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1. —FhIL7Raf AR A, FURAEZE T, % TL TR A A (1) & 82 1) 9SEQ 1D NO. 1
NI

2. —FIILIR , HAFAEAE T, 1A% B m A B R B 3R 1T IR B TL7Ra ) R A4

3 ARAEBRE R 2P IR IR , Ho b, BT IR B A SEQ 1D NO. 2B/~ A% H R 751«

4. — PG E G, HEHEE T, ikl & 5 0 & A K OEER PR 45 6 S5 138 85 T 25
T AN N 5 5 A% RS Pk M N 15 5 1% T 45 13 U 6 1R 7 91 A AR Bk 1l i
1) TL7Ra i #8512 R 7 471

5. MRAEARIZLRAFTIR IR G B, HoA, Frid b i 45 & 45 M 3 B FE rCD44 ) BB P ik
A1/ BEHTCD1 33 FREEHUAR , PITid ML N 155 4% 3 45 A 3B 5 TL7Ra PR A A

6. MRIEAUH E R AT R IR & & A, o, Brid il & 8 H B ASEQ 1D NO. 3FT /R 2 2
R 751 .

7. —MENA IR , FRFELE T, BT il il A A% R G A BUR B SR A BT IR (1) il 2

8. MREAUH E R TR IR IR G A% 1R , Fo b, iR Al & % R B A SEQ 1D NO. AR 7RI A%
R 7 51 .

9. —Fh KR FAM, HARFAELE T, il SRX BRI N A RISHE , Bk KA HEBLHE D hi 5
G TR R BARERNESESOTRE R B RN E S5
TS AR R TR B TL7Ra A A, BTl 28— R% 8 1 B 5 P 28 A8 v B 2 1) 4
NA IRES TG 2A Bk g b 2 51

10 AR AN ZE RO PR (1 IR FAA , Fod, B R ISHE AR ZE R 7 BT i (1 Rl A% B

1. —FhRIE R A PR ZARR AN, HAEFEAE T %R IE IR A PUEZ AR B 41 i i 75 = 40
b2 G BUR 2 SR O Pk ) SRR 8 AR 5 15 31, B i & o 2 A v & G BRI ZER LT IR (1 LR
a AR AA

12 AR ZL R LLFTIR B 40 A , FLRFAEAE T, B 1 = 4 M A T A

13 AR SR LT 16 TL7Ra P 28 A AR B3R 2 P PR A B S U B2 SR 4 T 38 (1) i 5
BRI B SR 7 AT I 1 R A A R AR B SR O BT I 1) R IE B¢ VBRI B2 R 1 1B 1 2B IR (1) R IE R
B PRS2 R A0 B AE ) 596 T IR ) 20 ) i

14 ARAEBCRZER L3R IR B, For, B ads folvieg S s s Jo e«

15. —FhGMA &9, A IEE T Z 29 S WA U8 BB B R 1181 2 ik
[ 2R3K 5 A TLTRa AR HR A DU 2 A4 1 41 D
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IL7RaEV B G 1A K A I &6 T MERNGYIh R RiE

BRARGUE
[0001]  ZRATTEP K = 25 A 3 R T, BRI, 38 S — M ILTRa ) Ak A4  Fo g i A% IR L R
LB AH L 2L EA T i

EREA

[0002] & PUESAE (Chimeric antigen receptor,CAR) & N T & HEI T4 3244, BT
SR 456 5 K38 5 R 25 R I B N A 5 4% T S5 A I AL Rl - DL R 45 6 S5 M 38U T TR JE 1
BLFE FREE TR BB , TR ettt 45 S R E 50 NS 5% S A I T T B A, H
T TEH B N A% A4S 5 DURITR T A0 A 7= A e g% IO

[0003]  CARFE i #E [vi] 15 1) Jifvyed 24t i R 170 ) BE L IR, R ks , SRAKCARI TAH B RE % FH T8 1) 5%
153 IR 4B o SR T B PR 3R HR A DU 52 AR CAR A T4 i Xo) e Jeg 441 B 1) 8 A% B D1 9K 8¢ 55 .

LZBARR

[0004]  ARAFFIH (152 58 IRIUAT I 3RK HR A Ui 52 AR CAR (1) T4H i %o fi 8 4 B 1 5 A e
JIATH IR G5 P 1) L, FR AL — P TL 7R B e A

[0005] 5 7 SEEL Bk H I, BB — 5T, AN I AE—FRIL7Ra (8 RL A , % TL 7R B A
R FERR 75 B HESEQ 1D NO. 1R P41 .

[0006]  BE 5 T, AR A FFFEAE— FIAK IR , 1% AX R G 5 — U THD T3k 1 TL 7R 1) 30 445 s 0
e, BT iR AZ R B ATSEQ 1D NO. 2RI IR F 1 .

[0007]  ZE=5TH , A AR —FRLEE A, TG E O S A IRIOEEN YRS & 4
a3 5 F 5 R S RN P 9 A 5 A% 3 5 A 3 BTk ML N 15 5 1% S 5 M) 4 1R 7 91 0 3 28
— J7 T TR B TL7Ra 8 R AR 1) S 5 R 7 1) s A et , iR it J5 45 6 465 M Sl B0 45 HiCD 44 /1) 1
FEPUAAR A/ B HTCD 33 M) B A HUAA , BT IR M (S 5 % 3 45 A 300 45 TLTRa 1) 48 A Ak 5 BE ALk
H, BTkl & I B ASEQ 1D NO. 3T RIIEIERR T .

[0008]  EEPY T , AN HFFR AL — Pl G AL IR , BT Al A 1% R G A 2R — 5 T BT IR ) Rl B
F AR, TR E & e E A SEQ 1D NO. AR RIIAZ R TF 51

[0009]  ZEH 4T, AN I —FhRIBEAR , iR RIEHAMAE N RISHE , BTk RIBHE AL
FEImIL PR 455 5> 7 1058 — A% BE R m At i N 15 5 4% 500 T 00 28 R v B, Pk g
SO TR EA S TR ILTRaf A, BTk 25— A% R A B 5 ik 28 A% R
B 4 N TRES Je AR B2 ARK S A 1 271 5 Aok thy , P i SR A HE Dy 565 DY 77 T Y 3R 1) 5 A%
I8

[0010] S NT5TH , A A T — Fh Rk Bk G PG S AR I A MY, 12 3808 R P 5 52 1 7 4
it B i A i 2 G B8 7 T TR I SRR BUAR S5 15 21, Frid ik & PU R AR TR S S — T
A FTL7Ra ) AR G A

[0011] Wy, Frid 1 3= 40 A A T4H M

[0012] S5 J5 T , A A FF AL S5 — 77 TH Bl i TL7Ra i A4 5 — 5 TH BT IR A% IR 56
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=7 T TR IR A 8 1 28 DY 5 T BT 38 1) k- AR 55 A THD BT TR 3RS A4 L 56 75 5 T Al
TR P R A B S A I 2 R A 1 £ TR T IR B 25 ) R

[0013]  w]afchh, B i Jivyed 2 i J Joia 97 o

[0014]  Z5 )\ J5TH , AR A TFEEAE— P25 4 G0 , 1% 254 A W0 0B AR 4 B0 6 55 75 7 TH
BT i () 295 5 A TLTRaEEAR I R A DU R 2 AR 1 41

[0015] i EIRE AR Z, AN TR RIS H LR TLTRaEFAR Ik & PUE ZARHIT
AL, BE 85 A 08 1 IrRg A

[0016] AT B FHARAFAE A S0k AR 5 (10 BAA St 5 =GR 70 T LATEZH U0AA .

B4 D 5.8

[0017] i Pl 2 FH SR S HE6F 2K 28 FF A0 3 — 35 AR, 36 ELKA R 9 5 1 — 303, 15 F T 0 L
PRS2 TR AR A T AELIE AR M ot A 2 TP AR ) A R o

[0018] ] 12 A /A FF St ISR LA CAR-T 1A 97 2 40 ML SRl 2 L P

[0019] & 242 A /0 FF-SIZ it (5 $2 (AL PO CAR =T 2200 M Py 4k 2 40 L S A 00 5 R P
[0020] &) 3 2 /0 F-SI2 it (5 B2 (AL PO CAR -T - 3200 M Py 4k X 40 L S A 00 5 R P
[0021] [ 42 A /0 FF S it (5 B2 L PRI CAR - T AZ0H Mt Py 4t X 4 L S s I &5 SR P

BFisEN

[0022] LT 45 & B B R AR 24 01 () B A 2 it 7 SUEAT VR M U0 B o N 24 B AR I 2 5 e A P il
i ) B A S i 7 AR T U AR R A A 0T, JEA T RRHIA A TF

[0023] A TFHYEE—J7 TS it — M TL7Ra B L A4, 12 TL7Raf LA AR ) B R R e 271 B 47
SEQ ID NO. 1FT/RIAFH.

