCTCGAGGTCAACCARCCGTTGGGA
GGRAGGAAGGAGCGGCCATGAGTCATCCTTCTCETATGGGCACATCCGTGABARAACGCT TGCCCAGATAT
GCCCCCGARCAATCTTCGCAGGCTGCTCGCCCTCGAAGAARARRCTGCTCGAAGTCGCTACTGATGEATGE
CCCCATTACATGAAGGGCACTCGGAGAGARGCTAGACACTTGGACGGT ARTCATCABAAGCTTTGTTGATT
ATGTTGGT TATTAGAGGCGAGGAGTCTCATCCACCTGTCATCARGGCACCACCCCGTTAGCGARTACTGCA
CACCAARACCAGTGACACACGGTGACCECACACTCCTCATCGTGACTGTCCCAGATGAAGTACCATGGTGA
GTGCARGTACGTCGCARCCCGGTETTAGCAGCATCGTCTACT TCARGGTGATACCARGGACAATGCSARAT

ed5m11-11 STS
Sequence of KNG paren
CCGETECTTCCTTCAATTTTTGACTCARGTAGTGCTTATCTTTCTT TTCCGAAGTTCCARGTCTATCAATA
TCTCTTTGTGAAGCTTCATCTACATCATTGCACG

No amplification with this primer pair in AZ parent

gooao

230m07-9 STS
Sequence of AZ parent;
CAGATGCCATTTGAACAGAGTARARATACTATGTATGTATCACGCAATTTCACACTGARATATCCTTTCCT
GRARCCTGACTATACTACTAATARACAAGCCAACTTTTTCTTTCTTCCGGACACCCCAT ARARCATACACAR
GAATATAGCATCATCGGATCACCC

No amplification with this primer pair in KNG parent

ogooo

€40ml13-8 STS

Sequence of KNG parent:
CATTTCCCATTACAGARRAACACAGAGAAGAARRATAAAGCACAGAATAAAACACT GGGGATARAATCARL
CARARATATCCCCTGGTCATAGAARAATATCACCTAT T TGAATARAAT AGAAAATGGATTTTAGTGGCAAG
CARATATTTACTTTAAACTGCAT T TATGCCACTGTT TTGTGAATATATAGCACCTCTCAAACAAAGT&TA
AARCAACAAATACCTATCTTGTTGGGGATATTAC

Nucleotide with double line is polymorphic SNP, Dral site

ooooao

©39m23-11 STS
Sequence of KNG parent;
TGCGTGAGACCACARAGGGATGCGATGGGTTACAGGATAGATTCCTATGGCATAGCGATCGGGGTCCCGACA
TTTTTGCTCTAGTGCTTTATCCTT

GCTCRGGGATSTCCARGGTCTGGATGCATGCATGCACATCGAARCCCGTAGGGAGATGCGTCAGTGGTCT
ACGCGCAGGACCT TGRAGATGCGGAGAGCTCCGACGAGGACATGGATGACTTGTCT TATGGGGCAGGTTGT
GATGTCTTCACCTTGARGTTGCACCGTETCAAGT GECCAAGGCGAT TACACCTAGACTTGTCCATGCAATA
TGRCTGGAAGRCCARCCCTACAGATTTCCTCAATGTGTACACCATAGC TACCCATCATGTCTATGGGTGTC
GARTGCRAGCACTTGCAACTGGTTCCCCATGOCOCTCAACCCCAATATTCACTCTTGGTGCATGAACCCE
cc

Nucleotide with double line is polymorphic SNP, Avall site

oooano

209m25-8 STS
Sequence of KNG parent;
AATGRAACTAACGCTAATACTGGRAAARCGTACATCATAGATCGATCACTGCCGATACTGGARAATGTARAA
TACTGCTCACCGARATTGACGACGTTGSTCCAGCTCACTGGARGTGCTGCGCAGRACCACGGGCTGGTGT
AGCTCACTGGAAGTGCTTGCGCAGAACCGCGEGCGGGGACAGCGGETERGCGCGTGCGCGTCTCA

No amplification with this primer pair in AZ parent

No amplification with this primer pair in AZ parent

ooooao

204m55-9 STS
Sequence of KNG parent;
TGTGCAATCACTCACGCATTACATGCAATC I 2CGTGAAGTAGAT TTTGGGGARCATCGCATGGGARCSATT
TTTTTICCTACACATGAATGATGCCCTTAGT TCCTTCATTTATCCARACACCAAACAAACTCTARACATTA
GGTTGTTGCTATCGAGCTCTTG

Nucleotide with double line is polymorphic SNP, MslI site
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