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[0072]) s DL ERTE @R o A S H B & &
B8 E R (a)ST4 -~ (b)THHE 2 CD3%Z 58 8 & #& K (¢)PD-1 -
PD-LIKLAGIZ =ZHF EMERB(=Z8R) mEZnElESR
EEEM i H o B E A Tb535H= 88 - = H 8l j{ PD-1
AR PD-LI1Fi 8 Z OF R AMEE > FilE B R I8 &
R -Hp > THEERIBEAXRERNS BEL
(a)ST4 ~ (O)THH A 2 CD3*Z 8 € & %8 K (c)PD-L1.Z = 7 &
Mprag o fEm > AN IE 4 — A (5 A R e R B E Y
B - TH 2B 2R =ZFEENEImeEODE -

[0073] Foit - RAifER A TIRE - WE R L E &
RE K SN AR RI|STAE - A 5 o & & 28 & 4% 5l
N R (P B 2 /8 ) ~ ABRRE - ABEEE - A
HEBEEEE  ABHeEE ABHTERE  AHWE
B ANBTESRE  ABHHEEERE  ABHBRIMWUCZEE
B - NEEMRE - ABAE - ASEBREE - ANBAT30 R
T NBEERE - ANBBE SR & A JE R 4R & 1T A A

HEfERE AT EEEE VI - M FREEA MR > RRIL
s RN EE e A A -
[0074]

ZEl - EHSEREPERE

ARSI > JRual et — GRS LAl A IH 2Bl & &
HEG3X=Z8)NWZZHERKRER  DNA) - (EFZZZH
L BRMEREREEHEFEERMRLELEAEH I MEES
BZllrnimBRLERERFINBEFINSZETR -

=
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ZEZmEBRERSE  THABTsEEZ R ER > LA
IR & FR N RN Z AR E P (kB g ~ SDEFES -
Kozak P %] ~ @ IE T+ F)R/AEFZEREL B ALY IE
R A (B B AD (tag) P 5l 0 Bl 40 6xHisFe 5l )& > i £ T

PR E

[0075] (E R ARH _MEELNE 2R HE -
HEHZE 2 SHBEEROENS FARNRE - 9 5%
BREER T HREARABRSTHABANES T (EERS

EHBARFEE TF)ZZEFBRDNAZE @ X > JH BE &R
—REANAKBEXNEEEMEY > NEVEHNEST
(MEFSEHBAREE T)ZIZEKRDNAE -

ARG - R ERE G ERARH S HHFRD
HE e > e EHABHEPRE -

[0076] & AfE R EHEBREHN L REEHBHY XX EH
Bz (Z N ~ DNA) > 0] 5 7F K 780 Jo i° b ff 2 & 8 s Bl g + -
SDFF %I (15 £ & J& #% 4l A 85 ) K Kozak /57 51 (15 £ & H &% 4l i
S5 BRI NI N N 2 il i SR = vl L T IS =W i
T B E - WA E ~ BERERKF - A B
WM T ENERRENFLISEZEZATEIEEZNZ S
mER RAGERNRESBHEITMNUAMNA > SERZME
I RE A % Bl IR E

[0077] # RF AR A& 2% T B 2 A %K A Bl
MEARGI 2T ANERABERRBE 2 AFE LA ZA

%
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HEREBEHKMASHE T E - X (FREHEE > H
B 40’8 #5 DNA ~ 15 & #8 DNA - 2 8% 3% & £ F DNA -
WHEEE  ALLECEDNAZ O RFTRRBEAZH IS E
HEZZRERGER  DNAZFA A FTRE » o] 8 H 2 #
BT HEME T WA ERERKER -

[0078) H X » fEhi @By Pl EHELE AR ME
FTMEFEPRELMUAEERE  IEAFH BaELDER
Boo A ARG HME TEER,, c REHEEE AN
KERE  BEaflUFEmEEETEAERBDNAZE (E )M
HANKERE » ADEFEREBEIREESHIKE LEFE
(FEEAMEE)HMEAIKRKERNZ -

[0079) TR 7a £ > REEHE A L EHELER » 1
KEAREH I BMaEOERZANATRE > AT@EF#EE - 1
FHAOANBERNEREFEEHYHEN - SEEYAE - A
W B HYHEEARNZEE -

LS %) 4l B s 78 £ 05 - |] {58 FH 0 20 A B &4 & 4 AR
ANE A E 4 - HEK2934H g ~ 293F4 i - CHO4H AY -
J& f& 40 B2 COS-7 ~ Vero ~ /NE LA - K E GH3 -~ A JHFL
A - HAN O] (E R SIO4H MY ~ SR214H M E s 40 AT -

I E A0 afEHAOREBE  MERF -

DA BF By 18 £ B - o] 55 F 31 o0 fi U6 8% & (Saccharomyces
cerevisiae) - F JF 24 JE B £ (Schizosaccharomyces pombe)

A=
# o
~

I
&
&l

LItEHY) dihE B8 £ > I E A P07 EBY-240fE = -
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[0080) BG@EER L HEATIRE » JFERFER

RESBHBEBRAZECMERERE  WEITRELEANODETF
LA -~ B 05 - BT 8% - PEGE ~ Wi 4 5% - DEAE
WEME > DMREADNAFEZNRNAF EFSBREZ N
EF

Fiis@EpRT  BHHESBa I ERO B T2
ATEFHME EES T - HEHE > A TRE -

[0081] X » A > JRulfE ff — 1 1 &2 85 & L
Wk LHEAMEEEYTEHWAZRE ZBEGEHQE (53X
“RICEMA@& I ZBEEGBEG3X=Z2B)ZHE L -
HE EhzHEEBEHANGLIBGcEBEGX=2R8)/IHE
SN - A R ER MU - MAEFEN A RK
hrEAERAERE 2R E SR 2 RIS BERER
KA -

[ 0082]

4 BEHENYE

AFEPH R EEAEGX=Z28B)GAANELE Y
YR & 2 R T

AWM EEGEM KO B A PEEE M
AP MocEBERREMERNBRENGHEH - HI A
KIKeZE8 M - el - ZBHERYBHBARANERE®ZD

e M/IKEAGAH > EmMZEBHZEEHKY - JFE
AP ZMocEBBEGAHNERERSGFEE &EREZ B
Bl & <3 Sk & » WA R - Fal e &EeyE
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NEaEEBEEREAAFEREZERZE ) BERINTS >
B an s By BE R Ua R > N B2 FE Ay B R PHOBE R R Rl A
il B 2 R -

[0083] A 2 BEEEANRYEEL & HAXEHZRE
CEHEFERANN Y  HE-FP 2 FEL LA FFZIE
A HY BE EEAH LY Z TP RE IR it -

HRERAZHZBEAKY I ERHEZER - 1
F e it A AT L PR REE 2P onEEH - (FERERAHER
ZEEARERENERE  AFPIBHHANRY(HAR
FHIMoEHBE)NATARMERNKEREZENERE
Y 6 B~ TG OB R w2 B R -

[0084]) Fifl " &2 EHuFF ZER L > JREUEP
Bl - MR - WM ER - HER - ZEM - REFEH - &M@
Bl AAEE G EB - ECK - BHWE - FHEB - Bk
B~ BhE M EE MR E F o E B (L A L TR R AR Ay 1
DUE > T B/ - A - BRER - BEAE - ABNE
WA FP R ZBHEAEANRY - LFEREEHEMY A O k= Ik O
kT  FARIEODKRKETHOHMEPEAE S EH 1L L
ZEMEYE > REBEER LT AR ENEZE - 5 SR
e > ATREMAMEBRF N AEAE g B KT & 5 H 2 & K
FHEE LR IERTARHEE

[0085] AT B HEANYHIKRTEGRBERZNE
e ~ MRl - BMERIEMR - BERER BT HE - BHEE
MW NEEEAUY S ZAXH o BMEESENEEE
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MR- mBEZERAESE NG XAELL600ngZE 6000mgHY # & &
T BARE R I E -

Plan b EH W& Th > TH ABEEE > AR TIX
B A ES kg F0.lpg~100mgiy & » EEH FHK
TIXR~HX > KO RABKEREIH - 18 - 100 3028 &
TIX > HBER(EHARETREAITORTZIEE - &T
REal 8B EFARNESR ~ K TEHN > KWEH - ILAWE
HERBREENINE BEERBFRAEZH o X E5E IR
H] AR 1E A E8 B E JE K ME Y A R R (B 40 ER + AR
FHYH - Z2BEFBEHEEF) BERKEALAFE - LEE
HEmEETEOERAES I BRERE - 2okE B F
KT - EH K ELHGHFE 2P BARE - JE) > 1T
meReZ 2SR EEBRHENY > HREREZER
e B UE BF F Z% 6 K B E A R R R (E A -

[0086] [hoh » AEHEEMR AN E LR -
iR/ Z B ERE R ERNAZRTH M ELENE
=

o
P

m

N AEHERERHE -—EEBEREM - THI A K/
cEHZAZH M EHE -

HE AZHGREMLS-EBRBEGHRE - FH R/HNZ
Brhk HBBAERAAFHZEBcELD S ONH R H R
(BE)T): X HEHE-TEHREE - B K/E22H
EENAXH CBECEAENHS -

[ 0087]
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SEENZEHE A HEHSE

KEH B EEDE  REBWAEE R/IKTEHE
HeP@ES A lEENZERSRIAESE 2P ERE
fit - MIERmZHN WA H S BB EE G - o] 6 i E
R R 2 8 BH -

e kAl mFERERFR B EDE K
MEBEYREOEL(ITHAEDE LK IE - It K EZ DL
BEANHEKET -

[0088]) M I ENHAEGEREYE L F 2
FRENEZE FTHAFH MAaEOBE L BENZH KL
MEEREEEEELCBERNEBZAENEYE L - BIWOFE
REHRWEKRNODREFEEAFH I BASEDE (=
FEMEEBIERNENBREMNGE S - EX > ERNEEE
BEZUBEENHESER FHHNEEYE ST EEDFE
ERET BHEREMRBEARN ZRZEEZHE T EAKET
R AT - | 55 B 40 0% 0 &~ ek BE RO - fE G R E M
EE - REBFIEBFE WHEEE > Rl EE - NE
snmEHMEEFT B ZHAE BRITUEHELZIE H#
MENELERTI/ S P FCEHEERNEFCRIIEBED
LR B AR R I M R oR o JR BN o W] FE OB E BT O E
mMERHBE MUEEFNELEEEHEM R REYE L
TR EFANRE - FEi e RN E LT #E H f 0 ELISA
%~ ELE ~ RIAVE ~ & ¢ % Ml & (FIA)E ~ {E 2 35k R %
Ml % 3% (Luminescence immunoassay) 3 o i o bl ELISA
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A W HBERE S MmEE -

[0089]) fE DA a0 E 4k AT 15 & @ 0 &5 R & 45 12 2K 5F 2 =
B EERE - fla RelEREARENEEES
AERBGE ERENEEEUTEAEREME S ELEG
Mty > fH BT R AEREEMER > WAFEEBAYIREE -
PRIE - EREHREGEAEEEBE L ETE T2 Y
AmEAEE - ETE - TUHE - AEEXSE  HNE
o N HBHAFESREE -

