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(57) Abstract: This invention provides compounds, compositions and methods for modulating the expression of human p21 using
RNA interference. The RNA interference molecules can be used in methods for preventing or treating diseases such as malignant tu-
mor. A nucleic acid molecule can have a) a polynucleotide sense strand and a polynucleotide antisense strand; b) each strand of the
molecule being from 15 to 30 nucleotides in length; ¢) a contiguous region of from 15 to 30 nucleotides of the antisense strand being
complementary to a sequence of an mRNA encoding p21; and d) at least a portion of the sense strand can be complementary to at
least a portion of the antisense strand, and the molecule has a duplex region of from 15 to 30 nucleotides in length.
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RNA AGENTS FOR P21 GENE MODULATION

TECHNICAL FIELD OF THE INVENTION

[0001] This invention relates to the fields of biopharmaceuticals and therapeutics
composed of nucleic acid based molecules. More particularly, this invention relates to
compounds and compositions utilizing RNA interference (RNA1) for modulating the

expression of human p21.

SEQUENCE LISTING

[0002] This application includes a Sequence Listing submitted electronically as
an ASCII file created on December 23, 2015, named ND5123458WO_SL txt, which is

1,311,243 bytes in size, and is hereby incorporated by reference in its entirety.

BACKGROUND OF THE INVENTION

[0003] p21 1s a cell cycle-regulating protein that is encoded by CDKNI1A gene
and belongs to the CIP/KIP family. This protein has the function of inhibiting cell cycle
progression at the G1 phase and the G2/M phase by inhibiting the effect of a cyclin-CDK
complex through binding to the complex. Specifically, the p21 gene undergoes activation
by p53, one of tumor suppressor genes. It has been reported that upon activation of p53
due to DNA damage or the like, p53 activates p21 so that the cell cycle is arrested at the
G1 phase and the G2/M phase.

[0004] p21 1s overexpressed in a variety of human cancers including prostate,
cervical, breast and squamous cell carcinomas and, in many cases, p21 upregulation
correlates positively with tumor grade, invasiveness and aggressiveness. See, e.g., Chang
et al., Proc. Natl. Acad. Sci. USA, 2000, Vol. 97, No. 8, pp. 4291-96. Also, up-regulation
of p21 has been reported to be associated with tumorigenicity and poor prognosis in
many forms of cancers, including brain, prostate, ovarian, breast, and esophageal cell
cancers. See, e.g., Winters et al., Breast Cancer Research, 2003, Vol. 5, No. 6, pp. R242-

R249. Also, the disease can be age related diseases, including atherosclerosis,
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Alzheimer’s disease, amyloidosis, and arthritis. See, e.g., Chang et al., Proc. Natl. Acad.

Sci. USA, 2000, Vol. 97, No. 8, pp. 4291-96.

[0005] Therapeutics for inhibition of p21 expression will require highly potent

siRNA sequences and structures.

[0006] What is needed are siRNA sequences, compounds and structures for

inhibition of p21 expression.
BRIEF SUMMARY

[0007] This invention relates to compounds, compositions and methods for

modulating the expression of human p21 using RNA interference.

[0008] In some embodiments, this invention provides molecules for RNA

interference gene silencing of p21.

[0009] In further embodiments, the structures, molecules and compositions of this
invention can be used in methods for preventing or treating diseases, or ameliorating

symptoms of conditions or disorders associated with p21, including malignant tumor.
[0010] Embodiments of this invention include the following:

[0011] A nucleic acid molecule, where a) the molecule has a polynucleotide sense
strand and a polynucleotide antisense strand; b) each strand of the molecule is from 15 to
30 nucleotides in length; ¢) a contiguous region of from 15 to 30 nucleotides of the
antisense strand is complementary to a sequence of an mRNA encoding p21; and d) at
least a portion of the sense strand is complementary to at least a portion of the antisense

strand, and the molecule has a duplex region of from 15 to 30 nucleotides in length.

[0012] In some embodiments, the nucleic acid molecule can have a contiguous
region of from 15 to 30 nucleotides of the antisense strand that is complementary to a

sequence of an mRNA encoding p21, and is located in the duplex region of the molecule.

[0013] In additional embodiments, the nucleic acid molecule can have a
contiguous region of from 15 to 30 nucleotides of the antisense strand that is
complementary to a sequence of an mRNA encoding p21, and is selected from a

sequence of human p21 mRNA in SEQ ID NO:1.

2
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[0014] Embodiments of this invention provide nucleic acid molecules having a
contiguous region of from 15 to 30 nucleotides of the antisense strand that is
complementary to a sequence of an mRNA encoding p21, and is selected from a
sequence of human p21, wherein the sequence of human p21 is selected from the group
of positions 1 to 125 of SEQ ID NO:1, positions 126 to 620 of SEQ ID NO:1, and
positions 621 to 2175 of SEQ ID NO:1.

[0015] In certain embodiments, a nucleic acid molecule can have an antisense
strand that contains a sequence selected from SEQ ID NOs:2033 to 4063. In further
embodiments, a nucleic acid molecule can have an antisense strand that contains a

sequence selected from SEQ ID NOs:4092 to 4119.

[0016] Nucleic acid molecules of this invention can be composed of a sense and
antisense strand pair selected from the group of SEQ ID NO:4066 and 4094, SEQ ID
NO:4067 and 4095, SEQ ID NO:4068 and 4096, SEQ ID NO:4073 and 4101, SEQ ID
NO:4075 and 4103, SEQ ID NO:4080 and 4108, SEQ ID NO:4084 and 4112, SEQ ID
NO:4085 and 4113, SEQ ID NO:4088 and 4116, and SEQ ID NO:4091 and 4119.

[0017] In further aspects, a nucleic acid molecule of this invention can have each
strand of the molecule being from 18 to 22 nucleotides in length. A nucleic acid

molecule can have a duplex region of 19 nucleotides in length.

[0018] In certain embodiments, a nucleic acid molecule can have a
polynucleotide sense strand and the polynucleotide antisense strand that are connected as

a single strand, and form a duplex region connected at one end by a loop.

[0019] The nucleic acid molecules of this invention can have a blunt end, and can

have one or more 3’ overhangs.