[0024]  HH1,SEQ 1D NO. LFT/REIFFIAT FioR -

[0025]  KKRIKPIVWPSLPDHKKTLEHLCKKPRKNLNVSFNPESFLDCQIHRVDDIQARDEVEGFLQDTFPQQL
EESEKQRLLGSNQEEAYVTMSSFYQNQ

[0026]  ARNIF A BN HL , b IR TL TR AR 1A R 0% A 28 G 0k A i T4 R ) 435 341 A
I, RIKEA EIRTLTRaERL AR B K & 1R 52 A4 B TA0 M B A7 B, Be A RO 47 R
2L

[0027] A TFIEE — 77 AR — ML IR , 1A% B G i 55— 7 THI BT 38 1) TL TR 4B e A4 s 10
e, iR %2 B SEQ ID NO. 2RI R T 41 -

[0028]  Jirpr,SEQ ID NO.2FrsMIAZH L P840 T s «

[0029] aaaaaaaggattaagcctatcgtatggecccagtcteccececgatcacaagaagactcectggaacacctttg
taagaaaccaagaaaaaatttaaatgtgagtttcaatcctgaaagtttcctggactgeccagattcatagggtggat
gacattcaagctagagatgaagtggaaggttttctgcaagatacgtttcctcagcaactagaagaatctgagaage
agaggcttctgggatcaaatcaagaagaagcatatgtcaccatgtccagecttctaccaaaaccags.

[0030] AT =J7 Rt —MEl &= A, Fridil & E A S HIKIKOERPURS & 45
REJ A2k < B i 45 Ay SR L P 5 5 A% 3 S5 A 38 s P it L P 5 5 4% 3 5 A U U R P 31 0 5 2
—J7 TH IR A TL7Ra i) R AA ) S IR PP 91 o 0 et , PR 470 Ji 485 6 435 A el 0. 5 i CD 44 ) B4
BEPUAA N/ BATICD1 33 L BEHUAA , BTk N A5 5 1% S S5 ML FE TLTRa 1 Bk 14 . S fIL ke

4
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o, prid el & 8 E A SEQ 1D NO.3FIRIIARIR .

[0031]  Hrr,SEQ ID NO.3from KRl & 8 H B HTCDA4R) R EEHT A L HTCD 133 AT BB HT A4
CD28 . IL7RaH) 4k /4 ANCD3Z A -

[0032]  H.rh,SEQ ID NO. 372 5L 7 5140 T s «

[0033]  QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGSNKFYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCARRSDYRGYYGMDVWGQGTTVTVSSGSTSGGGSGGGSGGGGSSETVLT
QSPATLSLSPGERATLSCRASQSVINYLAWYQQKPGQAPRLLITYDASNRASGIPARFSGSGSGTDFTLTISSLEPE
DFAVYYCQQRRNWPLTFGGGTKVETKGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTDFEMH
WVRQAPGQGLEWMGDIDPGTGDTAYNLKFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCALGAFVYWGQGTLVT
VSSGSTSGGGSGGGSGGGGSSDVVMTQSPLSLPVTPGEPASTSCRSSQSLANSYGNTYLSWYLQKPGQSPQLLIYG
ISNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCLQGTHQPYTFGQGTKLEIKTTTPAPRPPTPAPTIASQP
LSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVLLLSLVITLYCRSKRSRLLHSDYMNMTPRRPGPTRKH
YQPYAPPRDFAAYRSKKRIKPIVWPSLPDHKKTLEHLCKKPRKNLNVSFENPESFLDCQTHRVDDIQARDEVEGFLQ
DTFPQQLEESEKQRLLGSNQEEAYVTMSSFYQNQRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRD
PEMGGKPRRKNPQEGLYNELQKDKMAEAYSE IGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

[0034] A TFHI I J5 B Bt — M & A% IR , P id Rl S R 4 1% 58 = T ik B i 5 2R
AR, TR A IR LA SEQ 1D NO. AP RIGIZFER 741

[0035]  JHrpr,SEQ ID NO.4Fm/SHIAZ TR FF 5 FH T 4sf%SEQ 1D NO.3fRi @M o1
[0036]  JHpr,SEQ ID NO.4Fm/RAZEH R FIUn T s

[0037] caggtgcagctggtggagtctgggggaggecgtggteccagectgggaggtecectgagactetectgtge

agcgtctggattcaccttcagtagetatggecatgecactgggteccgecaggetccaggcaaggggetggagtgggty
gcagttatatggtatgatggaagtaataaattctatgcagactccgtgaagggecgattcaccatctccagagaca
attccaagaacacgctgtatctgcaaatgaacagcctgagagecgaggacacggetgtgtattactgtgegaggag
aagtgactacaggggctactacggtatggacgtctggggeccaagggaccacggtcaccgtcectectcaggecagtact
agcggtggtggeteegggggeggttecggtgggggeggecagecagegaaattgtgttgacacagteteccagecaccee
tgtctttgtctccaggggaaagagecaccctetectgecagggecagtcagagtgttatcaactacttageectggta
ccaacagaaacctggccaggctcccaggetcectcatctatgatgecatccaacagggectetggecatcecccagecagg
ttcagtggcagtgggtctgggacagacttcactctcaccatcagecagectagagectgaagattttgecagtttatt
actgtcagcagcgtcgcaactggecgetcactttecggeggagggaccaaggtggagatcaaaggaggtggtggate
cggaggtggtggeteccggaggtggtggatecccaggttcagetggtgecagtectggagetgaggtgaagaageetggg
gcctcagtgaaggtcectecctgecaaggettetggttacacctttaccgactttgaaatgecactgggtgegacaggece
ctggacaagggcttgagtggatgggagatattgatcctggaactggtgatactgectacaatctgaagttcaaggg
cagagtcaccatgaccacagacacatccacgagcacagcctacatggagctgaggagectgaggtctgacgacacg
gcecgtgtattactgtgegttgggggectttgtttactggggeccagggaaccetggtcacecgtetectcaggeagta
ctagcggtggtggecteecgggggeggtteecggtgggggeggecagecagegatgttgtgatgactcagtetecactete
cctgceccececgtcecaccectggagagecggectecatcectectgecaggtcectagtcagagtecttgecaaacagttatgggaac
acctatttgtcttggtacctgcagaagccagggecagtctccacagetecctgatctatgggatttccaacagatttt
ctggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggetga
ggacgttggggtttattactgcttacaaggtacacatcagecgtacacgtttggecaggggaccaagetggagate
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aaaaccactaccccagcaccgaggccacccaccececggetceccectaccatecgecteccagectetgtecctgegteegg
aggcatgtagacccgcagetggtggggecgtgeatacceggggtettgacttegectgegatatectacatttggge
ccctetggetggtacttgeggggtectgetgetttecactegtgatcactectttactgtaggagtaagaggageagg
ctcctgcacagtgactacatgaacatgactccccgeecgeccegggeccaccegcecaageattaccagecctatgecce
caccacgcgacttcgcagectatcgectccaaaaaaaggattaagectatecgtatggeccagtetecececgatcacaa
gaagactctggaacacctttgtaagaaaccaagaaaaaatttaaatgtgagtttcaatcctgaaagtttcctggac
tgccagattcatagggtggatgacattcaagctagagatgaagtggaaggttttctgcaagatacgtttectecage
aactagaagaatctgagaagcagaggcttctgggatcaaatcaagaagaagcatatgtcaccatgtccagettcta
ccaaaaccagcgcgtgaaattcageccgecagegecagatgeteccagectacaagecaggggecagaaccagetctacaac
gaactcaatcttggtcggagagaggagtacgacgtgectggacaagecggagaggacgggacccagaaatgggeggga
agccgcegcecagaaagaatccccaagagggectgtacaacgagetccaaaaggataagatggcagaagectatagega
gattggtatgaaaggggaacgcagaagaggcaaaggecacgacggactgtaccagggactcagecaccgecaccaag
gacacctatgacgctcttcacatgcaggececctgeegeeteggs.

[0038] A4 I 5 T U7 T F it — Fh B A, Frid R IA B N A RISHE , Prik LB AE
BAE AR S G > TS — R B gm S R N 15 548 540 T3 R v B ik
WAG %30 T & A 55— J7 T BTk i TL7Ra i BURLAR , BTk 28 — A% 1R 1 B 5 ik B8 — %
W2 BC 1A}l AN IRES TG BR2A K G % 15 51 s A 16 34, B 3k S TS ME D 565 VU 775 T 3 4 i 5
A

(00391 A TFHIEE /N7 M HR Bt — M RIE ik & HUR AR B AN , % RIS IR & HUE 2 AR B 40
P 15 32 A P G 5 07 T TR B R AR S5 45 21, P ik S R 2 AR S S Uy T
AR TLTRAf A

[0040] W]t , Frid 1 - A N TAAE .