[ 0090] B 4t &F € < FE - HE &g /Y R B8 o] 28 12 14 -
JNATdH & BEE S o F R AV T E O] A AT & fe Ol &
ROLUMENEREERAGRHABSCREBEREAKET - E
BRI EMEGR IBEENERETEMNEREE ZEE - K
AR OGS R > o BT E (Stage) K FF 2 > 2FE 77 H R H
BT IR KEFE o B0 - IR AE DL kw AT &5 R & 55 1R 2K 5F
EBEFENNETHRE BENEBE UG R BIE
EoRBAEEBERERFRENUCE S LESHRHEY K
AFE - BENEZRAIRBEAEZXFHEHPNEREEBIGERE
& X B E HY & 2 H K EFE -

[0091]) & - &Za2 b & M o] & & 0140 %8 i 6 K 3%
HemoERABERARMBEYENELRBIONBE RS Z
FE 8 Al A R PBMC) S JE - 0 Ml E 2 JE Z Hi e & AV G R R ik
MENE  KEAESZIIBAREEZIRB ZIEE LD
MRMENKE TZEEL ZABRER -

[0092) A& H - EHBRBEeALAEH M EHTE
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b RHHEESREVE  NEBEHMRERNELRELZY Z
EMHEARE B ZRELVEREORER - WHMERMT
2 BRIt KLEEXLEVENRLE  AHFHLZ
EdR EMBERERI > R E S E AR A8
Ha A > PIOERLYAEBRRELYER > T2k RE
B(#HOaMEES) BEEHERK BERERFE LK
EREHBERES - X AT EGEEEEHR - RE
K- ZHAREEESRS  SERKEFSWMERLEF)
fH Ef %] (Bovine Serum Albumin (BSA), Skim milk, Goat[fl )&
FMBFRT) RFH - FmEmEEE - S8R - 251t
MENEE RERBEEFMHEGHSZ)FE -

(00931 DAH 28 H &5 6 F A BG Mk B9 A3 05 - A
FHIERER LS -

[0094)] WABGHA T - HBEHEAFHZHMEELE
CRER=ZRfHHALIEEERAERZIE - HE L H
CER ) ZHBEMMSERARK > st T M RERGE L ZHEHE
RPN

[ & 61 1]
[ 0095]
1.&5 R
HASIX=mHER KL
WME1AKREIBA /R > HWO TR IFINE > ZEZDHE
M EEZ=RE -
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[ 0096]

(R1]

EYEE w18 Fab scFV
H 6749 AEEST4A | A% OKT3
L SEHTEY A$E5T4 AH 5T4
H 8574 A$E5T4 A$E OKT3
L #8574 A$E5T4 PD-L1_1
H #EfTEY A5T4 A8 OKT3
L #E674M A$E5HTA 10.12
H #f7EY AE5T4 | AfE OKT3

Tb535H (Fab)5T4 - (scFV) CD3 - (scFV) 5T4

53L1 (Fab)5T4 - (scFV) CD3 - (scFV) PD-L1

53L10 (Fab)5T4 - (scFV) CD3 - (scFV) PD-L1

53D Fab)5T4 - FV) CD3 - FV) PD-1
(Fab)5T4 - (scFV) (scFV) LM | AEST4 | PD-11
H $867 M ASE5T4 | AZE OKT3
53G (Fab)5T4 - (scFV) CD3 - (scFV) LAG3 ——
L SE674EM ASE5T4 LAG3_1
53p (Fab)5T4 - (scFV) CD3 - (scFV) H 85744 AME5T4 | A%EOKT3
WRITRE I L gifiE  |AME5T4 | eRIBRER

(0097 W4 B B 1 o fh 2k B % H6 A 97 J = 15 B 1
SHEZE - ZEGHER LY FabBHFBRN S
BB 0 HEE (Va+CH) R LEE (VirCo) 2 FAF B2 o1 70 B8
SAH ERE T E WAL 0 U1 scFVE HY B B AR AR 2
oo TbS3SHE 4% B 1L = 8 > B {4 & i Fabl@ Bk & scFviE
W ST — (B 45 & » B4 i 5 it scFvig — (8 CD3%& & (AT
LS R SCEEL S WO 2016/097408(A1)) « 7 4% B i Bl & 4 bk
CHESBXZHEGHE S T EMNIARES T - ST4
CD3 K PD-LI(E(PD-1E{ ELAGHE A E SR/ EME - AEM
{5 ¥ TbS3SH 2 L -scFv {7 4 ¥ # ST44% & scFv B % I

S PD-1_12 & & 8 4 OF 51 4 95 22) -

Y PD-L1_12 4 & & 4 OF 51 4 97 45) -

B 10,127 & & 85 57 OF FI 48 9556 ~ 75 - 76~ 77 ;
B FAIMIETS 76 TTH B TR MR E o 2 E

alll

=

B

7C1255 % 56 H - £k 84 H(SHHHH)
112124564 B A0202 1123275553-0



202405024

Fldmst SO BV B R BBt > T B B £ scFvih E A B i § &
4 2 W2 Fe Y — B ) ER
BN LAG3_1 2 &5 & & o7 (Fp 511 4R 9% 35) »
B
TR E By & 84 A 2 e A Bk B # (Palivizumab) 2
& & o (Fp 5 4w 52 66) o
[0098]) &#E ~ A% 28 FSIX=M N0 Bl % 1P
AmE B
53D[(Fab)5T4x(scFv)CD3x(scFv)PD-1(PD-1_1)] -
53L1[(Fab)5T4x(scFv)CD3x(scFv)PD-L1(PD-L1_1)] -
53L10[(Fab)5T4x(scFv)CD3x(scFv)PD-L1(10.12)] -
53G[(Fab)5T4x(scFv)CD3x(scFv)LAG3(LAG3_1)] &
53P[(Fab)5T4x(scFv)CD3x(scFv) i ] B B 5y 1 o
S3PZ=ZRGANRMERMEHE N HEMS3X=268 2B %H
0 i 2 E -
[ 0099]
RIBEZE S 2 E RN EEELISAZS3X =8 HE4H
ST4HY & & 3| 0 1
BTrBE8mEL L =K RES53X=# 253D~ 53LI -
53L10 ~ 53G K 53P2 7 47 Bl 0] {4 5 ¥ Tb535H 2 5T4H H /Y
Gia el MUELISATEN @b =M EST4E QO EH N E
A (E2) - K EHE ABST4E 0 E (AMSBio)[E & 11 96
H FLELISATL 8% - TOS35HEL 4L 2 ¥ 1 = 88 1Y 45 & 57 i &
GikfErls "R ETE, IR ZERF  BREEE

7C1255 %57 H » #k 84 H(SWHRHH)
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(0~ 500nM)#& # 17 M sl 2K BT - WE2AFT R > BB
AR EEMHBEME ~EST4NEGE & > #Fon B TbS35H[H
% 50 ¥ = 69 Kd(nM) & ([& 2B) - Tb535H{% B A Ji B Fab &
scEVAY 2B STASE &8 > B 2 B #sS3X=8A A A RE &
—Fabfy — [EST465 &6 F - EE WO > GREE TR LA
H A S3X = e b A EE M R £F TBS3SHAYST445 & - DL E
% (Fab)Bl £ %9 -

[0100]
fR#E ELISAZ 53X = 8 ¥ 5 4H CD3AY &5 & ¥ 0 14

BT HBEEE A ZFREMS3X=Z8 253D -
53L1 ~ 53L10 ~ 53G K 53PE & 0 (£ & & N CD3H H ~
Tb535HAY B 77 » M LELISAE ST (b > = 8 B H4H CD3&E
AENE RN (E3) - HEH ANBECDIS/RE _FY
M % 3 '8 (AMSBio) & & > 963 7L ELISAFL # - Tb535H #1
bz HBA=ZRBNE s EEABGRIRBRIL Y "M R
ik i 2B > BRESEEO~500nM)E#E 17 - 4
B 3AFT o~ 0 B A = 8B LE N KdaM)E BEor B TE
MHEEACD3E & (E3B) - R TENMFA B IRFES
> N CD3&E 0 & Z Tb535HHYAE /T ©

[0101])
fRIZELISAZ B & PD-LIKPD-1&E& &% 2 i FS3X=MH =
HPD-LIEPD-1EH EH& &

B I BEESHPD-LIXPD-IZESCENTHFA=ZRE
THESFENEHEOERE AR NG SR MM - 1 LLE
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b2 PD-12 H & 5 PD-L1ZE H & # 1T ELISA 57 17 % (E
4y - HHHPD-LIN&GE &% 2 =8By S53L1 & 53L108 2 &
HEEMEA ~H EHPD-LIEHENE SR KdE 77 il &
79.85nM K2 29.87nM([E 4A) - B H ¥ PD-1N&E & B 2 = &
53D/ BLREMHM M B W EHPD-LIZEOEWNE ST
([ 4B) -

[0102]
STARB IR F A T Z T I E (£ ok

A =8 R TbS35SHZ 3 JE R T 4 A F 2 T4 i <2 A8
(TCR)/CD3HY & AL 14 £ F 1F /& £ 7Y 48 B =~ 5T4 3% B CHO-
KI(CHO-STHHH M K £k a5t - o2 G ERTHRELEY
77 M1 /& (NFAT)(Promega/y 5] » B §f 45 557 J1621) 2K #E 17 -
SATRI AN R EE o A E 2 I REST4R XN
ER T4 R 2CD3—& R ETHELT A YK B - R
TCR/CD3 & {# iE 40 iE A A & - T 2= £ 4 i1 NFAT-RE Z &
ot o FH I NFATZ JE jT {F (NFAT-RE) 7 58 &) =~ 2 ¢ I &
HOEL R AY A R O # Turkat T4 A Pk (" TCR/CD3%Y JE R+ 4H
B B E R > EEERE EFA ZTOS35SHRE H #53X=
BBy AL N (ESB) » BICHO-STAM AT ( " IEAV4H AT L HIL A
B & o TOS3SH{(x BB MHRA M 55 E 2 X W& M - ECso
B 0.11nM - ¥ 58 = #8 X L 0.03nM ~ 0.29nM 2~ & & N /Y
ECsofH 5% 22 )8 /& fH B M 2 ok R B8 & M (B 5C) - B 7 = 8
(53DLL AN )2 &8 HH 5T48y CD3 )& L 8 TbS35HES B {E Z > H 3
= B8 HYECsofE & 1L 7 TbS3SHAY ECsoH #Y &Y 3B LA T -

7C1255 % 59 H - 4k 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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[0103]

& M # F ELISA M & P Ml &l 2 53X =8 iV & L fF H

H T BB IEERPD-1LLIRPD-LI.LINE & & Z ¥ #H =
AG HY 53D ~ S3L1 K S3L10E & 47 Al a] bk £F + 4 & B £ Ji #
(mAb) Z PD-1/PD-LIKT GFHEYAE ST » Mm@ E = H (5
IM/M)” = $853D ~ 53L1 ~ 53L10sk Wi T otk » HE B
WE#E&ElaH 2 % B mAb 2 PD-L1_1 -~ 10.12 % PD-1_18Y Rk &
f£EFTERFEAALAT -  BEfTHHOHNE£EYELPD-LIf £ HE E
(EPD-12 B8 > & & (935 B ELISAS #7 3 - (£ 5 A JE1gG4%
AIERIEHBE N - WE6AKRE 6B /R » £ & (LPD-LI1F #E
NéEEa  HENEBER AW ELPD-LING & E >
PRt =RV FEAE P RIEED - Won B B =8 0 IR U5
B PD-L1#1PD-12 %2 H {E F§ 1Y & mADbIY §E 7 -