[0020] The nucleic acid molecules of this invention can be RNA1 molecules that
are active for gene silencing, for example, a dsSRNA that is active for gene silencing, a
siRNA, a micro-RNA, or a shRNA active for gene silencing, as well as a DNA-directed
RNA (ddRNA), a Piwi-interacting RNA (piRNA), and a repeat associated siRNA
(rasiRNA).
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[0021] This invention provides a range of nucleic acid molecules that are active
for inhibiting expression of p21. In some embodiments, the nucleic acid molecule can

have an IC50 for knockdown of p21 of less than 100 pM.

[0022] This invention further contemplates compositions containing one or more
inventive nucleic acid molecules and a pharmaceutically acceptable carrier. The carrier

can be a lipid molecule or liposome.

[0023] In further aspects, this invention includes methods for treating a disease
associated with p21 expression, by administering to a subject in need a composition
containing one or more inventive nucleic acid molecules. The disease can be malignant
tumor, which may be presented in a disease such as cancers associated with p21

expression, among others.
BRIEF DESCRIPTION OF THE DRAWINGS

[0024] FIG. 1: Fig. 1 shows SEQ ID NO: 1, which is the nucleic acid sequence
of an example target p21 mRNA, disclosed in GenBank accession number NM_000389.4
(CDKN1A), which is 2175 nucleotides in length.

[0025] FIG. 2: Fig. 2 shows p21 siRNAs tested for ability to down regulate p21
mRNA in A549 cells. A549 cells were plated at 2000/well, 24 hours before transfection.
Cells were then transfected with p21 siRNAs at 0.1, 1, and 10 nM concentrations for 24

hours. The fold change of p21 expression level was measured using qRT-PCR (n=3).

DETAILED DESCRIPTION OF THE INVENTION

[0026] This invention relates to compounds, compositions and methods for

nucleic acid based therapeutics for modulating expression of p21.

[0027] In some embodiments, this invention provides molecules active in RNA

interference, as well as structures and compositions that can silence expression of p21.

[0028] The structures and compositions of this disclosure can be used in

preventing or treating various diseases such as malignant tumor.

[0029] In further embodiments, this invention provides compositions for delivery

and uptake of one or more therapeutic RNAi molecules of this invention, as well as
4
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methods of use thereof. The RNA-based compositions of this invention can be used in

methods for preventing or treating malignant tumors, such as cancers.

[0030] Therapeutic compositions of this invention include nucleic acid molecules
that are active in RNA interference. The therapeutic nucleic acid molecules can be

targeted to CDKN1A (p21) for gene silencing.

[0031] In various embodiments, this invention provides a range of molecules that
can be active as a small interfering RNA (siRNA), and can regulate or silence p21

expression.

[0032] The siRNAs of this invention can be used for preventing or treating

malignant tumors.

[0033] Embodiments of this invention further provide a vehicle, formulation, or
lipid nanoparticle formulation for delivery of the inventive siRNAs to subjects in need of
preventing or treating a malignant tumor. This invention further contemplates methods

for administering siRNAs as therapeutics to mammals.

[0034] The therapeutic molecules and compositions of this invention can be used
for RNA interference directed to preventing or treating a p21 associated disease, by

administering a compound or composition to a subject in need.

[0035] The methods of this invention can utilize the inventive compounds for
preventing or treating malignant tumor. The malignant tumor can be presented in various
diseases, for example, cancers that highly expressing p21, sarcomas, fibrosarcoma,
malignant fibrous histiocytoma, liposarcoma, rhabdomyosarcoma, leitomyosarcoma,
angiosarcoma, Kaposi's sarcoma, lymphangiosarcoma, synovial sarcoma,
chondrosarcoma, osteosarcoma, carcinomas, brain tumor, head and neck cancer, breast
cancer, lung cancer, esophageal cancer, stomach cancer, duodenal cancer, appendix
cancer, colorectal cancer, rectal cancer, liver cancer, pancreatic cancer, gallbladder
cancer, bile duct cancer, anus cancer, kidney cancer, urethral cancer, urinary bladder
cancer, prostate cancer, testicular cancer, uterine cancer, ovary cancer, skin cancer,
leukemia, malignant lymphoma, epithelial malignant tumors, and non-epithelial

malignant tumors.
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[0036] In certain embodiments, a combination of therapeutic molecules of this

invention can be used for silencing or inhibiting p21 gene expression.

[0037] This invention provides a range of RNAi molecules, where each molecule
has a polynucleotide sense strand and a polynucleotide antisense strand; each strand of
the molecule is from 15 to 30 nucleotides in length; a contiguous region of from 15 to 30
nucleotides of the antisense strand is complementary to a sequence of an mRNA
encoding p21; and at least a portion of the sense strand is complementary to at least a
portion of the antisense strand, and the molecule has a duplex region of from 15 to 30

nucleotides in length.

[0038] A RNAI1 molecule of this invention can have a contiguous region of from
15 to 30 nucleotides of the antisense strand that is complementary to a sequence of an

mRNA encoding p21, which is located in the duplex region of the molecule.

[0039] In some embodiments, a RNAi1 molecule can have a contiguous region of
from 15 to 30 nucleotides of the antisense strand that is complementary to a sequence of

an mRNA encoding p21.

[0040] Embodiments of this invention may further provide methods for
preventing, treating or ameliorating one or more symptoms of malignant tumor, or
reducing the risk of developing malignant tumor, or delaying the onset of malignant

tumor in a mammal in need thereof.

[0041] P21 and RNAi molecules

[0042] p21 is present in various animals including humans. Sequence
information for human CDKNI1A (p21) is found at: NM_000389.4, NM_078467.2,
NM _001291549.1, NM_001220778.1, NM_001220777.1 (NP_001207707.1,

NP _001278478.1, NP_001207706.1, NP_510867.1, NP_000380.1).

[0043] Fig. 1 shows the nucleic acid sequence of an example target human p21
mRNA, which is disclosed in GenBank accession number NM_000389.4 (CDKNI1A),
and is 2175 base pairs in length (SEQ ID NO: 1).
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[0044] One of ordinary skill in the art would understand that a reported sequence
may change over time and to incorporate any changes needed in the nucleic acid

molecules herein accordingly.