[0041] AR L7 T AR AL 28— J7 T ik B TL7Ra i B R 4 L 5 — 07 TR Pk (R AL IR 26
=7 THI BTk B R S 58 DY T PO B R A AR B T T TR H) R Ak A BN U T P
IR B AR 702 AR R 40 L LE A 5 T R ) 245 |

[0042]  WTdedth , Fividk R 2 i PR 50RE

[0043] AN TFHIES )\ J7 At — MG MGV %AW S WA RO B4 28 75 J7 T
JITiR ) 238 & A TLTRaRE A4 B 1R 5 470552 AR 200

[0044] "~ it ik St AR AE— 2 BB AR AT (B AR 2 T I AN B b 1 32 BT ] PR 1
[0045]  SiZjiti 511

[0046] A< iz it f51) FH T+ B AR IB BRI AL 2

[0047] (1) R & FFHIE BI5%, 73 73 & FANSEQ ID NO 4.SEQ ID NO.5AISEQ ID NO.6
PRI R FP 51 . SEQ 1D NO. AP/ IR H R F 51 11T 2w SEQ 1D NO. 3P/ i il & 2
F1.SEQ ID NO.5HT/RIIZTE R T4 FH T 4wA4SEQ 1D NO. 7HT/RIf /42 A .SEQ ID NO. 6T
AN IR 2 AT 9 A9SEQ 1D NO. 8FrosHIfh & 8 H . e, SEQ ID NO.3.SEQ ID NO.7
AISEQ TD NO. 8Ff7R HIRh & 8 A M AL AN T

[0048]  G1:SEQ ID NO.3ffrziIfh & & H B HTCD44 ) L BEHTIR  HTCD1 33 B BEHTIE |
CD28 . IL7Rag & A ACD3Z AL ;

[0049]  G2:SEQ ID NO. 7R & 8 H i HiCDA4H) AR  HTCD133 A HLEEHT 14 .CD28
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FICD3LL Y 5

[0050]  G3:SEQ ID NO.S8PfrziIf & & F H HTCD44 ) FBEHTIR  HTCD1 33 B BEHTAE |
CD28. IL7RaFICD3ZH ik o

[0051]  Hrpr,SEQ ID NO.7HrRIRL& 8 H K2 EEIR 55040 N B

[0052]  QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGSNKFYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCARRSDYRGYYGMDVWGQGTTVTVSSGSTSGGGSGGGSGGGGSSETVLT
QSPATLSLSPGERATLSCRASQSVINYLAWYQQKPGQAPRLLITYDASNRASGIPARFSGSGSGTDFTLTISSLEPE
DFAVYYCQQRRNWPLTFGGGTKVETKGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTDFEMH
WVRQAPGQGLEWMGDIDPGTGDTAYNLKFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCALGAFVYWGQGTLVT
VSSGSTSGGGSGGGSGGGGSSDVVMTQSPLSLPVTPGEPASTSCRSSQSLANSYGNTYLSWYLQKPGQSPQLLIYG
ISNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCLQGTHQPYTFGQGTKLEIKTTTPAPRPPTPAPTIASQP
LSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVLLLSLVITLYCRSKRSRLLHSDYMNMTPRRPGPTRKH
YQPYAPPRDFAAYRSRVKFSRSADAPAYKQGQNQLYNELNLGRREEYDVLDKRRGRDPEMGGKPRRKNPQEGLYNE
LOKDKMAEAYSETGMKGERRRGKGHDGLYQGLSTATKDTYDALHMQALPPR

[0053]  SEQ ID NO.5H7n A% HBL P 5140 K o -

[0054] caggtgcagctggtggagtctgggggaggegtggteccagectgggaggtecctgagactetectgtge

agcgtctggattcaccttcagtagetatggecatgecactgggteccgecaggetccaggcaaggggetggagtgggty
gcagttatatggtatgatggaagtaataaattctatgcagactccgtgaagggecgattcaccatctccagagaca
attccaagaacacgctgtatctgcaaatgaacagcctgagagecgaggacacggetgtgtattactgtgegaggag
aagtgactacaggggctactacggtatggacgtctggggeccaagggaccacggtcaccgtcectectcaggecagtact
agcggtggtggeteegggggeggttecggtgggggeggecagecagegaaattgtgttgacacagteteccagecaccee
tgtctttgtctccaggggaaagagecaccctetectgecagggecagtcagagtgttatcaactacttageectggta
ccaacagaaacctggccaggctcccaggetcectcatctatgatgecatccaacagggectetggecatcecccagecagg
ttcagtggcagtgggtctgggacagacttcactctcaccatcagecagectagagectgaagattttgecagtttatt
actgtcagcagcgtcgcaactggeccgetcactttecggeggagggaccaaggtggagatcaaaggaggtggtggate
cggaggtggtggeteccggaggtggtggatecccaggttcagetggtgecagtectggagetgaggtgaagaageetggg
gcctcagtgaaggtcectecctgecaaggettetggttacacctttaccgactttgaaatgecactgggtgegacaggece
ctggacaagggcttgagtggatgggagatattgatcctggaactggtgatactgectacaatctgaagttcaaggg
cagagtcaccatgaccacagacacatccacgagcacagcctacatggagctgaggagectgaggtctgacgacacg
gcecgtgtattactgtgegttgggggectttgtttactggggeccagggaaccetggtcacecgtetectcaggeagta
ctagcggtggtggecteecgggggeggtteecggtgggggeggecagecagegatgttgtgatgactcagtetecactete
cctgcecceccgtcecaccectggagagecggectcecatcectectgecaggtectagtcagagtecttgecaaacagttatgggaac
acctatttgtcttggtacctgcagaagccagggcagtctccacagetecctgatctatgggatttccaacagatttt
ctggggtccctgacaggttcagtggecagtggatcaggcacagattttacactgaaaatcagcagagtggaggetga
ggacgttggggtttattactgcttacaaggtacacatcagecgtacacgtttggeccaggggaccaagetggagate
aaaaccactaccccagcaccgaggccacccacccececggetccectaccatecgecteccagectetgtecctgegteegg
aggcatgtagacccgcagetggtggggecgtgeatacceggggtettgacttegectgegatatectacatttggge
ccctetggetggtacttgeggggtectgetgetttecactegtgatcactectttactgtaggagtaagaggageagg

ctcctgcacagtgactacatgaacatgactccccgeecgececegggeccaccegcecaageattaccagecctatgecce
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caccacgcgacttcgcagectatcgetecccgegtgaaattcagecgecagegeagatgetceccagectacaageaggg
gcagaaccagctctacaacgaactcaatcttggtcggagagaggagtacgacgtgectggacaageggagaggacgg
gacccagaaatgggcgggaagecgegecagaaagaatccccaagagggectgtacaacgagetccaaaaggataaga
tggcagaagcctatagcgagattggtatgaaaggggaacgcagaagaggcaaaggecacgacggactgtaccaggg
actcagcaccgccaccaaggacacctatgacgectcttcacatgcaggeectgeegeeteggs.

[0055]  SEQ ID NO.8F/RIlG & H R EM 7 FI T s

[0056]  QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGSNKFYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCARRSDYRGYYGMDVWGQGTTVTVSSGSTSGGGSGGGSGGGGSSETVLT
QSPATLSLSPGERATLSCRASQSVINYLAWYQQKPGQAPRLLITYDASNRASGIPARFSGSGSGTDFTLTISSLEPE
DFAVYYCQQRRNWPLTFGGGTKVEIKGGGGSGGGGSGGGGSQVQLVQSGAEVKKPGASVKVSCKASGYTFTDFEMH
WVRQAPGQGLEWMGDIDPGTGDTAYNLKFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCALGAFVYWGQGTLVT
VSSGSTSGGGSGGGSGGGGSSDVVMTQSPLSLPVTPGEPASTSCRSSQSLANSYGNTYLSWYLQKPGQSPQLLIYG
ISNRFSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCLQGTHQPYTFGQGTKLEIKTTTPAPRPPTPAPTIASQP
LSLRPEACRPAAGGAVHTRGLDFACDIYIWAPLAGTCGVLLLSLVITLYCRSKRSRLLHSDYMNMTPRRPGPTRKH
YQPYAPPRDFAAYRSKKRIKPIVWPSLPDHKKTLEHLCKKPRKNLNVSFNPESFLDCQITHRVDDIQARDEVEGFLQ
DTFPQQLEESEKQRLGGDVQSPNCPSEDVVITPESFGRDSSLTCLAGNVSACDAPILSPSRSLDCRESGKNGPHVY
QDLLLSLGTTNSTLPPPFSLQSGILTLNPVAQGQPILTSLGSNQEEAYVTMSSFYQNQRVKESRSADAPAYKQGQN
QLYNELNLGRREEYDVLDKRRGRDPEMGGKPRKNPQEGLYNELQKDKMAEAYSETGMKGERRRGKGHDGLYQGLST
ATKDTYDALHMQALPPR o