[0104]) E & H# » h#EE LAG-3/MHCII(HLA-DRA)YX &
fEH 2 =8 53GH e J1 ki # F ELISA A ot » & iZ
It B B9 - i ¥ LAG-3-His-GSTH 41 & (4 '8 Ll S0n My & ¥ i
wR AL > DL2uMEY 88 AR E A 0 = B8 53GEC H & mAb
LAG-3_1 WHIE A Y Z{EMHCIIZE 3 E (700nM)H LAG3-
His-GSTEHHEHEWGS & - WE 6CHrr » £ & L
MHCIT# LAG3-His-GSTEHHE O B & > HE N EY
ZIEMHCIHE HREBEENGE GRME - fEF K =8 53CGH #%*
w41 5 H 2 B LAG-3_1(mAb)HY /7 £ T K& B D -

[0105]

A NEREMAEE NEREKRKWERSBSE 2 H A =80

7C1255 % 60 H - £t 84 H(SHHHH)
112124564 B A0202 1123275553-0
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4 B = E

B T B #ELILPD-L1 » PD-1RLAG-3RERNZH A =R
EREAMGERCRHEEMMAY IS - 2L A B E 4
FEMER LFRELAGARTZECNRE - BRELBEW
M # PD-L1J & = 3 5T4 2 MDA-MB-231%] % 41 B & A 5 i
R b R BR R A M PR AV A-54981 A B R B M B i 4 A
(hPBMC) 3 F 5 & (U ER F A S: 1) 7£53D -
53G ~ 53L1 K 53LI0OKR F £ FTHFEML T R 37°C 5 %7 48/
oo BLIEERE > RESFEEE S =8TB35SHE R E R
TBS35H HRGEREFEGEHNBR EZ =8 (S53P) - it &
mAb >~ PD-L1.1 ~ 10.12 ~ PD-1.1 & LAG-3.1 > Dl }&% Tb535H
B mAbHY GF R - B % - F A A B K &8 (LDH) 7y
ik > AW EE &R F o9 LDHK H E 41 % fg -
HERE R  FRHhEPEG4HE M Z 53PN AT A I #H =
B R mAPE TBS3SHZ H S FRE S A M5 &
BEARARCEBEIRES - ERBWMSE - TA=ZBGHE
Bl ¥ fE 2 &k mAb K& TB535H= 88 {if H§ f7 & £ < LDHE jif 12
BE R /D2 0 BES3L1ES3L10 0 DL InMAY & E ZE 3 480%
~ 90%HY 4l it 75 f# -

[0106] & T [ 5A ¥ & = 88 ~ M 8 4l A 7% g 7y 3 58 2
GHEMBEKELOYMAR  MAUEBREZELEHEE
> k& b5 R Y IFN-y(hPBMCSE (£ 2 M A MEfE 30 ) & >
W EE WO RH = B8 2 W R B GF A TBS3SH B £} mAb B By %%
B oo WE9FT R - IFN-yRE - fH ¥ N & & =% TBS35H -

7C1255 %61 H - £k 84 H(EHHRHH)
112124564 B A0202 1123275553-0
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# mAb” PD-L1.1 -~ 10.12 ~ PD-1.1F LAG-3. 15 3% % >~ ¢4 &
EHEGAEZINEE » L&A =8 (TRB)E H ~ MDA-
MB-231EhPBMC L [F B EWNHE L ERTHERS -

fem > WESEREHRIZIE > RESHBEEURME R
S o AR B TBS3SH Y SKUE Y &2 & M -

[0107])
HESIX=ZRE AV EE N Pl AR

WA =S 288N DL E R R B DLASA9 (A B A B & R
FEBREAEEREEE/NBER KT E - AS494 i +
2 5T4 & PD-L1j> 4f B = H Ay 2= B % 8 f % =X 4l B J& & 7
KR (RETSEE) - ANEPBMCH i® % 18 A7 4 H # I
Dynabeads Human T-activator CD3/CD28 F DL JE £ (& b
PBMC) - AS549Hfi % 4 A (% B2 % & 8| 7Y )& (L A H PBMCHL [F
R T#MEERERE ZNOD-SCID/NE (BEO0H) « B~ 2 =
BHERANETHENEIOHEEI0HERIE ET (&%
T 6 )([E 10) - H TOS35SHHE T B » B A K& FMHEE - 2
20pg/ /N BBy R T B A OB 2 B B E Ay MR W A A H
(P<0.05) » ffi A2pg//NE W& T E AR E S EE 1Y BB Y
A 4 & (B 10A) « 55 — 5 » 53L1(20pg//N B ) Z ¥ B & &
M BADIAEE & 7 & A 2 Tb535HAM tE » BH 53 8 2 3 i
58 HY i 8 UE M ([ 10B) - FF & - WL S3L104% T B - BB B
T Pl2pg//NE K20pg//NEBRTERWE - B
2Z 2N 1% 7 il ) AS490E B /Y B & AV BE OB W & (8 100) -
% 50 H Z S3L10(2pg/ /N B ) &% T BF BV BE B W 4 Il &

7C1255 % 62 H - £k 84 H(SHRHH)
112124564 B A0202 1123275553-0
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(TGI(%)) » Bl 5 B #% 7 B (P<0.05)HH [k 2 % 41.5% - 3k
20pg//NETE T EE > B Z F100%A7 TGI(P<0.05) » Y A& = B
& H(ESOH) A /NEAESILI020png//N B )
THIEHZINERE TS AR -

[0108]) # PS3LIOFTE A WEBIHE R > LIl — &
FIBR e IR Bl EEER (@ 11) - AS49)7 T RERE AV & - #E T
S3L101 L H EMHRE W E Z B EHI &) > B S53L10(20pg/ /I
BORTH  M&EHGERNREBMANBREZIEE T 24
B o

53D S3G i ER A MR LLE —E A > 5 5 #5 i B
PEMI M < SAP=/G L W K &F & (& 12) - 53DH » 2 20pug//h
B IE TERER ELS3PAHLE - SAE I RIRE R M A (E12) - #5 M
T S3GRT E Ay RN A& - LL2pg//NE K 20pg//N B
N TEIILMWE > BB TS3PHIELAR®E - 5L53G(20pg/
MNENETH ARG  SESEZWNEREN
B o

[0109]
2.8k KA

A 5 & MDA-MB-231 7 M AL % DA B R IR BB K
#% K k2 % % (Gibco (7§ f2 )DMEM - Life Technologies/: 5] )
KB & o A-549 i 8 4 B 4 L Kaign’s Modification of
Ham’s F-1235%5 & A (F-12K -~ = B 8 2 5 & Y 0k & F O
(ATCCH K& - WHEHKGHE ABE EZHMRUEEY i+
L (ATCC) » £ & HS%COMMABRRARB TR NITCHEERE - BE

7C1255 % 63 H - £k 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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EFARIMA10%(vol/vol) 2 R &AL B 4 I )& (FBS ~ Sigma/y
g)) > AR 150U/ mLE =& » SOpg/mLEER R ~ 2mM L-%
% % (2 By Gibco(B ) ~ Life Technologies’Zh )& E A -
[0110]
ek ABE4HEADE
it PD-L1#H; 88 (PD-L1_1 & 10.12) ~ #1 PD-1%7 & (PD-
1_1)~ 1 LAG-3%i %8 (LAG3_1) & A #H 1gG4 5 B ¥ 5] 240 $1 fe
% 40 At 2 6 AL (i 200 B OF SC 8R 2 K JF A SR 10) - Tb535H
= RE 5 W AT K B R ST BL L RT R0 #K A% G B - & 4H A B PD-
L1/Fc ~ PD-1/Fc &z A 8 LAG3/Fc&E 5 8 (2 A H R&D

[nf

=z

Systems/y 5 o A M LAG-3/His-GST R A ¥ HLAZ — %I 4 4%
# & ME bl R -DRA i A H Cusabioy 5] - A %8 5T4/His Rl ##
A B ACROBiosystems /A & -~ AN B CD38/e RE “EWEH
B & A\ B AMSBio/y H -

[0111)])
MAESIX =R Ay S K4k

Bl 45 18 & = B8 (53D ~ 53G ~ 53L1 - 53L10J 53P) >~ L
A REERBES X GEHESAYNREHEE R
Expi2034H B i & 1 2 £ B E T W) BB ME 8 g i R
Hoo BASHZ > M HISELBRMNRE N LR K% &ERB B
BREME > mdHEEE LR HEE =841  NHEERF
b BERAIERYHNERERE  BREK=Z28BRE %
¥ o LLSDS-PAGEZ #f Z B a4 & - BT R THERE W
(SEC)7y#fr » MisF E=ZBREE “FVHIMAE KL R RIRE

7C1255 % 64 H - £t 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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EM oo RIBEBENLALZ 7AW >95%L/Fdiff =8 R H ¥
VRERBEBBRENNER - H=62L02mB R ETHRE
xR PR F Y -80TC e

[0112]

/!

i

S

& & o7 tr & (ELISA)

B AER I =R E e/ RENE WUABEKE=E
‘A= % 3 8 (% 5T4/His ~ CD38/e ~ PD-L1/Fc » PD-1/Fcx
LAG-3/Fcll 1~ 5Spg/mLZ 7 it 96 H fL L #2 ) 1T ELISA 73 #f7
A e

S B IEAIE (O GELISAS I 5 4 18 & 5 5%
Wi He - 99 PBSHY 28 8 < FL&X > Y 37°C # 17 FH Br 1/ B 2K #
T e BHHACZ=RUAERBRERMEPBSHF Z3%BSAH
BHEB)THAR PR ZEIZWNER FEELHI0D
i o LAPBSTE 73 sE 0 & - K fL 3R BLHRP4 & P A 83 lgxdi 88
(Southern Biotech/) 5] )= i His-HRP4E & i e (MBL)IZ & 1
INEE o R F 0 LU TMBER Kl (Sigma-Aldrich 2y 5] )5 & 10
g LLEEWINE R HCHF L K JE -

450nm | BY U Y% FE {4 L Envision FL, #= 87 1% (Perkin
Elmer/y 5 2102 Waltham, MA, USA)JH| & -

[0113])

Wi ELISA Sy #7 0k&

DL ET B % e 2 &k mAbAM EE » B & il 2 = #8 LI PD-
L1/PD-18, LAG-3/MHC II(HLA-DRAY%E & F 288 /1 & H
By > @ FELISAG T A GEEEREL & F =R RFMHE

7C1255 % 65 H - £t 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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THELETHABESEMELLHKS EHL E (PD-L1/FcE
MHCII).” PD-15X LAG-3/GST-Hisfy &5 & 2K #E17 - B & It H
HY -+ 1 A Nunc (75 f2) 7 K 96 H FL fL 8 LA PD-12( LAG-3&E H
HRE HR BEEBZIABHERELIPD-LIFLE - T
PD-14i #8 2 it LAG-3 471 A8 1L 68 f1 8 & T 7 = R 7H 58 & 2/h
I (5 K L PD-L1$1 B8 L HLPD- 15T BB HF /5 © 1 R i LAG-3F
B3t HIX > RERT  BEHOUMEBRERENEF IR
WA LB 2 £ ZE(LPD-LIKMHCIiHR & & 0 & # —F
RE2NE - BRfgAE&E 2 EMELEDE > K HRPE
& # 8 f F (Biorad A B )R I £ FLE 3057 88 » H W ik
T e

[0114)
A A AR F R R4 AR B M 4 AT 0% (LDHR HT)

AN R M fm B % 4 g (hPBMC) & £ A Greiner
Leucosep (&L fiif & 2 )& (Sigma-Aldrich 2y &) » 7 i 5 3 M
FEHmMET R RTERENE R T LA RERFE - WA
Pk & - R &% R IR 7 2 M AT B MR R U B IR IR 4 AR
B 8 R AT o 5T B (R A FE R SCRL L) o