[0045] Embodiments of this invention can provide compositions and methods for
gene silencing of p21 expression using small nucleic acid molecules. Examples of
nucleic acid molecules include molecules active in RNA interference (RNAi molecules),
short interfering RNA (siRNA), micro-RNA (miRNA), and short hairpin RNA (shRNA)
molecules, as well as DNA-directed RNA (ddRNA), Piwi-interacting RNA (piRNA), and
repeat associated siRNA (rasiRNA). Such molecules are capable of mediating RNA

interference against p21 gene expression.

[0046] The composition and methods disclosed herein can also be used in treating

various kinds of malignant tumors in a subject.

[0047] The nucleic acid molecules and methods of this invention may be used to

down regulate the expression of genes that encode p21.

[0048] The compositions and methods of this invention can include one or more
nucleic acid molecules, which, independently or in combination, can modulate or regulate
the expression of p21 protein and/or genes encoding p21 proteins, proteins and/or genes
encoding p21 associated with the maintenance and/or development of diseases,

conditions or disorders associated with p21, such as malignant tumor.

[0049] The compositions and methods of this invention are described with
reference to exemplary sequences of p21. A person of ordinary skill in the art would
understand that various aspects and embodiments of the invention are directed to any
related p21 genes, sequences, or variants, such as homolog genes and transcript variants,
and polymorphisms, including single nucleotide polymorphism (SNP) associated with

any p21 genes.

[0050] In some embodiments, the compositions and methods of this invention can
provide a double-stranded short interfering nucleic acid (siRNA) molecule that

downregulates the expression of a p21 gene, for example human CDKNI1A.
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[0051] A RNAI1 molecule of this invention can be targeted to p21 and any
homologous sequences, for example, using complementary sequences or by incorporating
non-canonical base pairs, for example, mismatches and/or wobble base pairs, that can

provide additional target sequences.

[0052] In instances where mismatches are identified, non-canonical base pairs,
for example, mismatches and/or wobble bases can be used to generate nucleic acid

molecules that target more than one gene sequence.

[0053] For example, non-canonical base pairs such as UU and CC base pairs can
be used to generate nucleic acid molecules that are capable of targeting sequences for
differing p21 targets that share sequence homology. Thus, a RNAi1 molecule can be
targeted to a nucleotide sequence that is conserved between homologous genes, and a

single RNA1 molecule can be used to inhibit expression of more than one gene.

[0054] In some aspects, the compositions and methods of this invention include
RNAI1 molecules that are active against p21 mRNA, where the RNAi molecule includes a

sequence complementary to any mRNA encoding a p21 sequence.

[0055] In some embodiments, a RNAi molecule of this disclosure can have
activity against p21 RNA, where the RNAi molecule includes a sequence complementary
to an RNA having a variant p21 encoding sequence, for example, a mutant p21 gene

known in the art to be associated with malignant tumor.

[0056] In further embodiments, a RNAi molecule of this invention can include a
nucleotide sequence that can interact with a nucleotide sequence of a p21 gene and

mediate silencing of p21 gene expression.

[0057] Examples of RNA1 molecules of this invention targeted to p21 mRNA are

shown in Tables 1 and 2.

Table 1: RNAI1 molecule sequences for p21

Ref |[SEQ ID SENSE STRAND SEQ ID ANTISENSE STRAND
Pos NO (5'==>3") NO (5'==>3")

SEQ ID NOS:2 to 2032 SEQ ID NOS:2033 to 4063
126 |2 AUGUCAGAACCGGCUGGGEGMUMU 2033 CCCCAGCCGGUUCUGACAUMUMU
127 |3 UGUCAGAACCGGCUGGGGAMUMU 2034 UCCCCAGCCGGUUCUGACAMUMU
128 | 4 GUCAGAACCGGCUGGGGAUMUMU 2035 AUCCCCAGCCGGUUCUGACMUMU
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Ref [SEQ ID SENSE STRAND SEQ ID ANTISENSE STRAND
Pos NO (5'==>3") NO (5'==>3")
SEQ ID NOS:2 to 2032 SEQ ID NOS:2033 to 4063