[0057]  SEQ ID NO.6H7s A% HBL P 5140 K s -

[0058] caggtgcagctggtggagtctgggggaggegtggteccagectgggaggtecectgagactetectgtge
agcgtctggattcaccttcagtagetatggecatgecactgggteccgecaggetccaggcaaggggetggagtgggty
gcagttatatggtatgatggaagtaataaattctatgcagactccgtgaagggecgattcaccatctccagagaca
attccaagaacacgctgtatctgcaaatgaacagcctgagagecgaggacacggetgtgtattactgtgegaggag
aagtgactacaggggctactacggtatggacgtctggggeccaagggaccacggtcaccgtcectectcaggecagtact
agcggtggtggeteegggggeggttecggtgggggeggecagecagegaaattgtgttgacacagteteccagecaccee
tgtctttgtctccaggggaaagagecaccctetectgecagggecagtcagagtgttatcaactacttageectggta
ccaacagaaacctggccaggctcccaggetcectcatctatgatgecatccaacagggectetggecatcecccagecagg
ttcagtggcagtgggtctgggacagacttcactctcaccatcagecagectagagectgaagattttgecagtttatt
actgtcagcagcgtcgcaactggecgetcactttecggeggagggaccaaggtggagatcaaaggaggtggtggate
cggaggtggtggeteccggaggtggtggatecccaggttcagetggtgecagtectggagetgaggtgaagaageetggg
gcctcagtgaaggtcectecctgecaaggettetggttacacctttaccgactttgaaatgecactgggtgegacaggece
ctggacaagggcttgagtggatgggagatattgatcctggaactggtgatactgectacaatctgaagttcaaggg
cagagtcaccatgaccacagacacatccacgagcacagcctacatggagctgaggagectgaggtctgacgacacg
gcecgtgtattactgtgegttgggggectttgtttactggggeccagggaaccetggtcacecgtetectcaggeagta
ctagcggtggtggecteecgggggeggtteecggtgggggeggecagecagegatgttgtgatgactcagtetecactete
cctgecceccgtcecaccectggagagecggectecatectectgecaggtcectagtcagagtecttgecaaacagttatgggaac
acctatttgtcttggtacctgcagaagccagggcagtctccacagetecctgatctatgggatttccaacagatttt
ctggggtccctgacaggttcagtggcagtggatcaggcacagattttacactgaaaatcagcagagtggaggetga
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ggacgttggggtttattactgecttacaaggtacacatcagecgtacacgtttggeccaggggaccaagetggagate
aaaaccactaccccagcaccgaggccacccaccececggetceccectaccatecgecteccagectetgtecctgegteegg
aggcatgtagacccgcagetggtggggecgtgeatacceggggtettgacttegectgegatatectacatttggge
ccctetggetggtacttgeggggtectgetgetttecactegtgatcactetttactgtaggagtaagaggageagg
ctcctgcacagtgactacatgaacatgactccccgeecgeccegggeccaccegcecaageattaccagecctatgecce
caccacgcgacttcgcagectatcgectccaaaaaaaggattaagectatecgtatggeccagtetecececgatcataa
gaagactctggaacatctttgtaagaaaccaagaaaaaatttaaatgtgagtttcaatcctgaaagtttcctggac
tgccagattcatagggtggatgacattcaagctagagatgaagtggaaggttttctgcaagatacgtttectecage
aactagaagaatctgagaagcagaggcttggaggggatgtgcagageccccaactgeccatctgaggatgtagtcat
cactccagaaagctttggaagagattcatccctcacatgectggetgggaatgtcagtgecatgtgacgecectatt
ctctcecectteccaggtecctagactgecagggagagtggcaagaatgggectcatgtgtaccaggacctectgetta
gccttgggactacaaacagcacgetgecccectceccattttectecteccaatectggaatecctgacattgaacccagttge
tcagggtcagcccattcttactteccctgggatcaaatcaagaagaagcatatgtcaccatgtccagettectaccaa
aaccagcgcgtgaaattcagecgcecagegecagatgetccagectacaagcaggggeagaaccagetcectacaacgaac
tcaatcttggtcggagagaggagtacgacgtgectggacaageggagaggacgggacccagaaatgggegggaagece
gcgcagaaagaatccccaagagggectgtacaacgagectccaaaaggataagatggcagaagectatagegagatt
ggtatgaaaggggaacgcagaagaggcaaaggccacgacggactgtaccagggactcagecaccgecaccaaggaca
cctatgacgctcttcacatgcaggeectgeecgeeteggs

[0059]  (2) 5K HIpLVX-IRES- ANGFR (g4 Clontech/A &, £ 5 A631982) 1E A%k A , K %
T2 53 AE NP B (1) v G B 3R R IR e 11 » 45 ) AR S it A7) ) S A1 o B A ik A4k
[0060] i jitif51)2

[0061] A< S it f51) FH T b B R Wk 5 470 J5L 32 AR ) T4 i ) o) 28 A 00

[0062] (1) K<) 1 ¥4 22 () 3 A {8293 5 I8 B A4 NTpLVX - TRES - A NGFRZS B 473 Al 3E47 1%
TREE RS, SRS F IR R V7 AT TR A AR A0 57 B e A 3

[0063]  (2) 4% M 3k U5 9270 i MLV ) TR B - % 1L G & PBS 55 ImL HILVAVE 53, 98 e 448
AN ZIE A E W EFicol 18 L2, I T4°C . 400g 5644 N B0 30min, B 73 il 15 B N0
BLOEE R R, b b E R, R (] S A0, I AN PBS HE B e, I T 100g 26 1 T B O
10min, DY IEH o B 045 R G, 28 B2 BRE I ImLE 1640+10 % FBS+1 %6 X47i+1 X
Glutamined® 773& B 240 , SR 5 F FHHT A\ CD3/CD28H ¥k (W EH Thermo Fisher/A &) H ¥4
1, Fodh, B S AN IR A 1 X 10°41 A /L , BEER AN B9 100uL, F A 100TU/mL rhIL-2
(Peprotech) , R FR2K , 13 2 THI N .

[0064]  (3) #& BB T iR J7 VA EAT 1200 B 4% Gy« B Ay Bk o S 15 BRI T4 A, 23 S N 22 3R
(1) AL LIS 55, SR 5 TN ZIR 2 6ug/mLEf polybrene , 21, 3£ T-32°C . 800g 1 5% 14+
N 100m n o 0o 5 RS TN 55 77 A v 4K SR 1 95 24h o 15 SR 45 R 5 K 55 97 1) 1 15001 pmif)
S AE T B 15mi n, HOKE B O 1 B 0 41 LA 1 X 10°/mLFK) 85 B b T35 R AR 9 5 Bhrh1L2-
100TU/mL G %, LG 2- 3R Bl — Ik, B & 2- 48, 3 B 4 5 M Tk 2 41 fCAR-T 1.
CAR-T 2.CAR-T 3FICAR-T 4.JLH1,CAR-T 14 A SEQ ID NO.4FRIIAL H IR 741, Refig &
JIASEQ 1D NO. 3Pl &8 s CAR-T 25 9447SEQ 1D NO. S A% H IR 7 41 » RS ik
SEQ ID NO.7HrmiIf &8 H ;CAR-T 3¥HLASEQ 1D NO. 6P IR IR ¥ 51, RE i R ik



N 113201063 B W OB P 8/9 T

SEQ ID NO.8Hr Rl &8 s CAR-T 436 Ju g 3 84k

[0065] #5745 , FHPBSEL 2 20 Ml , F FH It A A SR I 3R Ak 4 G i (1) T E 441 e 17
b 451] S 2 T CAR SR [ A 2R o RSE Wl 7 925009 + 43 ) B oSO B 1 % i %) AR Ao WU T 400 A , PBS Y% 1R
Ja 3t B3 U U B AN A A I B PR BB RE S 30min 5 , B HPBS BV B A, I iR S
K I A R SRR AT e oA I, Ao MR A6 FH R 44 9t s - tag s ic I CDA4 FIPEFR i B Bt
His-taglIfi e &4 . 45 R 1~ 458 .

[0066] |12 A A TFSE 74 (AL AR CAR - T 1 200 L P a7 X 4 L SR 00 5 B I
[0067]  [K|22 AN TFSE G4 (AL AR CAR - T 22400 L Ft 37 X 40 L ARG 00 45 B I
[0068]  [E3J2 AN JF Sz fiti A H AL A CAR-T - 3400 b F 7t X 400 SR I 2 R ]
[0069]  [K|4 42 A A TF S A5 HR AL AR CAR - T A0 L P 37 X 0 LSRG 00 45 BRI
[0070]  ME1~3R[LLFEH,CAR-T 1400 CAR-T 241 MU FICAR-T 340 A o 6 Wl H1 X 1) T

B TR EL 20 M i) L e 0 s B4 RT AR HY , CAR-T A2 I SR AG I H DX i) T I 4 Tk E2 4
R B EL A o P b i B A St 81 A G S R R R CAR - TR 251 L B B R H A &

A

(00711 SEjifsl3

(00721 AR St 51 FH - 36 UIE S ot 5112 F40 S ¥ CAR - T PR 377 4 18 3 AN ZE A7 301

[0073] 7 J5 H SEZ it 45112 o A G I 855 5745 2 (¥ 4 FCAR - TAH L , 73 73] 5 CDA4AMICD 1 33 BH P A i

JR 98 T4 B GSC20 4% RE A A L = 10 (T4H M 0= - e R T4l 2 =) VR A o VR & S5 I 4T e
BT 245U R AT 5 9%, Horh , REAL AR S A R T A 1074 L AR AL USEAR BN I o 15 37
FAFEFE:37°C,5%CO0,, VLRI FE AR B o Ih50.4.8.12. 1826 K FHAN AT EU AN [F]
CAR-THH R HE4T %0, 48 55 A5 5] CAR - TAE S4B 5 T FR) 3 B 45 441,

[0074] F1
NG =T 4 £ S0 20 o 38N fO T s s (X< 10°
CAR-T 41l ANTA] CAR-T 40 M5 #0200 fi ST A4 3445 500 (X 10°)
0K 4K 8 K 12 K 18 K | 26K
[0075] CAR-T 1 1.029 | 2.860 | 3.995 | 4.533 | 5364 | 3.788
CAR-T 2 1.147 2.435 3.151 3.080 0.665 0
CAR-T 3 1.149 | 2.692 | 3.552 | 3953 | 3.253 0
CAR-T 4 1.135 | 2.494 | 2999 | 0.464 0 0
[0076] R IATLLEH , RKIAH LB TL7Ra A AR CAR - T4 A H 25 5 om i) 97 H4 5E J7 Al
KT,
[0077]  %fLb 4
[0078]  HW S 27 % Ye I RE F2 45 BICAR-T 1400, LA Az B ) £ i fifygg 88 S5 EGFR vITTH

