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MNI Algorithm

mnl.algorithm O True ® False

oxastayerstompe |
oxdatayeast_oxpr_stdey =

training.data
training.sd.data

Argument Configuration

work.dir
example.dir

Main Directory

getwd() =
exdata =

GNEA Algorithm

experiment.name
probe.ld
test.data.num

exdatalyeast_exp_names fis
exdatayeast_probes 7
(51351

gnea.algorithm 9 True ® Faise

preprocess O True ® False

NIBP Algorithm

nibp.algorithm Q True » False

nibp.training.data exdatayeast_oxpr =

nibp.training.sd.data exdatayeast_expr_stdev l_

nibp.experiment.name exdataexp names f_

nibp.probe.id exdstaprobes _|[T
getwd()

Networking Pathway

cel.filepath
cel.directory
homologene.filepath
hprd.filepath
activemodul
cytoscape
cytoscape.props
cytoscape.iterations

GHEA_example celsample.deel|[
exdataGNEA_example cel I
A_example tibhomologene.vs3|[
npletibhprd.01012007.noy2h.sit [
Q True ® Faise
cytoscape_2.1/cytoscape.props [
10

O True o False

networking.pathways
pathways.microarray
pathways.annotation
pathways.geneset
pathways.phenotype

QO True ® False
exdatanetpath_yeast_expr =
xdatanetpath _yeast_p2symbol | [
netpath_yeast_expr_genesets | [
«atanetpath_yeast_phenotype | [

exdataMiil_rankedGenes |
numRandomNetwork 10 |
exdataGNEA_exarmple/sif; =
exdata/GNEA_example sig I
exdataGEA_examplepvats/ [T

Start Process

sif.directory
slg.directory
pvais.directory

direction

colored
line

apply

Default
option
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