Fo B GE ¥ AE R 2 = BE RV A AR | UE ME 0 TR B AV HE R A
B BIhPBMC(R ER T @ EAVEES : DEFEEE > FEH M
REMMERAZ=Z2BXEEEETUNLT AR EER 2 &
mAb K HJE ZH G EITEE - HEMBER - DLIx10°4 AT/
H ALY &~ 16/ B R B R 4 AR ST MR B2 A 7Y 96 4 FL T K AL
c KX Mo E@FEEEE ZhPBMC =8B

7C1255 % 66 H - £t 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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RELTHFEL TRMIR3TCIEEAISNE - BREH 2
MM S N IgGA4E AR AR T ~ 4HRE1E B & & 4H (F
% o

[0115]) KE By 4 AT AY 5 @& (% /& B (£ /I LDHR Al £ 4
(Thermofisher Scientific/y J]) » i & 15 B i 0Y & &% > fg Ml
A EEE 2 FERER 2 AR S (LDH)W & E 2K
A GE - P A R R RS T BLIEAE P R BR B B A\ B 1gG45E A
R BERE 2 EEBEEY 2 EERNE A MM E
& RBAGFEMA T ZLDHA W MAE K5 > DLE 7 F (%)%
7T< o

[0116]
A FE S E oy O o i OE

KERBMBEAWBMC L FEERY 2 FFRNE = 88
H JE 2 A mAbE B 2 hPBMCHY FJE &+ 2 A $HIL-2 K IFNy
Ay 73 b & #& 1 DuoSet(EE ffif & 2 )ELISAE 41 70 7 7% 2K &F
EofMsr BREHRRKR  HEELBERELDHE - I
ffE HIL-2 X IFNyE 2H (R& D Systems/y &) #) - H 15 g 75 1Y
EHREEMEEMNE -  HREE®EB Bpg/mL » DLE /D IRA
ERTFHEMmMESN -

[0117]
T4 B & b 4 W) 53 i1 0%

STAZE AN /£ F 2 TCR/CD3E {E 1% 8 16 B 75 09
& o~ #5 b T4 BB V& (L & 9 57 #7 75 (NFAT)(Promega/y 5 - #Y
AR SEII2) R EALT - IS 2 > G R B NFATZ fE

—~

7C1255 %67 H - £k 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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TH(ENREHAN B 2 A A HREERNAERNGE
Jurkat TH A #k » £ & TE R E Z TOS3SHRE ¥ A S3X=Z8 8y
FAENESTARF CHO-KIM T L B & - B 37C 5B &40
I 1% » & I Bio-Glo(BE )R B (& N ELH W) - DL E &
E & -

[0118]
fe N A Rt B

A E P T 2 P A B Y E B {4 (K 78 Chiome Bioscience
N EH 2 8% EF B & B @ (Institutional Animal Care and Use
Committee(IACUCH Z fE M FT X W R E I - 5~ 6 K 2
NOD/Shilic-scidJcl/N & (NOD-SCID)(H A CLEA /A =] ) {#
A SCM: 98 < AS49 N % Bifi i Al AR 0 40 B bR B BB R R &
AR EER I E A E D - APBSHEF - 3H Bk A AT
S 3% o A JEPBMC(Cellular Technology/Zy 5 )% ¥ A5494H A
¥ /N B B $ f& Al > € Dynabeads Human T-Activator
(CD3/CD28)(Veritas s B ) fF/E T U B #BE4H E&E - &
Sx10°{E A5494H AT Y 40 BB #& )% 7R Bl % 3 & 19 )5 (L hPBMCR
G (B2 E{LhPBMCEL AS49Z A AERIEE R K11 1) - KR
SR BT R K T M £ NOD-SCID /N B 89 74 ] §8 (5 0
H) U R FTEE R ZEABLOFRAKR TGP AR
MHEEEO-2-4-6 - SRIOH (G K TOR))ETT - EEF
WMAEGMLRBEERRUEBEBEN2EEER T > BERBEOEE
(mm?) {5 DL (E x££ )x3.14/6 2 E X 5t & - BE & 88 & (% DL °F
B R A = (SD)R R » & st BV B E = R 4 Bk F Dunnett’s

7C1255 % 68 H - £t 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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te E (78 Bl & T 8F) - P<0.05 -

[ & it 5 2]

[0119]
1.45 &

W = B S53L10KI TbS35HE B - Tb535HEL JR 4% B #i 1Y
fF & T 2 88 N BB & 2R /Y BE i

W 0 G A% T S3L10EE A Bl Tb535HE % - Tb535HE]
TR B L (BL A PD-141 88 - MSDR {7 A [R A& 5B #Y 88 N
i B 988 A R 5 DL ASA9 (A HA Al i B R b R RR R 4 A iR )R 18
Bt /N B B BE i BR B (I8 13) - fF Sx10°(8 AS494H Ay B 55
BENEL ABEPBMCs)E & 2 4 i & % )R % 1 2 NOD-scid
NEEMBNK Nday ) BBRHEEHESRIBETE
A Ak N &% T = 5F 6 X (day 0, 2, 4, 6, 8,10) ~ 75 [ (PBS) -
Tb535H (6, 12, 20pg//NE ) ~ K 53L10 (6, 12, 20pg//N ) -
TR B BT (200pg//N B R Ll day O, day 4, day 83k 5 3 # 1T
FERMRANKET > TOS3SHE R BEHLAY 6F B 1% T % o bl 4
G TbS3SHE R B ERNKL T - BREEEGEBHEIH B
E oo hhrEAMNELR - ETEBHEESOH -

[0120) B 13A H b Tb535HEL 530107 88 A #i f&E
BEAR B SR B 13B/R Y EE B ThbS3SHEL Rk # B 411 19 6f A
T RS3LI0OZ N LR AR E R - 5 Thb535HE T
BE > 20pg//NEE TEEARPBOHE TEHMEILLEEZ I #EE
Ay BE B Y A& Al A - BB & H (% 50H)Z TGL G

7C1255 % 69 H - £t 84 H(SHHRHH)
112124564 B A0202 1123275553-0
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36.5%(*P<0.05)([E 13A) -

[0121]) 55— 5@ » BUS3L10%& 7 8F » # % 3] ¥ g &
TEZHEBYEZHSF R BAAH®RTHE  HERN A
(PBS)$& T #f » Bl Z 2 B FZ 0V B & 4 Il & (*P<0.05) -
Xo» 53L10%% T B » BLTbS35HIE T 8 (Fong//N e, 12pg//h
B, 20pg//NEHMELEE c MEREIEEZEVERERRE KD -
S53L10%& ¥ 8F 2 ol B8 & ¢ H (50 H ) ey iE & B & # &
(TGI(%) » 6pg//N B & T BF F5 64.8% ~ 12pg//NE & T B &
76.0% - 20pg//N B 1% F BE 5 95.7% - 53L10 (20pg//) B )%
TR REB&E&EHGES0H) - 8{E S F A 5HE [ B 2=
FIEESC 28R (B 13A) -

[0122] H X - EATTOS3SHE kB E L Z ff H & 7
FEAIS3LIO= BB & T EHAL & (E 13B) - Jk & & It
(200pg//NEEHTE T BE - BLIARBI(PBS)1& T 8% 18 L R ¥ 22 2 &
E 0P RE R R (B 13B) - TOS3SHE R 4 8 41 & §f H & T
BE 0 TbS35H(6pg//N B )+ Ik & B $ii (200n//N B )& T 8
Tb535H(12pg//N B )+ Ik M B $1 (200pg//N &) 7 BF » Bl A
M (PBS)E& P REMEIEE RBEZIEEZANIERBNE (B
13B) o %t Tb535H(20pg//N B ) +IJk # B H1 (200png/ /N )% T
B BB EPBOBT THMAILE ZIEEZ0EE N £ H
& 0 B R K H (% 50H )2 TGI 5 38.0%(*P<0.05)(
13B) «

[0123] 55— 5@ » s640 Bt » FLS3L104% T 5F » ¥
ZEIHERTEZCERBEAEANRE  MARTE  HERAEA

7C1255 70 H - £k 84 H(EWHRHH)
112124564 B A0202 1123275553-0
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B (PBS)$& T 8f » Bl Z 2 B & 0V lE B 1 & #l & (*P<0.05) -
N0 S3L10#: T B B TbS35H+R 4 B §1 #& T B (Tb535H 6pg/
/INE 12pg//NER 20pg//NEDEEE » BB E R B E 0V EE R
B o S3LI0 T RF 2 sl B i ¢ H (E50H ) Z TGI » 6pg/
NETET B B 64.8% ~ 12png//NEE T EERAT76.0% ~ 20pg//I
B TR R/95.7% - BL53L10 (20pg//NE )R T B - N &l B
& H(ES50H) - 8 A& A S [F 53 ¥ 2= 7 & & 56 208
AR ([E 13B) -

[0124)
53L10-M13HY {E Bk

fFHENIEEaR ESEARMUETH ABELTHIE
EHiER SN HHESEBESRERSNALLET g
2B - NIEWLBELEZEECH LKL IIENLE
FigrZe2h FEBEE > MR ZKMMEKF HEHRE -
HEEmMES  FCHA2HECDREBNFEI A S S HZN
s  EQ0BEUE - LBEEEL - HREWL - SEFE
iR ABFINERE  HEZEHELEnE nE 2
= - EFEESZHEMMEERFIERLS CHAMNOESE
KM ZEEREE - RMAXEEREENEE (M 0Sydowsk
A, (2014). Structure-based prediction of asparagine and
aspartate degradation sites in antibody variable regions.
PLoS ONE, 96)F) > Bl {fExFHEBEE TN EZE 2
mEREREE - SFTRESHENA MM

[0125] ffEscFv(10.12)(FF 7l 4 5% 56) £ 5 6257 2 K [

7C1255 B 71 H - 4k 84 H(EWHRHH)
112124564 B A0202 1123275553-0
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2B B TR OE (D) R B & B B JE OB (S) o i {E B scFy
(10.12)-M13(FF %1 45 %5 108) « It % 1 scFv(10.12)(FF 51 45 %
56)F7 & =~ % § CDR-H2(FF 51 4 38 59) % £ & CDR-H2#2 (¥
5 4 9% 49)%F o {E B & scFv(10.12)-M13(/F ¥l 45 % 108) ~
S3L10_L§E 7 24 ¥ (FF 51 45 95 107) » 81 51 4 %% | = HgH 7 4
Wy LL ATk 0% 4 F % BB Expi203 4 B o H BB OB P
530108 &2 82 (53L10-M13)4f B

[0126])
53L10-M13 7 #5 (B ELISA Z ¥ E 4H 5T40y 45 & 1 M 1

PLELISASE 51 40 {£ 2 53L10-M 13 ST4 5 £ 4% & B A
M (B 14) - 5 F3 BB 208 5E 61 1) BB 2 ok A E B A
% o B E4 AMEST4E 8 (ACRO Biosystems)[E & 12 963
FLAL A o S3LI0-MI3B153L10% A M ST4HY &5 & 8 Al I (4
KRB B2 R BB (0~ 500nM)E T - 40
L4AFT R > S3L10-MI13(O )8l FF 4 B M B8 % 3 ST469 &
& o BT S3L10-MI3H STAH) &5 & 3 F1 1E > fh 4 % 51 5 on
SIL10(@ )% STAHT 45 & B f M > B 44 B & > 3% ECsofE
53L10-M13/%0.58 nM ~ 53L10%0.53 nM([E 14B) -