&4 5 —ARCAR-T41 Ml (EGFR vITT-CD28-CD3) , 435 CDA4FH 14 F1CD 13 3BH 4 1) it oI 4
HIGSC20%¥% REAN[F] I CHE b (T ek &2« IR i T4 il &) 1R & KR & JE I 4 & T-96
FUB AT R TR, Horb, 4L P A R BUR T 44 X 104, 4L I R A 22 92000l . 55 77 4%
A3 : 37°C, 5% CO,, , VRN £ 7 A6 57 1 471N

(00791  FLPR Mt S BV 1 g - SO &5 R 5, B AL HIB R L00RL B T-96 fLEEFR AR H , [F]
i, AL I 100Ul LDHJEA) , S IR 8E'E S B2 30mino 52 N 45 3 , BEFL 50L& 1E 4 1k
RS BE o 7EBEEAR (X A90nmil & H6 2 BEAE (D) o T3 &4 P36 2 A (OD) , 4% F A H ST

10
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240 L X 2 o T A4 L ) SR A R AR TR

[0080]  ZLfi AR % = (SLIGZH0D- i 5 JRd 41 fi B & B 0D - %4 7 4 it H AR BEAOD) / (Jie i
I8 T 41 B A R R 0D - 5 5 98 4 At ) & B 7 0D)
[0081]  #& ik B L322,
[0082] K2
AR SR b R AL 4055 —AC CAR-T 4 M sk i S5 988 120 i 1) 24 i %
(%)
[0083] vEinng 5:1 3:1 2:1 1:1
CAR-T 1 84.74% 67.20% 37.13% 31.48%

1545 CAR-T 17.57% 14.62% 13.97% 11.88%

[0084]  pHER2\TLLE H , B[] 25 HL I8 2 B BE S EGFR v ITTHIA% 45 5 —AXCAR - T4H M Xt

2 SS9 T AR ) 2% U F3 AN AR AT SR AL R AR TLTRa AR AR (1 TAR M

[0085]

it 77 3 R BRI, R AR A TR BRI
BAARTY X L

[0086]

[0087]

NIFH

FH AH

G

LRSS M VR GR IR T A 2 T I PL Ik S it U5 3, (HZ , AR AT IR ARR F Rk se
W AT AR 2 TF R BOR T S8k AT 2 R i
] HLA R 1) o T AR AT IR VE
AN BT S S £ bR B AR Sy 3 T R R ) A B AR SRR AL fE AP
JERIEOLT v LB AR S @ i 7 AT AL, 9 1T AL R E R, AT % Ffe]
RERVAL & 5 A AT
BEAE , A 2 T B B R AN [ ) St 5 Q2 [ B ] A T AR R, R
»FLF RN ZANA A IR A TR A A

W
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[0001]
[0002]
[0003]
[0004]
[0005]
[0006]
[0007]
[0008]
[0009]
[0010]
[0011]
[0012]
[0013]
[0014]
[0015]
[0016]
[0017]
[0018]
[0019]
[0020]
[0021]
[0022]
[0023]
[0024]
[0025]
[0026]
[0027]
[0028]
[0029]
[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]
[0039]
[0040]
[0041]

B
110> b5t T ML SR 78 FiT

<120> TL7RafpJ A FE A K HAE 1) & Va7 osd i 2590 vh 1 FH &

<130> 17159BJNI-LGZ

<160> 8

<170> SIPOSequenceListing 1.0

210> 1

211> 95

<212> PRT

213> NTHF%)(Artificial Sequence)

<400> 1

Lys Lys Arg Ile Lys Pro Ile Val Trp Pro Ser

1 5 10

Lys Thr Leu Glu His Leu Cys Lys Lys Pro Arg
20 25

Ser Phe Asn Pro Glu Ser Phe Leu Asp Cys Gln

35 40
Asp Ile Gln Ala Arg Asp Glu Val Glu Gly Phe
50 55

Pro Gln Gln Leu Glu Glu Ser Glu Lys Gln Arg

65 70 75

Gln Glu Glu Ala Tyr Val Thr Met Ser Ser Phe

85 90

<210> 2

211> 285

<212> DNA

213> NTLF%| (Artificial Sequence)

<400> 2

aaaaaaagga ttaagcctat cgtatggccc agtctccceceg

cacctttgta agaaaccaag aaaaaattta aatgtgagtt

gactgccaga ttcatagggt ggatgacatt caagctagag

caagatacgt ttcctcagca actagaagaa tctgagaagc

caagaagaag catatgtcac catgtccagc ttctaccaaa

<210> 3

211> 822

212> PRT

<213> NLF%|(Artificial Sequence)

<400> 3

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val

1 5 10

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe

12

Leu Pro Asp His Lys
15
Lys Asn Leu Asn Val
30
Ile His Arg Val Asp
45
Leu Gln Asp Thr Phe
60
Leu Leu Gly Ser Asn
80
Tyr Gln Asn Gln
95

atcacaagaa gactctggaa 60
tcaatcctga aagtttcctg 120
atgaagtgga aggttttctg 180
agaggcttct gggatcaaat 240
accag 285

Val Gln Pro Gly Arg
15
Thr Phe Ser Ser Tyr
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[0042] 20 25 30

[0043] Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0044] 35 40 45

[0045] Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val
[0046] 50 55 60

[0047] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0048] 65 70 75 80
[0049] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0050] 85 90 95
[0051] Ala Arg Arg Ser Asp Tyr Arg Gly Tyr Tyr Gly Met Asp Val Trp Gly
[0052] 100 105 110

[0053] Gln Gly Thr Thr Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly
[0054] 115 120 125

[0055] Ser Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Ile Val Leu Thr
[0056] 130 135 140

[0057] Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu
[0058] 145 150 155 160
[0059] Ser Cys Arg Ala Ser Gln Ser Val Ile Asn Tyr Leu Ala Trp Tyr Gln
[0060] 165 170 175
[0061]  Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Asp Ala Ser Asn
[0062] 180 185 190

[0063] Arg Ala Ser Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr
[0064] 195 200 205

[0065] Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val
[0066] 210 215 220

[0067] Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu Thr Phe Gly Gly Gly
[0068] 225 230 235 240
[0069] Thr Lys Val Glu Ile Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[0070] 245 250 255
[0071]  Gly Gly Gly Gly Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val
[0072] 260 265 270

[0073] Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
[0074] 275 280 285

[0075] Thr Phe Thr Asp Phe Glu Met His Trp Val Arg Gln Ala Pro Gly Gln
[0076] 290 295 300

[0077] Gly Leu Glu Trp Met Gly Asp Ile Asp Pro Gly Thr Gly Asp Thr Ala
[0078] 305 310 315 320
[0079] Tyr Asn Leu Lys Phe Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser
[0080] 325 330 335
[0081] Thr Ser Thr Ala Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr
[0082] 340 345 350

[0083] Ala Val Tyr Tyr Cys Ala Leu Gly Ala Phe Val Tyr Trp Gly Gln Gly

13
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[0084] 355 360 365

[0085] Thr Leu Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly Ser Gly
[0086] 370 375 380

[0087] Gly Gly Ser Gly Gly Gly Gly Ser Ser Asp Val Val Met Thr Gln Ser
[0088] 385 390 395 400
[0089] Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys
[0090] 405 410 415
[0091] Arg Ser Ser Gln Ser Leu Ala Asn Ser Tyr Gly Asn Thr Tyr Leu Ser
[0092] 420 425 430

[0093] Trp Tyr Leu Gln Lys Pro Gly Gln Ser Pro Gln Leu Leu Ile Tyr Gly
[0094] 435 440 445

[0095] Ile Ser Asn Arg Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly
[0096] 450 455 460

[0097] Ser Gly Thr Asp Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp
[0098] 465 470 475 480
[0099] Val Gly Val Tyr Tyr Cys Leu Gln Gly Thr His Gln Pro Tyr Thr Phe
[0100] 485 490 495
[0101]  Gly Gln Gly Thr Lys Leu Glu Ile Lys Thr Thr Thr Pro Ala Pro Arg
[0102] 500 505 510

[0103] Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg
[0104] 515 520 525

[0105] Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly
[0106] 530 535 540

[0107] Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr
[0108] 545 550 555 560
[0109] Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Arg Ser
[0110] 565 570 575
[0111] Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg
[0112] 580 585 590

[0113] Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg
[0114] 595 600 605

[0115] Asp Phe Ala Ala Tyr Arg Ser Lys Lys Arg Ile Lys Pro Ile Val Trp
[0116] 610 615 620

[0117]  Pro Ser Leu Pro Asp His Lys Lys Thr Leu Glu His Leu Cys Lys Lys
[0118] 625 630 635 640
[0119]  Pro Arg Lys Asn Leu Asn Val Ser Phe Asn Pro Glu Ser Phe Leu Asp
[0120] 645 650 655
[0121] Cys Gln Ile His Arg Val Asp Asp Ile Gln Ala Arg Asp Glu Val Glu
[0122] 660 665 670