129 |5 UCAGAACCGGCUGGGGAUGMUMU 2036 CAUCCCCAGCCGGUUCUGAMUMU
130 | 6 CAGAACCGGCUGGGGAUGUMUMU 2037 ACAUCCCCAGCCGGUUCUGMUMU
131 |7 AGAACCGGCUGGGGAUGUCMUMU 2038 GACAUCCCCAGCCGGUUCUMUMU
132 | 8 GAACCGGCUGGGGAUGUCCMUMU 2039 GGACAUCCCCAGCCGGUUCMUMU
133 |9 AACCGGCUGGGGAUGUCCGMUMU 2040 CGGACAUCCCCAGCCGGUUMUMU
134 | 10 ACCGGCUGGGGAUGUCCGUMUMU 2041 ACGGACAUCCCCAGCCGGUMUMU
135 | 11 CCGGCUGGGGAUGUCCGUCMUMU 2042 GACGGACAUCCCCAGCCGGMUMU
136 | 12 CGGCUGGGGAUGUCCGUCAMUMU 2043 UGACGGACAUCCCCAGCCGMUMU
137 | 13 GGCUGGGGAUGUCCGUCAGMUMU 2044 CUGACGGACAUCCCCAGCCMUMU
138 | 14 GCUGGGGAUGUCCGUCAGAMUMU 2045 UCUGACGGACAUCCCCAGCMUMU
139 | 15 CUGGGGAUGUCCGUCAGAAMUMU 2046 UUCUGACGGACAUCCCCAGMUMU
140 | 16 UGGGGAUGUCCGUCAGAACMUMU 2047 GUUCUGACGGACAUCCCCAMUMU
141 | 17 GGGGAUGUCCGUCAGAACCMUMU 2048 GGUUCUGACGGACAUCCCCmMUMU
142 | 18 GGGAUGUCCGUCAGAACCCMUMU 2049 GGGUUCUGACGGACAUCCCMUMU
143 | 19 GGAUGUCCGUCAGAACCCAMUMU 2050 UGGGUUCUGACGGACAUCCMUMU
144 | 20 GAUGUCCGUCAGAACCCAUMUMU 2051 AUGGGUUCUGACGGACAUCMUMU
145 | 21 AUGUCCGUCAGAACCCAUGMUMU 2052 CAUGGGUUCUGACGGACAUMUMU
146 | 22 UGUCCGUCAGAACCCAUGCMUMU 2053 GCAUGGGUUCUGACGGACAMUMU
147 | 23 GUCCGUCAGAACCCAUGCGMUMU 2054 CGCAUGGGUUCUGACGGACMUMU
148 | 24 UCCGUCAGAACCCAUGCGGMUMU 2055 CCGCAUGGGUUCUGACGGAMUMU
149 | 25 CCGUCAGAACCCAUGCGGCMUMU 2056 GCCGCAUGGGUUCUGACGGMUMU
150 | 26 CGUCAGAACCCAUGCGGCAMUMU 2057 UGCCGCAUGGGUUCUGACGMUMU
151 | 27 GUCAGAACCCAUGCGGCAGMUMU 2058 CUGCCGCAUGGGUUCUGACMUMU
152 | 28 UCAGAACCCAUGCGGCAGCMUMU 2059 GCUGCCGCAUGGGUUCUGAMUMU
153 | 29 CAGAACCCAUGCGGCAGCAMUMU 2060 UGCUGCCGCAUGGGUUCUGMUMU
154 | 30 AGAACCCAUGCGGCAGCAAMUMU 2061 UUGCUGCCGCAUGGGUUCUMUMU
155 | 31 GAACCCAUGCGGCAGCAAGMUMU 2062 CUUGCUGCCGCAUGGGUUCMUMU
156 | 32 AACCCAUGCGGCAGCAAGGMUMU 2063 CCUUGCUGCCGCAUGGGUUMUMU
157 | 33 ACCCAUGCGGCAGCAAGGCMUMU 2064 GCCUUGCUGCCGCAUGGGUMUMU
158 | 34 CCCAUGCGGCAGCAAGGCCMUMU 2065 GGCCUUGCUGCCGCAUGGGMUMU
159 | 35 CCAUGCGGCAGCAAGGCCUMUMU 2066 AGGCCUUGCUGCCGCAUGGMUMU
160 | 36 CAUGCGGCAGCAAGGCCUGMUMU 2067 CAGGCCUUGCUGCCGCAUGMUMU
161 | 37 AUGCGGCAGCAAGGCCUGCMUMU 2068 GCAGGCCUUGCUGCCGCAUMUMU
162 | 38 UGCGGCAGCAAGGCCUGCCMUMU 2069 GGCAGGCCUUGCUGCCGCAMUMU
163 | 39 GCGGCAGCAAGGCCUGCCGMUMU 2070 CGGCAGGCCUUGCUGCCGCMUMU
164 | 40 CGGCAGCAAGGCCUGCCGCMUMU 2071 GCGGCAGGCCUUGCUGCCGMUMU
165 | 41 GGCAGCAAGGCCUGCCGCCmMUMU 2072 GGCGGCAGGCCUUGCUGCCMUMU
166 | 42 GCAGCAAGGCCUGCCGCCGmMUMU 2073 CGGCGGCAGGCCUUGCUGCMUMU
167 | 43 CAGCAAGGCCUGCCGCCGCMUMU 2074 GCGGCGGCAGGCCUUGCUGMUMU
168 | 44 AGCAAGGCCUGCCGCCGCCmUMU 2075 GGCGGCGGCAGGCCUUGCUMUMU
169 | 45 GCAAGGCCUGCCGCCGCCUMUMU 2076 AGGCGGCGGCAGGCCUUGCMUMU
170 | 46 CAAGGCCUGCCGCCGCCUCMUMU 2077 GAGGCGGCGGCAGGCCUUGMUMU
171 | 47 AAGGCCUGCCGCCGCCUCUMUMU 2078 AGAGGCGGCGGCAGGCCUUMUMU
172 | 48 AGGCCUGCCGCCGCCUCUUMUMU 2079 AAGAGGCGGCGGCAGGCCUMUMU
173 | 49 GGCCUGCCGCCGCCUCUUCMUMU 2080 GAAGAGGCGGCGGCAGGCCMUMU
174 | 50 GCCUGCCGCCGCCUCUUCGMUMU 2081 CGAAGAGGCGGCGGCAGGCMUMU
175 | 51 CCUGCCGCCGCCUCUUCGGMUMU 2082 CCGAAGAGGCGGCGGCAGGMUMU
176 | 52 CUGCCGCCGCCUCUUCGECMUMU 2083 GCCGAAGAGGCGGCGGCAGMUMU
177 | 53 UGCCGCCGCCUCUUCGGECCmMUMU 2084 GGCCGAAGAGGCGGCGGCAMUMU
178 | 54 GCCGCCGCCUCUUCGGCCCmMUMU 2085 GGGCCGAAGAGGCGGCGGCMUMU
179 | 55 CCGCCGCCUCUUCGGCCCAMUMU 2086 UGGGCCGAAGAGGCGGCGGMUMU




WO 2016/106401

PCT/US2015/067556

Ref [SEQ ID SENSE STRAND SEQ ID ANTISENSE STRAND
Pos NO (5'==>3") NO (5'==>3")
SEQ ID NOS:2 to 2032 SEQ ID NOS:2033 to 4063