[0127])
S3L10-M 13> # 1 ELISA .2 ¥f 5 41 CD3# 45 & ¥ f 1t

PLELISAYE 51 46 (£ 2 S3L10-MI13%f % 41 CD3%E (3 & 1
G A (B 15) - ERB BT HiE . 4 A E N
%o 6 E 4 A CD33/e R E % ¥ E A B (ACRO
Biosystems) [& E X 96FH FL FL & F - 53L10-M13 81 53L10%f

7C1255 P72 H - £k 84 H(EWHHRHH)
112124564 B A0202 1123275553-0
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ANBECDIEOENE e MEABRIRB\EL 2 " M KI5
A TRt El 2R BIESERE(0~500nM)E # T - WIE
ISAFT 7R > 53L10-M13(O )k 53L10(@ )35 B 2 & 1 B it #f
CD3EHE®BE NG &EM > 5S3L10HY ECso & 39.9 nM -
53L10-MI13FJECs0565.5 nM([E 15B) -

[0128]
S53L10-M13 2 3 M1 ELISAZ ¥ #H ¢4 PD-L18Y & & # A0 1%

LLELISA%R & 4 {b Z S3L10-MI13¥ EHH PD-LIEHEH
GoeWAMME(ELe) - EHEBEITER Z S AMEEE D
& 0 B AN PD-L1/FciE H B (R&D systems) & & L 96
H AL LB E - S3L10-MI3ES3L10% A B PD-L1ZE H HHY &
EaothiBikE®RL "HHRREAE, B LERF
e = B E (0~ 500nM) 2 # T - 40 [E 16AFT -k > 53L10-
MI3(O)E R EMHREE I B n HPD-LIRV&E & /&% - o
S3L10-MI13%f PD-L1HY &5 & A 1 2 H &% & B2 S3L10(@ )
PD-LIRV&E R MM 2 & EE - B ECsofE > 53L10-M13
B 36.9 nM, 53L10434.4 nM([& 16B) -

[0129]
S3L1I0O-MI3Z STARBIENMAE N FA T ZTARRELEY
71 7 7k

HooR o £ A T4 A & B 4 9 o3 #7 75 (NFAT)(Promega’y
g o Bk dmIrile2l)  FMABESTER LT EAMEERA
AEBES3LIO-MI3 ZSTARBFIENAWFALA T ZUERT
4 B B~ T4 AE 7 8% (TCR)/CD3WY JEE (B 17) - {F & b

7C1255 B 73 H - £k 84 H(EWHRHH)
112124564 B A0202 1123275553-0
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G JNIE B ERET S3L10 - EAYAH AT b 4 A R T ST4 R R E
F 40 B 2 CD3 — 4% 53L10-M13 B¢ 53L10 3¢ Bt - HI
TCR/CD3 & & 4E 40 A N &R 2 » 1 & &£ & i NFAT-RE ~ &
ot o FH I NFATZ JE jT {F (NFAT-RE) 7 58 &) =~ 2 ¢ I &
HOEL R AY A R O # Turkat T4 A Pk (" TCR/CD3%Y JE R+ 4H
B ) B E R EEERE EFA ZS53L10-MI3 K 53L10HY
FAET » BLCHO-ST44 g ( " AV 4 AR , )L E 5 & (E
17A) » 53L10-M13(O) K 53L10(@ )5 BLR & 1H B i 5% & =&
HEBEN BT WEBENREMHMBEZELEBRS N EF
> B4 BB (B 17A) > 53L10-M13#JECs0%0.016 nM, 53L10
) EC5050.010 nM([E 17B) -

[0130)] AL R&RE R » SBLIO-MIBZ LR & &)
M (5T4, CD3 K PD-L1)HLS5T43 B AE 89 40 B /7 /& T 2 X0 HE K
T4 Az - 2 TCR/CD3E & #8 0y E {EAE J1 {4 B153L10[H % -

[0131]
AS494H B (5T45 M PD-L1E5 M A %5 88 4 A Bk ) B A 8 oK A% i
B % Bk (hWPBMC) > 3L [5] B2 & 2 #% 1 53L10-M 1381 Tb535HAY
T4 A V& (b

S3L10-MI3GE S W MM 1 T & T4 iE A X
M EAL 0 5 FE B E CD3FS M4 AR b THH AR E (L E
(CD25, CD69)Hy R B AR LT « fE Bt B & - IR [ B £ 5
Tb535H - {E & RV fE & 4l ig > % & 5% DL 5ST405 ¥4 PD-L1[5
MY N B R A R PR 2 AS494H AR 2K 5 B (18 18A) o fik 1 1& it
Z UM B R AFE S R EBECEFREEN MR S

7C1255 B 74 H o £k 84 H(EWHRHH)
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hPBMC(Cellular Technology Limited /) 5 > lot. HHU20211125
¥ lot. HHU20220224 -~ 1ot.HHU20220329 > | % PBMCI &
PBMC2 - PBMC3) 7y Il £ F B & (M JE KW + * E B L
=10:1) > ;K H010.001 pM~ 10 nM(10£Z /2 FE)2 53L10-M 135
Tb535H » % 24/ B 1% DL =0 4 A2 0% Bl 8 CD3 & CD69HY &
o~ A A8/ 1% DU 4 B A Bl E CD3 K CD25/Y R 3 > 4y
Al oK CD3 5 1 A BF 88 P 5 < CD69 5 1 4 M #Y LE 1 ([E
18B) ~ CD3[5 M M BF #8 Fr 5 2 CD25[5 M 4 A 69 tb 1 ([
18C) - H 4 H B 7 - S53LIO-MI3(@ -~ M - A) &
Tb535H(O ~ [] ~ A5 B R AHRBA M 55 E 5 e IR+ 4 fg &
Z CD25 -~ CD69Hy = 3 + £ £ —hPBMCZ ##t X F » 53LO0-
M13#5 8 TbS3SHE o] 58 Z ith 3% &[5 )8 & ~ T4 A V& (L = &
Ay 2 3 (B 18B K & 18C) - ¥ ¥ o] H it & ECso » %5 L &
53L10-M13E1Tb535H » HE T 5 CD69F I » 53L10-M13 5
34.9~99.1 pM -~ Tb535H 5 100.2~ 1548.0 pM » Bl £ £ —
hPBMC Z #tt X H » 53L10-MI138 g (&K {EH - 55— » ¥
P B R 2 FE (Emax) ° 5t CD693F B > 53L10-M13 & 34.9 ~
57.1% -~ Tb535H 5 22.9~ 42.5% » Bl {f {f —hPBMC ~ #t =&
o BEEEE THbS35H » 53L10-MI3 K mE © Mt F 4 R &
&~ 0 Bk 53L10-M13 » B Tb535HAMH tb 5 o] 538 b T4H A 69 &

B -
[0132)
53L10-M1381 Tb535H% hPBMC( A S I R F 4 THWNT
4 A E B
7C1255 5 75 H - 1 84 H(SBHHREAE)

112124564 FEHESE A0202 1123275553-0
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5 —J7E - LAY FE R AT R AT IR E B i BR S
53L10-M1382 Tb535H 2 T4H g fy J& (£ o 10 £ /Y B &8 40 At =k
F 4 F > ¥ hPBMCJR fil 0.01 ~ 1,000 nM(10% & tb ) &
53L10-M13 ~ B Tb535H - H 4 HF 8k > 53L10-M13(@ -
B AL THS535H(O ~ [~ A) 10 nMU FH S EE
EEAEMEBELRA LA EBEENEBHAREELT
LR E R WA EL T - CD3G MM A - 2 TH RS (&
AL (CD25, CD69)HY = B (& - % F )% /& (L T4l i (18
19A K B) o

i DA R & R B R 0 S3L10-MI13 0] j° K2 Y fE R 4 g =~
ASAOYR R F AL T /EL TAHAE - H 7 AS494 B /2 42 T ©] 5[
= 7 Tb535HAY T4 A & L -

[0133]

MCF-74f ffg (5T4F5 14 PD-L1Fz M A %5 % 4f i £k )EBL hPBMC
L E R & 2 FE A S3L10-M1381 Tb535HAY T4H i JE (b

H o DLEEE AT A I 41 %k 2 MCF-741 f
Bl hPBMC 7 1L [F 2 % ~ S3L10-M13 B Tb535HEY T 40 B )&
fo - MCF-T4H Bl t4 {E B 5T4F5 1 PD-L1F& 1~ £ 79 FE 58 4 A
£ B (E 20A) - H & R - 53L10-M13(@ -~ B - A) R
Tb535H(O ~ [ ~ A)¥g o] 812 & A5 B 3th 55 2 & e R T 41 B
F 2 CD25 - CD69y £ 3 > T8l ¥ F£ B 5T48 PD-L1 L f &
ZASAVHHREE R IENEBAEE RAE > B EEMEBMET
M EL B RE LA 2% > f£53L10-M1381 Tb535H
1 > CD69([E 20B) 81 CD25([E 20C)# & & - ECso{L CD69%FE

7C1255 B 76 H - £t 84 H(EVIERAE)
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$l F > 53L10-M13%0.10~2.85 pM ~ Tb535H 5 2.63 ~ 5.49
pM > f£ CD25% ¥ F > 53L10-MI3 % 0.49 ~ 6.78 pM -
Tb535H % 12.57 ~ 50.79 pM > H]I 53L10-M13 5 71 i (€ ~ %
& © 7 5t Bmax > f£ CD69 3 3 F > 53L10-M13 5 41.85 ~
50.68% - Tb535H k& 42.56 ~ 50.41% » £ CD25% ¥ T -
53L10-M13 5 19.99~ 24.21% ~ Tb535H 5 27.30 ~ 29.49% >
Bl B & 2 E - HERRKST4EE MEPD-L1EE 4 2 MCF-7T44 A
fE R fE Ay BE B 4l B BF - 53L10-M13 82 Tb535HHY T4H A U5 1L
fe 71 - W& % &K E % (E20B, C, D) -

[0134] I ZFE & R E » B TbS35HLEL 8 B ~ 53L10-
M13 7 T4l At 05 (L #Y 8 58 % /£ PD-L 1% 38 7 12 0 & & 4 A /Y
e PR R 2| KMHERRREPD-LIZERE » ¥
ST4Z &5 & 8l fir 7] 5% B B 2{H 2 TobS535H[E F 12 BB TH i 'S
- Nt HAWZSE MY N REST4EPD-LIKE W & £
fEHY Bl &g 4l B > #5 th % TbS35HIE MM PLPD-L14E & % iy 3 58
fE B e & 2 S3L10 K 53L10-M13 2 SR8y % & 4 > HH N
* FZHEPD-L1” R4 > 53L10 % 53L10-M13 75 B 75 Bl
Tob5S35SHFT B A < M 2% fe A FAYEE I -

[0135]
fH 32 53L10-M 1352 Tb535H 2 AS4940 f (5T4F% 1k PD-L 1[5 1
ANBEBEHMAREK)FEAALT ~ REFEAL T ZhPBMCH M M % & &
&£

E > BT ASAOH R Y F AL T B RFAE T (EhPBMC)
> 53L10-M135%1 Tb535H” % & hPBMCHI 41 I £ & 4 - [

7C1255 P77 H - 84 HEVIERE)