[0123]  Gly Phe Leu Gln Asp Thr Phe Pro Gln Gln Leu Glu Glu Ser Glu Lys
[0124] 675 680 685

[0125]  Gln Arg Leu Leu Gly Ser Asn Gln Glu Glu Ala Tyr Val Thr Met Ser

14
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[0126] 690 695 700

[0127] Ser Phe Tyr Gln Asn Gln Arg Val Lys Phe Ser Arg Ser Ala Asp Ala

[0128] 705 710 715 720

[0129] Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn Leu

[0130] 725 730 735

[0131]  Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg Asp

[0132] 740 745 750

[0133] Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly Leu

[0134] 755 760 765

[0135] Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu Ile

[0136] 770 775 780

[0137] Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu Tyr

[0138] 785 790 795 800

[0139] Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His Met

[0140] 805 810 815

[0141] Gln Ala Leu Pro Pro Arg

[0142] 820

[0143] <210> 4

[0144]  <211> 2466

[0145]  <212> DNA

[0146] <213> NILJ¥%(Artificial Sequence)

[0147]  <400> 4

[0148] caggtgcage tggtggagtc tgggggagge gtggtccage ctgggaggte cctgagacte 60
[0149] tcctgtgecag cgtetggatt caccttcagt agctatggea tgcactgggt ccgecagget 120
[0150] ccaggcaagg ggctggagtg ggtggecagtt atatggtatg atggaagtaa taaattctat 180
[0151] gcagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240
[0152] ctgcaaatga acagcctgag agccgaggac acggetgtgt attactgtge gaggagaagt 300
[0153] gactacaggg gctactacgg tatggacgtc tggggccaag ggaccacggt caccgtctec 360
[0154] tcaggcagta ctagcggtgg tggetceggg ggcggttecg gtgggggegg cageagegaa 420
[0155] attgtgttga cacagtctcc agccaccctg tctttgtecte caggggaaag agccacccte 480
[0156] tcctgecaggg ccagtcagag tgttatcaac tacttagect ggtaccaaca gaaacctgge 540
[0157] caggctccca ggetectecat ctatgatgea tccaacaggg cctctggeat cccagecagg 600
[0158] ttcagtggeca gtgggtetgg gacagacttc actctcacca tcagcagect agagcctgaa 660
[0159] gattttgcag tttattactg tcagcagcgt cgcaactgge cgctcacttt cggeggaggg 720
[0160] accaaggtgg agatcaaagg aggtggtgga tccggaggtg gtggeteegg aggtggtgga 780
[0161] tcccaggtte agetggtgea gtctggaget gaggtgaaga agectgggge ctcagtgaag 840
[0162] gtctcctgea aggettctgg ttacaccttt accgactttg aaatgcactg ggtgegacag 900
[0163] gcecectggac aagggettga gtggatggga gatattgatce ctggaactgg tgatactgece 960
[0164] tacaatctga agttcaaggg cagagtcacc atgaccacag acacatccac gagcacagcce 1020
[0165] tacatggage tgaggagcct gaggtctgac gacacggecg tgtattactg tgegttgggg 1080
[0166] gcetttgttt actggggeca gggaaccetg gtcaccgtet cctcaggeag tactageggt 1140
[0167] ggtggctecg ggggeggttic cggtggggee ggeageageg atgttgtgat gactcagtet 1200
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[0168] ccactctcce tgecegtcac ccectggagag cceggecteca tctcectgeag gtectagtcag 1260
[0169] agtcttgcaa acagttatgg gaacacctat ttgtcttggt acctgcagaa gccagggcag 1320
[0170] tctccacage tcctgatcta tgggatttce aacagatttt ctggggtcecee tgacaggtte 1380
[0171] agtggcagtg gatcaggcac agattttaca ctgaaaatca gcagagtgga ggctgaggac 1440
[0172] gttggggttt attactgett acaaggtaca catcagccgt acacgtttgg ccaggggace 1500
[0173] aagctggaga tcaaaaccac taccccagca ccgaggecac ccacccegge tcctaccate 1560
[0174] gcctcccage ctetgtecet gegtccggag geatgtagac cegeagetgg tggggeegtg 1620
[0175] catacccggg gtcttgactt cgectgegat atctacattt gggeccctet ggetggtact 1680
[0176] tgeggggtee tgetgettte actecgtgate actctttact gtaggagtaa gaggagecagg 1740
[0177] ctcectgecaca gtgactacat gaacatgact ccccgeegee ccgggeccac ccgecaageat 1800
[0178] taccagccct atgeccccace acgegacttc gecagectatce getccaaaaa aaggattaag 1860
[0179] cctatcgtat ggcccagtct cccecgatcac aagaagactc tggaacacct ttgtaagaaa 1920
[0180] ccaagaaaaa atttaaatgt gagtttcaat cctgaaagtt tcctggactg ccagattcat 1980
[0181] agggtggatg acattcaage tagagatgaa gtggaaggtt ttctgcaaga tacgtttcct 2040
[0182] cagcaactag aagaatctga gaagcagagg cttctgggat caaatcaaga agaagcatat 2100
[0183] gtcaccatgt ccagcttcta ccaaaaccag cgecgtgaaat tcagccgcag cgecagatget 2160
[0184] ccagcctaca agcaggggca gaaccagctc tacaacgaac tcaatcttgg tcggagagag 2220
[0185] gagtacgacg tgctggacaa gcggagagga cgggacccag aaatgggegg gaagecgege 2280
[0186] agaaagaatc cccaagaggg cctgtacaac gagctccaaa aggataagat ggcagaagcec 2340
[0187] tatagcgaga ttggtatgaa aggggaacgc agaagaggca aaggccacga cggactgtac 2400
[0188] cagggactca gcaccgccac caaggacacc tatgacgctc ttcacatgca ggecctgecg 2460
[0189] cctcgg 2466

[0190] <210> 5

[0191]  <211> 2181

[0192]  <212> DNA

[0193] <213> ANT.JF%) (Artificial Sequence)

[0194]  <400> 5

[0195] caggtgcage tggtggagtc tgggggagge gtggtccage ctgggaggte cctgagacte 60
[0196] tcctgtgecag cgtetggatt caccttcagt agetatggea tgcactgggt ccgecagget 120
[0197] ccaggcaagg ggctggagtg ggtggeagtt atatggtatg atggaagtaa taaattctat 180
[0198] gcagactccg tgaagggeeg attcaccatc tccagagaca attccaagaa cacgetgtat 240
[0199] ctgcaaatga acagcctgag agccgaggac acggetgtgt attactgtge gaggagaagt 300
[0200] gactacaggg gctactacgg tatggacgtc tggggccaag ggaccacggt caccgtcetee 360
[0201] tcaggcagta ctagcggtgg tggctceggg ggeggttecg gtgggggegg cagecagegaa 420
[0202] attgtgttga cacagtctcc agccaccctg tctttgtctc caggggaaag agccaccctc 480
[0203] tcctgecaggg ccagtcagag tgttatcaac tacttagect ggtaccaaca gaaacctgge 540
[0204] caggctccca ggctcctcat ctatgatgea tccaacaggg cctctggecat cccagecagg 600
[0205] ttcagtggca gtgggtctgg gacagacttc actctcacca tcagcagcct agagcctgaa 660
[0206] gattttgcag tttattactg tcagcagcgt cgcaactgge cgctcacttt cggeggaggg 720
[0207] accaaggtgg agatcaaagg aggtggtgga tccggaggtg gtggctcegg aggtggtgga 780
[0208] tcccaggtte agetggtgea gtctggaget gaggtgaaga agectgggge ctcagtgaag 840
[0209] gtctcetgea aggettetgg ttacaccttt accgactttg aaatgcactg ggtgegacag 900
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[0210] gceectggac aagggettga gtggatggga gatattgate ctggaactgg tgatactgee 960
[0211] tacaatctga agttcaaggg cagagtcacc atgaccacag acacatccac gagcacagcc 1020
[0212] tacatggagec tgaggagcct gaggtctgac gacacggecg tgtattactg tgegttgggg 1080
[0213] gcctttgttt actggggeca gggaacccetg gtcaccgtct cctcaggeag tactageggt 1140
[0214] gotggcteeg ggggeggtte cggtggggge ggcagecageg atgttgtgat gactcagtet 1200
[0215] ccactctcece tgecegtcac ccctggagag ceggecteca tctectgeag gtetagtcag 1260
[0216] agtcttgcaa acagttatgg gaacacctat ttgtcttggt acctgcagaa gccagggeag 1320
[0217] tctccacage tcctgatcta tgggatttce aacagatttt ctggggtcee tgacaggtte 1380
[0218] agtggcagtg gatcaggcac agattttaca ctgaaaatca gcagagtgga ggctgaggac 1440
[0219] gttggggttt attactgett acaaggtaca catcagccgt acacgtttgg ccaggggace 1500
[0220] aagctggaga tcaaaaccac taccccagceca ccgaggccac ccaccccgge tcctaccate 1560
[0221] gceteccage ctetgteeet gegtecggag geatgtagac ccgecagetgg tggggeegtg 1620
[0222] catacccggg gtcttgactt cgecctgegat atctacattt gggeccctet ggetggtact 1680
[0223] tgecggggtee tgetgettte actcgtgate actctttact gtaggagtaa gaggagcagg 1740
[0224] ctcctgcaca gtgactacat gaacatgact ccccgeegee ccgggeccac ccgeaageat 1800
[0225] taccagccct atgccccacce acgegactte gecagectatce getccegegt gaaattcage 1860
[0226] cgcagcgcag atgctccage ctacaagcag gggeagaacc agctctacaa cgaactcaat 1920
[0227] cttggtcgga gagaggagta cgacgtgetg gacaagecgga gaggacggga cccagaaatg 1980
[0228] ggcgggaage cgegeagaaa gaatccccaa gagggectgt acaacgaget ccaaaaggat 2040
[0229] aagatggcag aagcctatag cgagattggt atgaaagggg aacgcagaag aggcaaagge 2100
[0230] cacgacggac tgtaccaggg actcagcacc gccaccaagg acacctatga cgetcttcac 2160
[0231] atgcaggccc tgcegecteg g 2181