180 | 56 CGCCGCCUCUUCGGCCCAGMUMU 2087 CUGGGCCGAAGAGGCGGCGMUMU
181 | 57 GCCGCCUCUUCGGCCCAGUMUMU 2088 ACUGGGCCGAAGAGGCGGCMUMU
182 | 58 CCGCCUCUUCGGCCCAGUGMUMU 2089 CACUGGGCCGAAGAGGCGGMUMU
183 | 59 CGCCUCUUCGGCCCAGUGGMUMU 2090 CCACUGGGCCGAAGAGGCGMUMU
184 | 60 GCCUCUUCGGCCCAGUGGAMUMU 2091 UCCACUGGGCCGAAGAGGCMUMU
185 | 61 CCUCUUCGGCCCAGUGGACMUMU 2092 GUCCACUGGGCCGAAGAGGMUMU
186 | 62 CUCUUCGGCCCAGUGGACAMUMU 2093 UGUCCACUGGGCCGAAGAGMUMU
187 | 63 UCUUCGGCCCAGUGGACAGMUMU 2094 CUGUCCACUGGGCCGAAGAMUMU
188 | 64 CUUCGGCCCAGUGGACAGCMUMU 2095 GCUGUCCACUGGGCCGAAGMUMU
189 | 65 UUCGGCCCAGUGGACAGCGMUMU 2096 CGCUGUCCACUGGGCCGAAMUMU
190 | 66 UCGGCCCAGUGGACAGCGAMUMU 2097 UCGCUGUCCACUGGGCCGAMUMU
191 | 67 CGGCCCAGUGGACAGCGAGMUMU 2098 CUCGCUGUCCACUGGGCCGMUMU
192 | 68 GGCCCAGUGGACAGCGAGCMUMU 2099 GCUCGCUGUCCACUGGGCCMUMU
193 | 69 GCCCAGUGGACAGCGAGCAMUMU 2100 UGCUCGCUGUCCACUGGGCMUMU
194 | 70 CCCAGUGGACAGCGAGCAGMUMU 2101 CUGCUCGCUGUCCACUGGGMUMU
195 | 71 CCAGUGGACAGCGAGCAGCMUMU 2102 GCUGCUCGCUGUCCACUGGMUMU
196 | 72 CAGUGGACAGCGAGCAGCUMUMU 2103 AGCUGCUCGCUGUCCACUGMUMU
197 | 73 AGUGGACAGCGAGCAGCUGMUMU 2104 CAGCUGCUCGCUGUCCACUMUMU
198 | 74 GUGGACAGCGAGCAGCUGAMUMU 2105 UCAGCUGCUCGCUGUCCACMUMU
199 | 75 UGGACAGCGAGCAGCUGAGMUMU 2106 CUCAGCUGCUCGCUGUCCAMUMU
200 | 76 GGACAGCGAGCAGCUGAGCMUMU 2107 GCUCAGCUGCUCGCUGUCCMUMU
201 | 77 GACAGCGAGCAGCUGAGCCMUMU 2108 GGCUCAGCUGCUCGCUGUCMUMU
202 | 78 ACAGCGAGCAGCUGAGCCGMUMU 2109 CGGCUCAGCUGCUCGCUGUMUMU
203 | 79 CAGCGAGCAGCUGAGCCGCMUMU 2110 GCGGCUCAGCUGCUCGCUGMUMU
204 | 80 AGCGAGCAGCUGAGCCGCGMUMU 2111 CGCGGCUCAGCUGCUCGCUMUMU
205 | 81 GCGAGCAGCUGAGCCGCGAMUMU 2112 UCGCGGCUCAGCUGCUCGCMUMU
206 | 82 CGAGCAGCUGAGCCGCGACMUMU 2113 GUCGCGGCUCAGCUGCUCGMUMU
207 | 83 GAGCAGCUGAGCCGCGACUMUMU 2114 AGUCGCGGCUCAGCUGCUCMUMU
208 | 84 AGCAGCUGAGCCGCGACUGMUMU 2115 CAGUCGCGGCUCAGCUGCUMUMU
209 | 85 GCAGCUGAGCCGCGACUGUMUMU 2116 ACAGUCGCGGCUCAGCUGCMUMU
210 | 86 CAGCUGAGCCGCGACUGUGMUMU 2117 CACAGUCGCGGCUCAGCUGMUMU
211 | 87 AGCUGAGCCGCGACUGUGAMUMU 2118 UCACAGUCGCGGCUCAGCUMUMU
212 | 88 GCUGAGCCGCGACUGUGAUMUMU 2119 AUCACAGUCGCGGCUCAGCMUMU
213 | 89 CUGAGCCGCGACUGUGAUGMUMU 2120 CAUCACAGUCGCGGCUCAGMUMU
214 | 90 UGAGCCGCGACUGUGAUGCMUMU 2121 GCAUCACAGUCGCGGCUCAMUMU
215 | 91 GAGCCGCGACUGUGAUGCGMUMU 2122 CGCAUCACAGUCGCGGCUCMUMU
216 | 92 AGCCGCGACUGUGAUGCGCMUMU 2123 GCGCAUCACAGUCGCGGCUMUMU
217 | 93 GCCGCGACUGUGAUGCGCUMUMU 2124 AGCGCAUCACAGUCGCGGCMUMU
218 | 94 CCGCGACUGUGAUGCGCUAMUMU 2125 UAGCGCAUCACAGUCGCGGMUMU
219 | 95 CGCGACUGUGAUGCGCUAAMUMU 2126 UUAGCGCAUCACAGUCGCGMUMU
220 | 96 GCGACUGUGAUGCGCUAAUMUMU 2127 AUUAGCGCAUCACAGUCGCMUMU
221 | 97 CGACUGUGAUGCGCUAAUGMUMU 2128 CAUUAGCGCAUCACAGUCGMUMU
222 | 98 GACUGUGAUGCGCUAAUGGMUMU 2129 CCAUUAGCGCAUCACAGUCMUMU
223 | 99 ACUGUGAUGCGCUAAUGGCMUMU 2130 GCCAUUAGCGCAUCACAGUMUMU
224 | 100 CUGUGAUGCGCUAAUGGCGMUMU 2131 CGCCAUUAGCGCAUCACAGMUMU
225 | 101 UGUGAUGCGCUAAUGGCGGMUMU 2132 CCGCCAUUAGCGCAUCACAMUMU
226 | 102 GUGAUGCGCUAAUGGCGGGMUMU 2133 CCCGCCAUUAGCGCAUCACMUMU
227 | 103 UGAUGCGCUAAUGGCGGGCMUMU 2134 GCCCGCCAUUAGCGCAUCAMUMU
228 | 104 GAUGCGCUAAUGGCGGGCUMUMU 2135 AGCCCGCCAUUAGCGCAUCMUMU