112124564 FEHESE A0202 1123275553-0
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W Eat T BB bl e T AT & 2 48/ N IR (e IV I & L F IR -
WE‘M s "M RTE ) Tl B 0 #F85 h TH AR
AT oy b 2 N TNFa ~ ABHIL-2 - NHHIL-6 - A T8 FRy
GA4EHAMBE B EN EEE L BERFTORE - HE&ER - &
ASA494I L R F £ T (/& H hPBMC) » jA53L10-M13EL Tb535H
ZE—FTEARBEREMEBEUENVAEARBIEESE - 55— H
H o fEASAOM MY F A T > B2 TbS3SH T g o] & H R &
M OBR A EE AR TL-6 - {H ¥ 52 Hf A B % R AR B R E M R
PEHY E £ - BRS3LI0-MI3 > gt ¥4 M A M E > TFE
A I 2 S3L10-M 131y Bl 0% & A0 BA & 4 4 i B 3R (B 21 A
~D(A: N3 TNFo, B: ANMHIL-2, C: AHIL-6, D: A+ 1B R
v)) ° 53L10-M13 7 4if i % R 0y & 4 % 21 T4l i 7% (b ([ 18B,
C)[El £ st A& i1 100pMEL F B 53L10-M13f7 5[ #E - 4% Fr A
AR RE Ay E A - B R D TbS3SHAI A A pn5S3L10-M 13
Wooe o M IR B on 0 S3L10-MI34E AS494ll B & £ T LE
Tb535HH] & 58 71 #th 55 & T4H g )& 1k -

[0136])
ASA9AH BT (ST4F5 M PD-L1EG M A 3 % 4 A #F ) B2 hPBMC (4
EAEBREM))Z L EEEF 2 53L10-MI138L Tob535H % A5494f
A By Al AR 25 1 A B

X EggsS3L10-MI138: & A &5 & Y E 0y B & 4 A
Ay 4l Bl 25 M o DL T AR UE b & B 151 B AY R OF K AS49 4l g
FAhPBMCHL A 55 & U E RN 7 ¢ ZEAEVEE=10:1) » £ &5 & 0
0.001pM~ 10 nM(10Z /S EE )2 53L10-M13 K Tb535HHEF AY 4

7C1255 B 78 H - £k 84 H(EHHRHH)
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s - kRt "M RERTE, TS ZER > FHE
$f LLPKHO7 50 41 A B 2 AS494H g /& il hPBMC » it & & &
T I 53L10-M13 & Tb535H » B2 % 48/NBE 1% [0 Ug 40 B - ¥
Y€ 4 B2 DL Propidium Todide(PI)Z: & - DL K = 40 B & 0 =
PKHO67 [5 1 PIR 4 4H AT % ifi 4 AR &5 1 (%) - H & & -
53L10-M13(@ -~ M~ A)BITb535H(O ~ [] -~ A)¥y o Bl =
MBI E W EN » NE—hPBMCZH X T » PREEE
N BN Tb535H - 53L10-M 130 3% & ¥ 5 /Y 4 g 3= &
(B 22A) « ¥ R ECs0Bl EmaxfE LAS3L10-M 1381 Tb535H L f &

H

H

B H 2 PBMC3 > Ht ECso > 53L10-M13 & 11.5 pM ~ Tb535H
B 33.7 pM > 53L10-M13 8¢ & ; Bt Emax ° S53L10-M13 %
85.2% ~ Tb535H /% 69.4% - 53L10-M13# 5 » & -~ 53L10-
M13 g TbS35H ¥ ] ¥ 58 4 i & M (& 22B) - [E 22B F -
"n.c.; ¥/~ Not Calculated -

[0137]
AS549 41 B (ST4 B3 M PD-L1E5 M A 28 92 4 AE tx ) B2 & (b
hPBMCHY £ [E 5 & & 2 53L10-M13 B Tb535H ¥ A549 41 g
Y 4 i 2= M E B

& > N5 ZhPBMCH > JF ££ & 53L10-M13 K
TObS3SHE E AV E MM s FEE - (RTER K
"R R TE ) MEEZERF > HA K LB CD3G R/
CD28# #8 [& 1 W4 ¥k /& & 2 hPBMCHL AS494 Ay 4L [A] 5 & (3
fe R+ ¢ EHEYEE =1:1) » BEEF A IO S3L10-MI3(@ ~ A) R
TbS35SH(O ~ MR i lE &M - HE&E R > #Eh Z

7C1255 B 79 H - £k 84 H(EWHRHH)
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hPBMC > 53L10-M 1381 Tb535HE O] 5 08 & fH B M i 55 &
A A 2 M o i B TbS3SH » &% % & 0] 35 H 50% 5% /Y 41 A &=
M HHE R 0 S3L10-MI3RI &% % H] 55 E90% LL | /Y 41 Ay
B M (E23A) - H R ECsof Enaxfs LAS3L10-M1381 Tb535H I
W& B 2 PBMC3 » 5t ECso © 53L10-M13 & 15.3 pM -
Tb535H & 10.4 pM > Tb535H{E 5 X 5 {H L Emax ° 53L10-
M13/90.0% ~ Tb535H % 65.4% » 53L10-M13[] K F & 5 °
wtoE B Z PBMC » 53L10-M137K B /R 2 Tb535H EE ] 1§ 58 4
A2 M (B 23B) -« ®23B®+ ~ "n.c.; ¥/~ Not Calculated -

[0138] M F&E&REBE /R » S3L10-MI3JE & f£ {E 0y &
B A IFE A T & Thb535HE o] 3 s& THH A /& (L - H S
THH A #Y 4 B 22 TE 78 K E 38 58 - b OH i 58 F & ¥ Tb535H
BEMPpLPD-L1G &E - W BHENBREANEZERERE
2 53L10-M13 7 SRR 0y % & M -

[0139])

2.8 8 K A
A A 5 '

AS549 A #E Bifi B 40 B % DL Kaign’s Modification of Ham’s
F-1252 & & (F-12K -~ Fujifilm-Wako /) 8] )5 & - 40§ & 1%
BABEEBMAEREY RE T L (ATCC) > f£2H 5S%CO2HY
MERGTNR3ITC TEE - BEEFTIRIMA 10%(vol/vol)
Z A GEAE e A4 M JF (FBS » Cytiva’sy &) > i /& 1 50U/mL 7
BE -~ SOpg/mLEMEBEM - MCF-7 AN M . & 4 i & DA
Minimun Essential Medium Eagle % & & (EMEM -~ Sigma-

7C1255 % 80 H - £t 84 H(SHHHH)
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Aldrichx B & - ARG A B 2 B I B8 Y k&
F L (ATCC) > £ & HS%COH MR R F N37TCREE - 1
B E T IRMA 10%(vol/vol) Z & & 1k Ba 4 M /& (FBS -
Cytiva/y &) » i 4 i1 50U/mL 75 ff £ ~ SOpg/mL &# i & -
0.01 mg/ml A 7 = 4 #& B¢ & & (Fujifilm-Wako A 5] ) 1% &
Fl - hPBMC{4 8 A & Cellular Technology Limited/\ 5 - f#
JH 1% 2 Overnight resting & {4 £ FJ CTL-Test medium
(Cellular Technology Limited/y 5 ) > ff & H 5%CO.17 il &
REH HR3TC TEE - HBEEEKMNM2Z0M L-
glutamine(Thermo fisher scientific/ A )& FEH - B — K
H > A EA(LEE E S % (F B ImmunoCult-XF T Cell Expansion
Medium(STEM CELL Technologies/A H) > £ & H 5%CO0, 1
MEREFNR37TC TEE - W& ESM3ng/mL A HIL-
2(PeproTech/) 5] ){& {H A -

[0140]
T4 A & (b A 5o 00 &

WEEEHREEE ANEARHMEZ A (hPBMC) % K
i BY 2 75 (Cellular Technology Limited 2\ 5 )i 5 7x F DL i@
R Bl YRR — R 2 # AT - 7 (E A AT AT B o 1R AY BE R 4 A
% LA Sx 1040 AT / H FL BY % & ~ 4/ BF 7 AR 8 1 72 24 H 1L F
AR  FEVEBHEBFEML TCHERF @ EAyLL 10 :
DR RFAE T IANIMWPBMC - H X - A Ay E B A F AL
~ > 2L0.001 pM~ 10 nMZ & E - H 7 09 &4 ek
FAA4& T > LL0.01 nM~ 1,000 nM  # [& - og &% & 1A

7C1255 %81 H » 4k 84 H(SWHRHH)
112124564 B A0202 1123275553-0
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53L10-M13 2 Tb535H » JA37C T &E24/NBF S 48/NHF - T
WA ECE LAY 2 B 5 24/ N5 18 BL48/NEF 12 B FLE 0 Bl
[B] W 3% 2 4 B - 24/ B 12 5] UL 2 dH B {4 DA FITC anti-human
CD3 antibody(Biolegend 7 =] ) B1 APC anti-human CD69
antibody(Biolegend/y 5] )i 1T 4 & - 48/NIF 1% [0 Y =~ 4 AfE
A L FITC anti-human CD3 antibody(Biolegend/) & )Bl APC
anti-human CD25 antibody(Biolegend/\ 5] )i 1T 4% o Al ZE
% DL FACSLyric(BD biosciences/y & )~ 24/N B 12 Hl 8 CD3
K. CD69Hy K3 ~ Jr 48/ & M &£ CD3 ) CD25Hy R 3 - ##
#7 1% {85 F§ Flow jo 10.8.1(BD biosciences’y & )& T #8 > &
AR 24/ 18 2 CD35 1M B 8% 88 BT 5 2 CD69 5 1 4 MY /Y
Eb B ~ 48/NBF 18 2 CD3E5 M M B #S P 5 2 CD25E5 1 4 B /Y
b 1l o fF B B ECso ~ Emax ~ 95% {5 #8 & [ (Confidence
interval, C)RY & 1 1% DL 4t 51 8% 2 Prism(GraphPad Software
N E DK HEAT o

[0141]
WHEREELEEER

53L10-M13 % Tb535HF £ T ~ fE B8 4l i BL hPBMCHY 1L
AEEYZ EERS Z ANETNFo ~ NFEIL-2 - AFIL-6 -
ANBEF+ERy® 3B KW # B ELISAKEE - @i S
Z o EEL B THREELCA I 248/ R BN EE LB
& ° A 2H TNFoafs 8 FH BD OptEIA™ Human TNF ELISA
Set(BD bioscience /Y 5 ) -~ A FHIL-2{& #f FH BD OptEIA™
Human IL-2 ELISA Set (BD biosciencesZy 5 )~ A SEIL-6H]

7C1255 %82 H - £k 84 H(SHRHH)
112124564 B A0202 1123275553-0



202405024

{5 F§ Human IL-6 ELISA Kit(R& D Systems/\ 5 #1) - Human
IFN-gamma ELISA Kit(R& D Systems/\ &) » & {§ i 75 1Y &
REEMEERE  HEEEEIR Bpg/mL -