[0232] <210> 6

[0233] <211> 2766

[0234]  <212> DNA

[0235] <213> ANTLJF%| (Artificial Sequence)

[0236]  <400> 6

[0237] caggtgcage tggtggagtc tgggggagge gtggtccage ctgggaggte cctgagacte 60
[0238] tcctgtgeag cgtetggatt caccttcagt agetatggea tgcactgggt ccgecagget 120
[0239] ccaggcaagg ggctggagtg ggtggeagtt atatggtatg atggaagtaa taaattctat 180
[0240] gcagactccg tgaagggeeg attcaccatc tccagagaca attccaagaa cacgetgtat 240
[0241] ctgcaaatga acagcctgag agccgaggac acggetgtgt attactgtge gaggagaagt 300
[0242] gactacaggg gctactacgg tatggacgtc tggggccaag ggaccacggt caccgtcectee 360
[0243] tcaggcagta ctagcggtgg tggetceggg ggeggttecg gtgggggegg cagecagegaa 420
[0244] attgtgttga cacagtctcc agccaccctg tectttgtcecte caggggaaag agccacccte 480
[0245] tcctgecaggg ccagtcagag tgttatcaac tacttagect ggtaccaaca gaaacctgge 540
[0246] caggctccca ggetcctcat ctatgatgeca tccaacaggg cctctggeat cccagecagg 600
[0247] ttcagtggca gtgggtctgg gacagacttc actctcacca tcagcagect agagcctgaa 660
[0248] gattttgcag tttattactg tcagcagcgt cgcaactgge cgetcacttt cggeggaggg 720
[0249] accaaggtgg agatcaaagg aggtggtgga tccggaggtg gtggctcegg aggtggtgga 780
[0250] tcccaggtte agetggtgea gtctggaget gaggtgaaga agectgggge ctcagtgaag 840
[0251] gtctcctgea aggettctgg ttacaccttt accgactttg aaatgcactg ggtgegacag 900
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[0252] gceectggac aagggettga gtggatggga gatattgate ctggaactgg tgatactgee 960
[0253] tacaatctga agttcaaggg cagagtcacc atgaccacag acacatccac gagcacagcc 1020
[0254] tacatggagec tgaggagcct gaggtctgac gacacggecg tgtattactg tgegttgggg 1080
[0255] gcctttgttt actggggeca gggaaccctg gtcaccgtct cctcaggeag tactageggt 1140
[0256] gotggcteeg ggggeggtte cggtggggge ggcagecageg atgttgtgat gactcagtet 1200
[0257] ccactctcece tgecegtecac ccctggagag ccggecteca tctectgeag gtctagtcag 1260
[0258] agtcttgcaa acagttatgg gaacacctat ttgtcttggt acctgcagaa gccagggeag 1320
[0259] tctccacage tcctgatcta tgggatttce aacagatttt ctggggtcee tgacaggtte 1380
[0260] agtggcagtg gatcaggcac agattttaca ctgaaaatca gcagagtgga ggctgaggac 1440
[0261] gttggggttt attactgett acaaggtaca catcagccgt acacgtttgg ccaggggace 1500
[0262] aagctggaga tcaaaaccac taccccagca ccgaggccac ccaccccgge tcctaccate 1560
[0263] gceteccage ctetgtecet gegtecggag geatgtagac ccgecagetgg tggggeegtg 1620
[0264] catacccggg gtcttgactt cgecctgegat atctacattt gggeccctet ggetggtact 1680
[0265] tgeggggtee tgetgettte actcgtgate actctttact gtaggagtaa gaggagcagg 1740
[0266] ctcctgcaca gtgactacat gaacatgact ccccgeegee ccgggeccac ccgeaageat 1800
[0267] taccagccct atgccccacce acgegacttce gecagectatc getccaaaaa aaggattaag 1860
[0268] cctatcgtat ggcccagtct ccccgatcat aagaagactc tggaacatct ttgtaagaaa 1920
[0269] ccaagaaaaa atttaaatgt gagtttcaat cctgaaagtt tcctggactg ccagattcat 1980
[0270] agggtggatg acattcaagec tagagatgaa gtggaaggtt ttctgcaaga tacgtttcct 2040
[0271] cagcaactag aagaatctga gaagcagagg cttggagggg atgtgcagag ccccaactge 2100
[0272] ccatctgagg atgtagtcat cactccagaa agctttggaa gagattcatc cctcacatge 2160
[0273] ctggctggea atgtcagtge atgtgacgec cctattctet cecctteccag gtccctagac 2220
[0274] tgcagggaga gtggcaagaa tgggcctcat gtgtaccagg acctcctget tagecttggg 2280
[0275] actacaaaca gcacgctgec ccctccattt tctctccaat ctggaatcct gacattgaac 2340
[0276] ccagttgcte agggtcagece cattcttact tccctgggat caaatcaaga agaagcatat 2400
[0277] gtcaccatgt ccagcttcta ccaaaaccag cgcgtgaaat tcagccgcag cgecagatget 2460
[0278] ccagcctaca agcaggggca gaaccagctc tacaacgaac tcaatcttgg tcggagagag 2520
[0279] gagtacgacg tgctggacaa gcggagagga cgggacccag aaatgggegg gaagecgege 2580
[0280] agaaagaatc cccaagaggg cctgtacaac gagctccaaa aggataagat ggcagaagece 2640
[0281] tatagcgaga ttggtatgaa aggggaacgc agaagaggca aaggccacga cggactgtac 2700
[0282] cagggactca gcaccgeccac caaggacacc tatgacgetc ttcacatgea ggecctgecg 2760
[0283] cctcgg 2766

[0284] <210> 7

[0285]  <211> 727

[0286]  <212> PRT

[0287]  <213> ALF% (Artificial Sequence)

[0288]  <400> 7

[0289] Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

[0290] 1 5 10 15

[0291]  Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr

[0292] 20 25 30

[0293] Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
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[0294] 35 40 45

[0295] Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val
[0296] 50 55 60

[0297] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0298] 65 70 75 80
[0299] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0300] 85 90 95
[0301] Ala Arg Arg Ser Asp Tyr Arg Gly Tyr Tyr Gly Met Asp Val Trp Gly
[0302] 100 105 110

[0303] Gln Gly Thr Thr Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly
[0304] 115 120 125

[0305] Ser Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Ile Val Leu Thr
[0306] 130 135 140

[0307] Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu
[0308] 145 150 155 160
[0309] Ser Cys Arg Ala Ser Gln Ser Val Ile Asn Tyr Leu Ala Trp Tyr Gln
[0310] 165 170 175
[0311]  Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Asp Ala Ser Asn
[0312] 180 185 190

[0313] Arg Ala Ser Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr
[0314] 195 200 205

[0315] Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val
[0316] 210 215 220

[0317] Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu Thr Phe Gly Gly Gly
[0318] 225 230 235 240
[0319] Thr Lys Val Glu Ile Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[0320] 245 250 255
[0321] Gly Gly Gly Gly Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val
[0322] 260 265 270

[0323] Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
[0324] 275 280 285

[0325] Thr Phe Thr Asp Phe Glu Met His Trp Val Arg Gln Ala Pro Gly Gln
[0326] 290 295 300

[0327] Gly Leu Glu Trp Met Gly Asp Ile Asp Pro Gly Thr Gly Asp Thr Ala
[0328] 305 310 315 320
[0329] Tyr Asn Leu Lys Phe Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser
[0330] 325 330 335
[0331] Thr Ser Thr Ala Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr
[0332] 340 345 350

[0333] Ala Val Tyr Tyr Cys Ala Leu Gly Ala Phe Val Tyr Trp Gly Gln Gly
[0334] 355 360 365

[0335] Thr Leu Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly Ser Gly
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[0336] 370 375 380

[0337] Gly Gly Ser Gly Gly Gly Gly Ser Ser Asp Val Val Met Thr Gln Ser
[0338] 385 390 395 400
[0339] Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys
[0340] 405 410 415
[0341] Arg Ser Ser Gln Ser Leu Ala Asn Ser Tyr Gly Asn Thr Tyr Leu Ser
[0342] 420 425 430

[0343] Trp Tyr Leu Gln Lys Pro Gly Gln Ser Pro Gln Leu Leu Ile Tyr Gly
[0344] 435 440 445