229 | 105 AUGCGCUAAUGGCGGGCUGMUMU 2136 CAGCCCGCCAUUAGCGCAUMUMU
230 | 106 UGCGCUAAUGGCGGGCUGCMUMU 2137 GCAGCCCGCCAUUAGCGCAMUMU
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231 | 107 GCGCUAAUGGCGGGCUGCAMUMU 2138 UGCAGCCCGCCAUUAGCGCMUMU
232 | 108 CGCUAAUGGCGGGCUGCAUMUMU 2139 AUGCAGCCCGCCAUUAGCGMUMU
233 | 109 GCUAAUGGCGGGCUGCAUCMUMU 2140 GAUGCAGCCCGCCAUUAGCMUMU
234 | 110 CUAAUGGCGGGCUGCAUCCMUMU 2141 GGAUGCAGCCCGCCAUUAGMUMU
235 | 111 UAAUGGCGGGCUGCAUCCAMUMU 2142 UGGAUGCAGCCCGCCAUUAMUMU
236 | 112 AAUGGCGGGCUGCAUCCAGMUMU 2143 CUGGAUGCAGCCCGCCAUUMUMU
237 | 113 AUGGCGGGCUGCAUCCAGGMUMU 2144 CCUGGAUGCAGCCCGCCAUMUMU
238 | 114 UGGCGGGCUGCAUCCAGGAMUMU 2145 UCCUGGAUGCAGCCCGCCAMUMU
239 | 115 GGCGGGCUGCAUCCAGGAGMUMU 2146 CUCCUGGAUGCAGCCCGCCmMUMU
240 | 116 GCGGGCUGCAUCCAGGAGGMUMU 2147 CCUCCUGGAUGCAGCCCGCMUMU
241 | 117 CGGGCUGCAUCCAGGAGGCMUMU 2148 GCCUCCUGGAUGCAGCCCGMUMU
242 | 118 GGGCUGCAUCCAGGAGGCCMUMU 2149 GGCCUCCUGGAUGCAGCCCmMUMU
243 | 119 GGCUGCAUCCAGGAGGCCCmMUMU 2150 GGGCCUCCUGGAUGCAGCCMUMU
244 | 120 GCUGCAUCCAGGAGGCCCGMUMU 2151 CGGGCCUCCUGGAUGCAGCMUMU
245 | 121 CUGCAUCCAGGAGGCCCGUMUMU 2152 ACGGGCCUCCUGGAUGCAGMUMU
246 | 122 UGCAUCCAGGAGGCCCGUGMUMU 2153 CACGGGCCUCCUGGAUGCAMUMU
247 | 123 GCAUCCAGGAGGCCCGUGAMUMU 2154 UCACGGGCCUCCUGGAUGCMUMU
248 | 124 CAUCCAGGAGGCCCGUGAGMUMU 2155 CUCACGGGCCUCCUGGAUGMUMU
249 | 125 AUCCAGGAGGCCCGUGAGCMUMU 2156 GCUCACGGGCCUCCUGGAUMUMU
250 | 126 UCCAGGAGGCCCGUGAGCGMUMU 2157 CGCUCACGGGCCUCCUGGAMUMU
251 | 127 CCAGGAGGCCCGUGAGCGAMUMU 2158 UCGCUCACGGGCCUCCUGGMUMU
252 | 128 CAGGAGGCCCGUGAGCGAUMUMU 2159 AUCGCUCACGGGCCUCCUGMUMU
253 | 129 AGGAGGCCCGUGAGCGAUGMUMU 2160 CAUCGCUCACGGGCCUCCUMUMU
254 | 130 GGAGGCCCGUGAGCGAUGGMUMU 2161 CCAUCGCUCACGGGCCUCCMUMU
255 | 131 GAGGCCCGUGAGCGAUGGAMUMU 2162 UCCAUCGCUCACGGGCCUCMUMU
256 | 132 AGGCCCGUGAGCGAUGGAAMUMU 2163 UUCCAUCGCUCACGGGCCUMUMU
257 | 133 GGCCCGUGAGCGAUGGAACMUMU 2164 GUUCCAUCGCUCACGGGCCMUMU
258 | 134 GCCCGUGAGCGAUGGAACUMUMU 2165 AGUUCCAUCGCUCACGGGCMUMU
259 | 135 CCCGUGAGCGAUGGAACUUMUMU 2166 AAGUUCCAUCGCUCACGGGMUMU
260 | 136 CCGUGAGCGAUGGAACUUCMUMU 2167 GAAGUUCCAUCGCUCACGGMUMU
261 | 137 CGUGAGCGAUGGAACUUCGMUMU 2168 CGAAGUUCCAUCGCUCACGMUMU
262 | 138 GUGAGCGAUGGAACUUCGAMUMU 2169 UCGAAGUUCCAUCGCUCACMUMU
263 | 139 UGAGCGAUGGAACUUCGACMUMU 2170 GUCGAAGUUCCAUCGCUCAMUMU
264 | 140 GAGCGAUGGAACUUCGACUMUMU 2171 AGUCGAAGUUCCAUCGCUCMUMU
265 | 141 AGCGAUGGAACUUCGACUUMUMU 2172 AAGUCGAAGUUCCAUCGCUMUMU
266 | 142 GCGAUGGAACUUCGACUUUMUMU 2173 AAAGUCGAAGUUCCAUCGCMUMU
267 | 143 CGAUGGAACUUCGACUUUGMUMU 2174 CAAAGUCGAAGUUCCAUCGMUMU
268 | 144 GAUGGAACUUCGACUUUGUMUMU 2175 ACAAAGUCGAAGUUCCAUCMUMU
269 | 145 AUGGAACUUCGACUUUGUCMUMU 2176 GACAAAGUCGAAGUUCCAUMUMU
270 | 146 UGGAACUUCGACUUUGUCAMUMU 2177 UGACAAAGUCGAAGUUCCAMUMU
271 | 147 GGAACUUCGACUUUGUCACMUMU 2178 GUGACAAAGUCGAAGUUCCMUMU
272 | 148 GAACUUCGACUUUGUCACCMUMU 2179 GGUGACAAAGUCGAAGUUCMUMU
273 | 149 AACUUCGACUUUGUCACCGmMUMU 2180 CGGUGACAAAGUCGAAGUUMUMU
274 | 150 ACUUCGACUUUGUCACCGAMUMU 2181 UCGGUGACAAAGUCGAAGUMUMU
275 | 151 CUUCGACUUUGUCACCGAGMUMU 2182 CUCGGUGACAAAGUCGAAGMUMU