[0142]
A om AR &~ B &= M o A 0E

WNEHMEREHREEZ ANB AR M EZEGPBMC) (% K
& A & (CTLA SRV FE ~ T LLAR R - B YRk IR — 1% 2 4
B o A fE A AT EF £ - JE {E PBMC {4 # — 2 L Dynabeads
Human T-activator CD3/CD28(Thermo fisher scientific) % &
3H - AFBRELERI B U IRIR — K < # A - 5 AT st B -
128 & B J§ 40 B {% {f F§ PKH67 Green Fluorescent Cell Linker
Kit(Sigma-Aldrich & 5] ) 0 # 15 B B 0y & 3% 112 & & (25
C - 3minfE i R FE) - DLAx10HH AR/ H FLAY % & ~ 4/ BF 1
R A8H AL PR AL o B H DI REELEH 2 hPBMC
P ERF A 10: 1 JE{LhPBMCRE W E KR F © 12
Hy EE 1 ¢ 1HY J5 20K 0 hPBMC » H X - B0 8 R B W A 0
53L10-M13 &% Tb535H » jA37C T &E 48/ NBF - 48/NBF 18 -
[a] e 4 B > RKf 6 4l B DA PI(Thermo fisher scientific/y &) )3
. > JH % FACSLyric(BD biosciences/\ 5 )PKH67[5 14 P1f&
ME 4 P 2 o f# M7 % 5 F Flow jo 10.8.1(BD biosciences’y &)
B M ek Ae > PLAN AP 22 1 (Cytotoxicity) (%)=(1-(LL & R KR
il & L PBMC B & i 52 #8 I 2 PKH67[5 4 PI[Z M it BF £ 7Y
EE B )/ (& % & (L PBMCIR il 7Y AS498F 2 PKH67 5 14 P12 M
Mo BE ARG BV EE B E H o {E B Bl ECso » Emax ~ 95% 15 #8 & [H

7C1255 % 83 H - £k 84 H(HHHRHH)
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(Confidence interval, CI) By & H (% LI 4 =t #& &
Prism(GraphPad Software/\ &) )7k # 1T o

[ 5% b Al A A M ]

[0143] MREAZ > ATRE-TEHRIN _FEMNE=
e <R EHETOS3SHMEE - fiBEBERREEE R LB
ZRHREM "BV cESESF - ARHZBcELEHIE
EHAHSTARCDIZBEH GRBRINE T E T » IV E A HPD-
1~ PD-LIEKLAG3HY & & fe 77 (B8 H 7 %8 &= ta & B &) U5
MH)z=RmEME=96 HuUXEEENRBEBEIRSE -

[J7 %1 5= JF B 8 57 > F 1
[0144])

FH 4981 ~95K 106~ 109 : = 40 B ik

7C1255 % 84 H - £t 84 H(SWHRHH)
112124564 B A0202 1123275553-0
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="V1_3" fileName="7C12bb ¥ #/ %] %k
.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2023-
10-24">
<{Applicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>112124564</ApplicationNumberText>
<FilingDate>2023-06-30</FilingDate>
</Applicationldentification>
<{ApplicantFileReference>G3126WO</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2022-106054</ApplicationNumberText>
<FilingDate>2022-06-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">B B ¥ikekssd 4 HH 2 % M A RN 5
</ApplicantName>
<ApplicantNameLatin>CHIOME BIOSCIENCE INC. </ApplicantNameLatin>
<InventorName languageCode="ja">% 4 & 3)</InventorName>
<{InventorNameLatin>KOJI NAKAMURA</InventorNameLatin>
<InventionTitle languageCode="zh">& 4% & & </InventionTitle>
<{InventionTitle languageCode="en">Fusion proteins</InventionTitle>
<SequenceTotalQuantity>109</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>482</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 482</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>

112124564 FEHESE A0202 $F18 - H7H(FIIER) 1123275553-0
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 482</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTSYYMHWVKQSPGQGLEWIGRINPNNGVTLYNQ
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCARSTMI TNYVMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHTGPGGGSPGQVQLVQSGAELKKPGASVKVSCKASGYTFTRY TMHWVRQAPGQCLEWMGY INPSRGYTNYNQKFKD
KATLTADKSTSTAYMELRSLRSDDTAVYYCARYYDDHYSLDYWGQGTLVTVSSASGGGGSGGGGSGGGGSAGDIQLTQSP
SILSASVGDRVTITCRASSSVSYMNWYQQKPGKAPKRWIYDTSKVASGVPYRFSGSGSGTEYTLT ISSMQPEDFATYYCQ
QWSSNPLTFGCGTKVEIKSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>228</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 228</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 228</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTSYYMHWVKQSPGQGLEWIGRINPNNGVTLYNQ
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCARSTMI TNYVMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYYMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RINPNNGVTLYNQKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>STMITNYVMDY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GPGGGSPG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>246</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 246</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 246</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAELKKPGASVKVSCKASGYTFTRY TMHWVRQAPGQCLEWMGY INPSRGYTNYNQ
KFKDKATLTADKSTSTAYMELRSLRSDDTAVYYCARYYDDHYSLDYWGQGTLVTVSSASGGGGSGGGGSGGGGSAGDIQL
TQSPSILSASVGDRVTITCRASSSVSYMNWYQQKPGKAPKRW I YDTSKVASGVPYRFSGSGSGTEYTLT I SSMQPEDFAT
YYCQQWSSNPLTFGCGTKVEIKSG</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAELKKPGASVKVSCKASGYTFTRY TMHWVRQAPGQCLEWMGY INPSRGYTNYNQ
KFKDKATLTADKSTSTAYMELRSLRSDDTAVYYCARYYDDHYSLDYWGQGTLVTVSSAS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
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<INSDSeq_length>5</INSDSeq_length>

<INSDSeq_mol type>AA</INSDSeq_mol type>

<INSDSeq_division>PAT</INSDSeq division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="ql7">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qgl8">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RYTMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YINPSRGYTNYNQKFKD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YYDDHYSLDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASGGGGSGGGESGGGGSAGL/ INSDSeq__sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSILSASVGDRVT I TCRASSSVSYMNWYQQKPGKAPKRWIYDTSKVASGVPYRFS
GSGSGTEYTLT ISSMQPEDFATYYCQQWSSNPLTFGCGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASSSVSYMN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DTSKVAS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQWSSNPLT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
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<INSDSeq_length>478</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 478</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 478</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
QVQLQESGPGVVKPSGTLSLTCAISGGSIGSGGSIRSTRWWSWVRQSPGKGLEWIGETYHSGSTNYNPSLKSRVT I SLDK
SRNHFSLRLNSVTAADTAVYYCARQDYGDSGDWYFDLWGKGTLVTVSSGGGGSGGGGSGGGGSQAVLTQPSSVSGAPGQR
VTISCTGSSSNIGAGYDVHWYQQLPGTAPKLLIYGNNNRPSGVPDRF SGSKSGTSASLAITGLQTEDEADYYCQSYDNSL
SGEVFGGGTKVTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
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<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KASQSVSNDVA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>YTSSRYA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQRDYNSPPT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>256</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 256</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 256</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGPGVVKPSGTLSLTCAISGGSIGSGGSIRSTRWWSWVRQSPGKGLEWIGE T YHSG
STNYNPSLKSRVTISLDKSRNHF SLRLNSVTAADTAVYYCARQDYGDSGDWYFDLWGKGTLVTVSSGGGGSGGGGSGGGG
SQAVLTQPSSVSGAPGQRVTISCTGSSSNIGAGYDVHWYQQLPGTAPKLL I YGNNNRPSGVPDRFSGSKSGTSASLAITG
LQTEDEADYYCQSYDNSLSGEVFGGGTKVTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGPGVVKPSGTLSLTCAISGGSIGSGGSIRSTRWWSWVRQSPGKGLEWIGE T YHSG
STNYNPSLKSRVT I SLDKSRNHF SLRLNSVTAADTAVYYCARQDYGDSGDWYFDLWGKGTLVTVSS</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGGSIRSTRWWS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EI YHSGSTNYNPSLKS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QDYGDSGDWYFDL</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QDYGSSGDWYFDL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QAVLTQPSSVSGAPGQRVTISCTGSSSNIGAGYDVHWYQQLPGTAPKLLIYGNNNRPSGVPD
RFSGSKSGTSASLAITGLQTEDEADYYCQSYDNSLSGEVFGGGTKVTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGSSSNIGAGYDVH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GNNNRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYDNSLSGEV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYDASLSGEV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYDNALSGEV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>478</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 478</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 478</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
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EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSATSGSGGSTYYADSVKGRFTISRDNSKDTLY
LOMNSLRAEDTAVYYCARDGPLYDISAGFVPISYYLDYWGQGTTVTVSSGGGGSGGGGSGGGGSQPVLTQPPSASGTPGQ
RVTISCSGSFSNIGSNYVEWYQQLPGTAPKLL ISGNNQRPSGVPDRF SGSKSGTSASLAISGLRSQDEADYYCATWDDSL
RGWVFGGGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>256</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 256</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 256</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKDTLYLQMNSLRAEDTAVYYCARDGPLYDISAGFVPISYYLDYWGQGTTVTVSSGGGGSGGGGSGGG
GSQPVLTQPPSASGTPGQRVTISCSGSFSNIGSNYVFWYQQLPGTAPKLL I SGNNQRPSGVPDRFSGSKSGTSASLAISG
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LRSQDEADYYCATWDDSLRGWVFGGGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>129</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 129</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKDTLYLQMNSLRAEDTAVYYCARDGPLYDISAGFVPISYYLDYWGQGTTVTVSS</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="qg73">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="q74">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AISGSGGSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DGPLYDISAGFVPISYYLDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QPVLTQPPSASGTPGQRVTISCSGSFSNIGSNYVFWYQQLPGTAPKLL ISGNNQRPSGVPDR
FSGSKSGTSASLATSGLRSQDEADYYCATWDDSLRGWVFGGGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGSFSNIGSNYVF</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GNNQRP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ATWDDSLRGWV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSATSGSGGSTYYADSVKGRFTISRDNSKNTLY
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LOMNSLRAEDTAVYYCARTKWELVDPYDYWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTITISCTRS
SGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRF SGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGT
KLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTKWELVDPYDYWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGGGTKLTVLSG</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTKWELVDPYDYWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
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<INSDSeq_length>5</INSDSeq_length>

<INSDSeq_mol type>AA</INSDSeq_mol type>

<INSDSeq_division>PAT</INSDSeq division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="qg93">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="g94">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AISGSGGSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AISGSGGSTYYASSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TKWELVDPYDY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NFMLTQPHSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPTIVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TRSSGSTAGNYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EDNQRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYEASNVV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
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<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSATSGSGGSTYYADSVKGRFTISRDNSKNTLY
LOMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTITISCTRS
SGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRF SGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGT
KLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
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<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGGGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AISGSGGSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SKWELVDPYGN</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NFMLTQPHSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPTIVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TRSSGSTAGNYVQ</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EDNQRPS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYEASNVV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
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<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
QVTLRESGPALVKPTQTLTLTCTFSGFSLSTSGMSVGWIRQPPGKALEWLAD IWWDDKKDYNPSLKSRLT I SKDTSKNQV
VLKVTNMDPADTATYYCARSMITNWYFDVWGAGTTVTVSSASGGGGSGGGGSGGGGSAGD IQMTQSPSTLSASVGDRVTI
TCKCQLSVGYMHWYQQKPGKAPKLL I YDTSKLASGVPSRFSGSGSGTEFTLTISSLQPDDFATYYCFQGSGYPFTFGGGT
KLETIKSG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
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<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVTLRESGPALVKPTQTLTLTCTFSGFSLSTSGMSVGWIRQPPGKALEWLAD IWWDDKKDYN
PSLKSRLTISKDTSKNQVVLKVTNMDPADTATYYCARSMI TNWYFDVWGAGTTVTVSSASGGGGSGGGGSGGGGSAGDIQ
MTQSPSTLSASVGDRVT I TCKCQLSVGYMHWYQQKPGKAPKLLIYDTSKLASGVPSRF SGSGSGTEFTLT I SSLQPDDFA
TYYCFQGSGYPFTFGGGTKLEIKSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVTLRESGPALVKPTQTLTLTCTFSGFSLSTSGMSVGWIRQPPGKALEWLAD IWWDDKKDYN
PSLKSRLTISKDTSKNQVVLKVTNMDPADTATYYCARSMI TNWYFDVWGAGTTVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TSGMSVG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIWWDDKKDYNPSLKS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SMITNWYFDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSTLSASVGDRVT I TCKCQLSVGYMHWYQQKPGKAPKLLIYDTSKLASGVPSRFS
GSGSGTEFTLT ISSLQPDDFATYYCFQGSGYPFTFGGGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KCQLSVGYMH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DTSKLAS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FQGSGYPFT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
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<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKCLEWVSATISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGCGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql51">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql52">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKCLEWVSATISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGGCTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql53">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql54">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGCGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGCAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGGGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>128</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 128</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql56">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLQESGPGVVKPSGTLSLTCAISGGSIGSGGSIRSTRWWSWVRQSPGKGLEWIGE T YHSG
STNYNPSLKSRVT I SLDKSRNHF SLRLNSVTAADTAVYYCARQDYGSSGDWYFDLWGKGTLVTVSS</ INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql58">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QAVLTQPSSVSGAPGQRVTISCTGSSSNIGAGYDVHWYQQLPGTAPKLLIYGNNNRPSGVPD
RFSGSKSGTSASLAITGLQTEDEADYYCQSYDASLSGEVFGGGTKVTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QAVLTQPSSVSGAPGQRVTISCTGSSSNIGAGYDVHWYQQLPGTAPKLLIYGNNNRPSGVPD
RFSGSKSGTSASLAITGLQTEDEADYYCQSYDNALSGEVFGGGTKVTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>