[0345] Ile Ser Asn Arg Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly
[0346] 450 455 460

[0347] Ser Gly Thr Asp Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp
[0348] 465 470 475 480
[0349] Val Gly Val Tyr Tyr Cys Leu Gln Gly Thr His Gln Pro Tyr Thr Phe
[0350] 485 490 495
[0351] Gly Gln Gly Thr Lys Leu Glu Ile Lys Thr Thr Thr Pro Ala Pro Arg
[0352] 500 505 510

[0353] Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg
[0354] 515 520 525

[0355] Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly
[0356] 530 535 540

[0357] Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr
[0358] 545 550 555 560
[0359] Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Arg Ser
[0360] 565 570 575
[0361] Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg
[0362] 580 585 590

[0363] Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg
[0364] 595 600 605

[0365] Asp Phe Ala Ala Tyr Arg Ser Arg Val Lys Phe Ser Arg Ser Ala Asp
[0366] 610 615 620

[0367] Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu Tyr Asn Glu Leu Asn
[0368] 625 630 635 640
[0369] Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg Arg Gly Arg
[0370] 645 650 655
[0371]  Asp Pro Glu Met Gly Gly Lys Pro Arg Arg Lys Asn Pro Gln Glu Gly
[0372] 660 665 670

[0373] Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr Ser Glu
[0374] 675 680 685

[0375] Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp Gly Leu
[0376] 690 695 700

[0377] Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala Leu His
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[0378] 705 710 715 720
[0379] Met Gln Ala Leu Pro Pro Arg

[0380] 725

[0381] <210> 8

[0382] <211> 921

[0383]  <212> PRT

[0384] <213> NL%(Artificial Sequence)

[0385]  <400> 8

[0386] Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
[0387] 1 5 10 15
[0388] Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr
[0389] 20 25 30

[0390] Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
[0391] 35 40 45

[0392] Ala Val Ile Trp Tyr Asp Gly Ser Asn Lys Phe Tyr Ala Asp Ser Val
[0393] 50 55 60

[0394] Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr
[0395] 65 70 75 80
[0396] Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
[0397] 85 90 95
[0398] Ala Arg Arg Ser Asp Tyr Arg Gly Tyr Tyr Gly Met Asp Val Trp Gly
[0399] 100 105 110

[0400] Gln Gly Thr Thr Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly
[0401] 115 120 125

[0402] Ser Gly Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Ile Val Leu Thr
[0403] 130 135 140

[0404] Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu
[0405] 145 150 155 160
[0406] Ser Cys Arg Ala Ser Gln Ser Val Ile Asn Tyr Leu Ala Trp Tyr Gln
[0407] 165 170 175
[0408] Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Asp Ala Ser Asn
[0409] 180 185 190

[0410] Arg Ala Ser Gly Ile Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr
[0411] 195 200 205

[0412] Asp Phe Thr Leu Thr Ile Ser Ser Leu Glu Pro Glu Asp Phe Ala Val
[0413] 210 215 220

[0414] Tyr Tyr Cys Gln Gln Arg Arg Asn Trp Pro Leu Thr Phe Gly Gly Gly
[0415] 225 230 235 240
[0416] Thr Lys Val Glu Ile Lys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[0417] 245 250 255
[0418] Gly Gly Gly Gly Ser Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val
[0419] 260 265 270
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[0420] Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr
[0421] 275 280 285

[0422] Thr Phe Thr Asp Phe Glu Met His Trp Val Arg Gln Ala Pro Gly Gln
[0423] 290 295 300

[0424] Gly Leu Glu Trp Met Gly Asp Ile Asp Pro Gly Thr Gly Asp Thr Ala
[0425] 305 310 315 320
[0426] Tyr Asn Leu Lys Phe Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser
[0427] 325 330 335
[0428] Thr Ser Thr Ala Tyr Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr
[0429] 340 345 350

[0430] Ala Val Tyr Tyr Cys Ala Leu Gly Ala Phe Val Tyr Trp Gly Gln Gly
[0431] 355 360 365

[0432] Thr Leu Val Thr Val Ser Ser Gly Ser Thr Ser Gly Gly Gly Ser Gly
[0433] 370 375 380

[0434] Gly Gly Ser Gly Gly Gly Gly Ser Ser Asp Val Val Met Thr Gln Ser
[0435] 385 390 395 400
[0436] Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser Ile Ser Cys
[0437] 405 410 415
[0438] Arg Ser Ser Gln Ser Leu Ala Asn Ser Tyr Gly Asn Thr Tyr Leu Ser
[0439] 420 425 430

[0440] Trp Tyr Leu Gln Lys Pro Gly Gln Ser Pro Gln Leu Leu Ile Tyr Gly
[0441] 435 440 445

[0442] Ile Ser Asn Arg Phe Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly
[0443] 450 455 460

[0444]  Ser Gly Thr Asp Phe Thr Leu Lys Ile Ser Arg Val Glu Ala Glu Asp
[0445] 465 470 475 480
[0446] Val Gly Val Tyr Tyr Cys Leu Gln Gly Thr His Gln Pro Tyr Thr Phe
[0447] 485 490 495
[0448] Gly Gln Gly Thr Lys Leu Glu Ile Lys Thr Thr Thr Pro Ala Pro Arg
[0449] 500 505 510

[0450] Pro Pro Thr Pro Ala Pro Thr Ile Ala Ser Gln Pro Leu Ser Leu Arg
[0451] 515 520 525

[0452] Pro Glu Ala Cys Arg Pro Ala Ala Gly Gly Ala Val His Thr Arg Gly
[0453] 530 535 540

[0454] Leu Asp Phe Ala Cys Asp Ile Tyr Ile Trp Ala Pro Leu Ala Gly Thr
[0455] 545 550 555 560
[0456] Cys Gly Val Leu Leu Leu Ser Leu Val Ile Thr Leu Tyr Cys Arg Ser
[0457] 565 570 575
[0458] Lys Arg Ser Arg Leu Leu His Ser Asp Tyr Met Asn Met Thr Pro Arg
[0459] 580 585 590

[0460] Arg Pro Gly Pro Thr Arg Lys His Tyr Gln Pro Tyr Ala Pro Pro Arg
[0461] 595 600 605
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[0462] Asp Phe Ala Ala Tyr Arg Ser Lys Lys Arg Ile Lys Pro Ile Val Trp
[0463] 610 615 620

[0464] Pro Ser Leu Pro Asp His Lys Lys Thr Leu Glu His Leu Cys Lys Lys
[0465] 625 630 635 640
[0466] Pro Arg Lys Asn Leu Asn Val Ser Phe Asn Pro Glu Ser Phe Leu Asp
[0467] 645 650 655
[0468] Cys Gln Ile His Arg Val Asp Asp Ile Gln Ala Arg Asp Glu Val Glu
[0469] 660 665 670

[0470] Gly Phe Leu Gln Asp Thr Phe Pro Gln Gln Leu Glu Glu Ser Glu Lys
[0471] 675 680 685

[0472] Gln Arg Leu Gly Gly Asp Val Gln Ser Pro Asn Cys Pro Ser Glu Asp
[0473] 690 695 700

[0474] Val Val Ile Thr Pro Glu Ser Phe Gly Arg Asp Ser Ser Leu Thr Cys
[0475] 705 710 715 720
[0476] Leu Ala Gly Asn Val Ser Ala Cys Asp Ala Pro Ile Leu Ser Pro Ser
[0477] 725 730 735
[0478] Arg Ser Leu Asp Cys Arg Glu Ser Gly Lys Asn Gly Pro His Val Tyr
[0479] 740 745 750

[0480] Gln Asp Leu Leu Leu Ser Leu Gly Thr Thr Asn Ser Thr Leu Pro Pro
[0481] 755 760 765

[0482] Pro Phe Ser Leu Gln Ser Gly Ile Leu Thr Leu Asn Pro Val Ala Gln
[0483] 770 775 780

[0484] Gly Gln Pro Ile Leu Thr Ser Leu Gly Ser Asn Gln Glu Glu Ala Tyr
[0485] 785 790 795 800
[0486] Val Thr Met Ser Ser Phe Tyr Gln Asn Gln Arg Val Lys Phe Ser Arg
[0487] 805 810 815
[0488] Ser Ala Asp Ala Pro Ala Tyr Lys Gln Gly Gln Asn Gln Leu Tyr Asn
[0489] 820 825 830

[0490] Glu Leu Asn Leu Gly Arg Arg Glu Glu Tyr Asp Val Leu Asp Lys Arg
[0491] 835 840 845

[0492] Arg Gly Arg Asp Pro Glu Met Gly Gly Lys Pro Arg Lys Asn Pro Gln
[0493] 850 855 860

[0494] Glu Gly Leu Tyr Asn Glu Leu Gln Lys Asp Lys Met Ala Glu Ala Tyr
[0495] 865 870 875 880
[0496] Ser Glu Ile Gly Met Lys Gly Glu Arg Arg Arg Gly Lys Gly His Asp
[0497] 885 890 895
[0498] Gly Leu Tyr Gln Gly Leu Ser Thr Ala Thr Lys Asp Thr Tyr Asp Ala
[0499] 900 905 910

[0500] Leu His Met Gln Ala Leu Pro Pro Arg

[0501] 915 920
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