276 | 152 UUCGACUUUGUCACCGAGAMUMU 2183 UCUCGGUGACAAAGUCGAAMUMU
277 | 153 UCGACUUUGUCACCGAGACMUMU 2184 GUCUCGGUGACAAAGUCGAMUMU
278 | 154 CGACUUUGUCACCGAGACAMUMU 2185 UGUCUCGGUGACAAAGUCGMUMU
279 | 155 GACUUUGUCACCGAGACACMUMU 2186 GUGUCUCGGUGACAAAGUCMUMU
280 | 156 ACUUUGUCACCGAGACACCMUMU 2187 GGUGUCUCGGUGACAAAGUMUMU
281 | 157 CUUUGUCACCGAGACACCAMUMU 2188 UGGUGUCUCGGUGACAAAGMUMU
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282 | 158 UUUGUCACCGAGACACCACMUMU 2189 GUGGUGUCUCGGUGACAAAMUMU
283 | 159 UUGUCACCGAGACACCACUMUMU 2190 AGUGGUGUCUCGGUGACAAMUMU
284 | 160 UGUCACCGAGACACCACUGMUMU 2191 CAGUGGUGUCUCGGUGACAMUMU
285 | 161 GUCACCGAGACACCACUGGMUMU 2192 CCAGUGGUGUCUCGGUGACMUMU
286 | 162 UCACCGAGACACCACUGGAMUMU 2193 UCCAGUGGUGUCUCGGUGAMUMU
287 | 163 CACCGAGACACCACUGGAGMUMU 2194 CUCCAGUGGUGUCUCGGUGMUMU
288 | 164 ACCGAGACACCACUGGAGGMUMU 2195 CCUCCAGUGGUGUCUCGGUMUMU
289 | 165 CCGAGACACCACUGGAGGGMUMU 2196 CCCUCCAGUGGUGUCUCGGMUMU
290 | 166 CGAGACACCACUGGAGGGUMUMU 2197 ACCCUCCAGUGGUGUCUCGMUMU
291 | 167 GAGACACCACUGGAGGGUGMUMU 2198 CACCCUCCAGUGGUGUCUCMUMU
292 | 168 AGACACCACUGGAGGGUGAMUMU 2199 UCACCCUCCAGUGGUGUCUMUMU
293 | 169 GACACCACUGGAGGGUGACMUMU 2200 GUCACCCUCCAGUGGUGUCMUMU
294 | 170 ACACCACUGGAGGGUGACUMUMU 2201 AGUCACCCUCCAGUGGUGUMUMU
295 | 171 CACCACUGGAGGGUGACUUMUMU 2202 AAGUCACCCUCCAGUGGUGMUMU
296 | 172 ACCACUGGAGGGUGACUUCMUMU 2203 GAAGUCACCCUCCAGUGGUMUMU
297 | 173 CCACUGGAGGGUGACUUCGMUMU 2204 CGAAGUCACCCUCCAGUGGMUMU
298 | 174 CACUGGAGGGUGACUUCGCMUMU 2205 GCGAAGUCACCCUCCAGUGMUMU
299 | 175 ACUGGAGGGUGACUUCGCCMUMU 2206 GGCGAAGUCACCCUCCAGUMUMU
300 | 176 CUGGAGGGUGACUUCGCCUMUMU 2207 AGGCGAAGUCACCCUCCAGMUMU
301 | 177 UGGAGGGUGACUUCGCCUGMUMU 2208 CAGGCGAAGUCACCCUCCAMUMU
302 | 178 GGAGGGUGACUUCGCCUGGMUMU 2209 CCAGGCGAAGUCACCCUCCMUMU
303 | 179 GAGGGUGACUUCGCCUGGGMUMU 2210 CCCAGGCGAAGUCACCCUCMUMU
304 | 180 AGGGUGACUUCGCCUGGGAMUMU 2211 UCCCAGGCGAAGUCACCCUMUMU
305 | 181 GGGUGACUUCGCCUGGGAGMUMU 2212 CUCCCAGGCGAAGUCACCCMUMU
306 | 182 GGUGACUUCGCCUGGGAGCMUMU 2213 GCUCCCAGGCGAAGUCACCMUMU
307 | 183 GUGACUUCGCCUGGGAGCGMUMU 2214 CGCUCCCAGGCGAAGUCACMUMU
308 | 184 UGACUUCGCCUGGGAGCGUMUMU 2215 ACGCUCCCAGGCGAAGUCAMUMU
309 | 185 GACUUCGCCUGGGAGCGUGMUMU 2216 CACGCUCCCAGGCGAAGUCMUMU
310 | 186 ACUUCGCCUGGGAGCGUGUMUMU 2217 ACACGCUCCCAGGCGAAGUMUMU
311 | 187 CUUCGCCUGGGAGCGUGUGMUMU 2218 CACACGCUCCCAGGCGAAGMUMU
312 | 188 UUCGCCUGGGAGCGUGUGCMUMU 2219 GCACACGCUCCCAGGCGAAMUMU
313 | 189 UCGCCUGGGAGCGUGUGCGMUMU 2220 CGCACACGCUCCCAGGCGAMUMU
314 | 190 CGCCUGGGAGCGUGUGCGGMUMU 2221 CCGCACACGCUCCCAGGCGMUMU
315 | 191 GCCUGGGAGCGUGUGCGGGMUMU 2222 CCCGCACACGCUCCCAGGCMUMU
316 | 192 CCUGGGAGCGUGUGCGGGGMUMU 2223 CCCCGCACACGCUCCCAGGMUMU
317 | 193 CUGGGAGCGUGUGCGGGECMUMU 2224 GCCCCGCACACGCUCCCAGMUMU
318 | 194 UGGGAGCGUGUGCGGGGECCMUMU 2225 GGCCCCGCACACGCUCCCAMUMU
319 | 195 GGGAGCGUGUGCGGGGECCUMUMU 2226 AGGCCCCGCACACGCUCCCMUMU
320 | 196 GGAGCGUGUGCGGGGCCUUMUMU 2227 AAGGCCCCGCACACGCUCCMUMU
321 | 197 GAGCGUGUGCGGGGCCUUGMUMU 2228 CAAGGCCCCGCACACGCUCMUMU
322 | 198 AGCGUGUGCGGGGCCUUGGMUMU 2229 CCAAGGCCCCGCACACGCUMUMU
323 | 199 GCGUGUGCGGGGCCUUGGECMUMU 2230 GCCAAGGCCCCGCACACGCMUMU