112124564 FEH5E A0202 $£738  HI7TERIER) 1123275553-0



202405024

<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSATISGSGGSTYYAS
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTKWELVDPYDYWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="ql64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSATISGSGGSTYYAS
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql66">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKCLEWVSATISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

112124564 FEH5E A0202 $768  HITEH(RIR) 1123275553-0



202405024

<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSAISGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGCGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier i1d="ql69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NFMLTQPHSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPTIVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGCGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql71">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NFMLTQPHSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPTIVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGCTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NFMLTQPHSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGCAPTIVIYEDNQRPSGVPDR
FSGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGTKLTVL</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTSYYMHWVKQSPGQGLEWIGRINPNNGVTLYNQ
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCARSTMITNYVMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql77">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKASGYSFTSYYMHWVKQSPGQCLEWIGRINPNNGVTLYNQ
KFKDRVTMTRDTSISTAYMELSRLRSDDTAVYYCARSTMITNYVMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGCGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>

112124564 FEH5E A0202 5838 HITEH(RIR) 1123275553-0



202405024

<INSDQualifier id="ql84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAELKKPGASVKVSCKASGYTFTRY TMHWVRQAPGQGLEWMGY INPSRGYTNYNQ
KFKDKATLTADKSTSTAYMELRSLRSDDTAVYYCARYYDDHYSLDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>106</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 106</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQLTQSPSILSASVGDRVT I TCRASSSVSYMNWYQQKPGKAPKRWIYDTSKVASGVPYRFS
GSGSGTEYTLT ISSMQPEDFATYYCQQWSSNPLTFGGGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKSCDKTHT</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTVAAPSVF IFPPSDEQLKSGTASVVCLLNNF YPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
<INSDSeq>
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<INSDSeq_length>420</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 420</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql91">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MPGGCSRGPAAGDGRLRLARLALVLLGWVSSSSPTSSASSFSSSAPFLASAVSAQPPLPDQC
PALCECSEAARTVKCVNRNLTEVPTDLPAYVRNLFLTGNQLAVLPAGAFARRPPLAELAALNLSGSRLDEVRAGAFEHLP
SLRQLDLSHNPLADLSPFAFSGSNASVSAPSPLVEL ILNHIVPPEDERQNRSFEGMVVAALLAGRALQGLRRLELASNHF
LYLPRDVLAQLPSLRHLDLSNNSLVSLTYVSFRNLTHLESLHLEDNALKVLHNGTLAELQGLPHIRVFLDNNPWVCDCHM
ADMVTWLKETEVVQGKDRLTCAYPEKMRNRVLLELNSADLDCDP ILPPSLQTSYVFLGIVLALIGATFLLVLYLNRKGIK

KWMHNITRDACRDHMEGYHYRYE INADPRLTNLSSNSDV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>207</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 207</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MQSGTHWRVLGLCLLSVGVWGQDGNEEMGG ITQTPYKVSISGTTVILTCPQYPGSEILWQHN
DKNIGGDEDDKN IGSDEDHLSLKEF SELEQSGYYVCYPRGSKPEDANFYLYLRARVCENCMEMDVMSVATIVIVDICITG
GLLLLVYYWSKNRKAKAKPVTRGAGAGGRQRGQNKERPPPVPNPDYEP IRKGQRDLYSGLNQRR I </ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>171</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 171</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql93">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEHSTFLSGLVLATLLSQVSPFKIPIEELEDRVFVNCNTSITWVEGTVGTLLSDITRLDLGK
RILDPRGIYRCNGTDIYKDKESTVQVHYRMCQSCVELDPATVAGI IVTDVIATLLLALGVFCFAGHETGRLSGAADTQAL
LRNDQVYQPLRDRDDAQYSHLGGNWARNK</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>127</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 127</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql94">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MEHSTFLSGLVLATLLSQVSPFKIPIEELEDRVFVNCNTSITWVEGTVGTLLSDITRLDLGK
RILDPRGIYRCNGTDIYKDKESTVQVHYRTADTQALLRNDQVYQPLRDRDDAQYSHLGGNWARNK</ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
<INSDSeq_length>287</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 287</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql95">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MQIPQAPWPVVWAVLQLGWRPGWFLDSPDRPWNPPTFSPALLVVTEGDNATFTCSFSNTSES
FVLNWYRMSPSNQTDKLAAFPEDRSQPGQDCRFRVTQLPNGRDFHMSVVRARRNDSGTYLCGAISLAPKAQIKESLRAEL
RVTERRAEVPTAHPSPSPRPAGQFQTLVVGVVGGLLGSLVLLVWVLAVICSRAARGT IGARRTGQPLKEDPSAVPVEFSVD
YGELDFQWREKTPEPPVPCVPEQTEYAT I VFPSGMGTSSPARRGSADGPRSAQPLRPEDGHCSWP</ INSDSeq_seque
nce>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>290</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 290</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MRIFAVF IFMTYWHLLNAFTVTVPKDLYVVEYGSNMT I ECKFPVEKQLDLAAL I VYWEMEDK
NTIQFVHGEEDLKVQHSSYRQRARLLKDQLSLGNAALQITDVKLQDAGVYRCMISYGGADYKRITVKVNAPYNKINQRIL
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VVDPVTSEHELTCQAEGYPKAEV IWTSSDHQVLSGKTTTTNSKREEKLENVTSTLRINTTTNEIFYCTFRRLDPEENHTA
ELVIPELPLAHPPNERTHLVILGAILLCLGVALTF IFRLRKGRMMDVKKCG IQDTNSKKQSDTHLEET</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>176</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 176</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql97">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MRIFAVF IFMTYWHLLNAPYNK INQRILVVDPVTSEHELTCQAEGYPKAEVIWTSSDHQVLS
GKTTTTNSKREEKLFNVTSTLRINTTTNEIFYCTFRRLDPEENHTAELV IPELPLAHPPNERTHLV ILGATILLCLGVALT
FIFRLRKGRMMDVKKCG IQDTNSKKQSDTHLEET</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>178</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 178</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MRIFAVF IFMTYWHLLNAFTVTVPKDLYVVEYGSNMT I ECKFPVEKQLDLAAL I VYWEMEDK
NITQFVHGEEDLKVQHSSYRQRARLLKDQLSLGNAALQITDVKLQDAGVYRCMISYGGADYKRITVKVNAPYNKINQRIL
VVDPVTSEHELTCQAEGYPKAEVIWTSSDHQVLSGD</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>525</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 525</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql99">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>MWEAQFLGLLFLQPLWVAPVKPLQPGAEVPVVWAQEGAPAQLPCSPT IPLQDLSLLRRAGVT
WQHQPDSGPPAAAPGHPLAPGPHPAAPSSWGPRPRRYTVLSVGPGGLRSGRLPLQPRVQLDERGRQRGDFSLWLRPARRA
DAGEYRAAVHLRDRALSCRLRLRLGQASMTASPPGSLRASDWV ILNCSFSRPDRPASVHWFRNRGQGRVPVRESPHHHLA
ESFLFLPQVSPMDSGPWGCILTYRDGFNVSIMYNLTVLGLEPPTPLTVYAGAGSRVGLPCRLPAGVGTRSFLTAKWTPPG
GGPDLLVTGDNGDFTLRLEDVSQAQAGTYTCHIHLQEQQLNATVTLAT I TVTPKSFGSPGSLGKLLCEVTPVSGQERFVW
SSLDTPSQRSFSGPWLEAQEAQLLSQPWQCQLYQGERLLGAAVYFTELSSPGAQRSGRAPGALPAGHLLLFLILGVLSLL
LLVTGAFGFHLWRRQWRPRRF SALEQG THPPQAQSK IEELEQEPEPEPEPEPEPEPEPEPEQL</ INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>360</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 360</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q200">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MWEAQFLGLLFLQPLWVAPVKPLQPGAEVPVVWAQEGAPAQLPCSPT IPLQDLSLLRRAGVT
WQHQPDSGPPAAAPGHPLAPGPHPAAPSSWGPRPRRYTVLSVGPGGLRSGRLPLQPRVQLDERGRQRGDFSLWLRPARRA
DAGEYRAAVHLRDRALSCRLRLRLGQASMTASPPGSLRASDWV ILNCSFSRPDRPASVHWFRNRGQGRVPVRESPHHHLA
ESFLFLPQVSPMDSGPWGCILTYRDGFNVSIMYNLTVLGLEPPTPLTVYAGAGSRVGLPCRLPAGVGTRSFLTAKWTPPG
GGPDLLVTGDNGDFTLRLEDVSQAQAGTYTCHIHLQEQQLNATVTLATITGQPQVGKE</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
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<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q201">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q202">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGEGSGGGGS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q209">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q210">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIVMTQSPDSLAVSLGERAT INCKASQSVSNDVAWYQQKPGQPPKLLIYYTSSRYAGVPDRF
SGSGSGTDFTLTISSLQAEDVAVYYCQQDYNSPPTFGGGTKLE IKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPGGGSPG
EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSATSGSGGSTYYASSVKGRFTISRDNSKNTLY
LOMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQPHSVSESPGKTITISCTRS
SGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRF SGSIDSSSNSASLTISRLKTEDEADYYCQSYEASNVVFGGGT
KLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length>247</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q211">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 247</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q212">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSATISGSGGSTYYAS
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSSGGGGSGGGGSGGGGSNFMLTQP
HSVSESPGKTITISCTRSSGSTAGNYVQWYQQRPGSAPI IVIYEDNQRPSGVPDRFSGSIDSSSNSASLT ISRLKTEDEA
DYYCQSYEASNVVFGGGTKLTVLSG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q213">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q214">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Recombinant peptide</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGF TFSSYAMSWVRQAPGKGLEWVSATISGSGGSTYYAS
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARSKWELVDPYGNWGQGTMVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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