324 | 200 CGUGUGCGGGGCCUUGGECCMUMU 2231 GGCCAAGGCCCCGCACACGMUMU
325 | 201 GUGUGCGGGGCCUUGGCCUMUMU 2232 AGGCCAAGGCCCCGCACACMUMU
326 | 202 UGUGCGGGGCCUUGGCCUGMUMU 2233 CAGGCCAAGGCCCCGCACAMUMU
327 | 203 GUGCGGGGCCUUGGCCUGCMUMU 2234 GCAGGCCAAGGCCCCGCACMUMU
328 | 204 UGCGGGGCCUUGGCCUGCCMUMU 2235 GGCAGGCCAAGGCCCCGCAMUMU
329 | 205 GCGGGGCCUUGGCCUGCCCmMUMU 2236 GGGCAGGCCAAGGCCCCGCMUMU
330 | 206 CGGGGCCUUGGCCUGCCCAMUMU 2237 UGGGCAGGCCAAGGCCCCGMUMU
331 | 207 GGGGCCUUGGCCUGCCCAAMUMU 2238 UUGGGCAGGCCAAGGCCCCmMUMU
332 | 208 GGGCCUUGGCCUGCCCAAGMUMU 2239 CUUGGGCAGGCCAAGGCCCMUMU
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333 | 209 GGCCUUGGCCUGCCCAAGCMUMU 2240 GCUUGGGCAGGCCAAGGCCMUMU
334 | 210 GCCUUGGCCUGCCCAAGCUMUMU 2241 AGCUUGGGCAGGCCAAGGCMUMU
335 | 211 CCUUGGCCUGCCCAAGCUCMUMU 2242 GAGCUUGGGCAGGCCAAGGMUMU
336 | 212 CUUGGCCUGCCCAAGCUCUMUMU 2243 AGAGCUUGGGCAGGCCAAGMUMU
337 | 213 UUGGCCUGCCCAAGCUCUAMUMU 2244 UAGAGCUUGGGCAGGCCAAMUMU
338 | 214 UGGCCUGCCCAAGCUCUACMUMU 2245 GUAGAGCUUGGGCAGGCCAMUMU
339 | 215 GGCCUGCCCAAGCUCUACCMUMU 2246 GGUAGAGCUUGGGCAGGCCMUMU
340 | 216 GCCUGCCCAAGCUCUACCUMUMU 2247 AGGUAGAGCUUGGGCAGGCMUMU
341 | 217 CCUGCCCAAGCUCUACCUUMUMU 2248 AAGGUAGAGCUUGGGCAGGMUMU
342 | 218 CUGCCCAAGCUCUACCUUCMUMU 2249 GAAGGUAGAGCUUGGGCAGMUMU
343 | 219 UGCCCAAGCUCUACCUUCCMUMU 2250 GGAAGGUAGAGCUUGGGCAMUMU
344 | 220 GCCCAAGCUCUACCUUCCCmMUMU 2251 GGGAAGGUAGAGCUUGGGCMUMU
345 | 221 CCCAAGCUCUACCUUCCCAMUMU 2252 UGGGAAGGUAGAGCUUGGGMUMU
346 | 222 CCAAGCUCUACCUUCCCACMUMU 2253 GUGGGAAGGUAGAGCUUGGMUMU
347 | 223 CAAGCUCUACCUUCCCACGMUMU 2254 CGUGGGAAGGUAGAGCUUGMUMU
348 | 224 AAGCUCUACCUUCCCACGGMUMU 2255 CCGUGGGAAGGUAGAGCUUMUMU
349 | 225 AGCUCUACCUUCCCACGGGMUMU 2256 CCCGUGGGAAGGUAGAGCUMUMU
350 | 226 GCUCUACCUUCCCACGGGGMUMU 2257 CCCCGUGGGAAGGUAGAGCMUMU
351 | 227 CUCUACCUUCCCACGGGGCMUMU 2258 GCCCCGUGGGAAGGUAGAGMUMU
352 | 228 UCUACCUUCCCACGGGGCCMUMU 2259 GGCCCCGUGGGAAGGUAGAMUMU
353 | 229 CUACCUUCCCACGGGGCCCmMUMU 2260 GGGCCCCGUGGGAAGGUAGMUMU
354 | 230 UACCUUCCCACGGGGCCCCmMUMU 2261 GGGGCCCCGUGGGAAGGUAMUMU
355 | 231 ACCUUCCCACGGGGCCCCGMUMU 2262 CGGGGCCCCGUGGGAAGGUMUMU
356 | 232 CCUUCCCACGGGGCCCCGGMUMU 2263 CCGGGGCCCCGUGGGAAGGMUMU
357 | 233 CUUCCCACGGGGCCCCGGECMUMU 2264 GCCGGGGCCCCGUGGGAAGMUMU
358 | 234 UUCCCACGGGGCCCCGGECGmMUMU 2265 CGCCGGGGCCCCGUGGGAAMUMU
359 | 235 UCCCACGGGGCCCCGGCGAMUMU 2266 UCGCCGGGGCCCCGUGGGAMUMU
360 | 236 CCCACGGGGCCCCGGCGAGMUMU 2267 CUCGCCGGGGCCCCGUGGGMUMU
361 | 237 CCACGGGGCCCCGGCGAGGMUMU 2268 CCUCGCCGGGGCCCCEUGGMUMU
362 | 238 CACGGGGCCCCGGCGAGGCMUMU 2269 GCCUCGCCGGGGCCCCGUGMUMU
363 | 239 ACGGGGCCCCGGCGAGGCCMUMU 2270 GGCCUCGCCGGGGCCCCGUMUMU
364 | 240 CGGGGCCCCGGCGAGGCCGMUMU 2271 CGGCCUCGCCGGGEGCCCCGmMUMU
365 | 241 GGGGCCCCGGCGAGGCCGGMUMU 2272 CCGGCCUCGCCGGGECCCCmUmU
366 | 242 GGGCCCCGGCGAGGCCGGGMUMU 2273 CCCGGCCUCGCCGGGECCCmMUMU
367 | 243 GGCCCCGGCGAGGCCGGGAMUMU 2274 UCCCGGCCUCGCCGGEECCmMUMU
368 | 244 GCCCCGGCGAGGCCGGGAUMUMU 2275 AUCCCGGCCUCGCCGGGECMUMU
369 | 245 CCCCGGCGAGGCCGGGAUGMUMU 2276 CAUCCCGGCCUCGCCGGEGGMUMU
370 | 246 CCCGGCGAGGCCGGGAUGAMUMU 2277 UCAUCCCGGCCUCGCCGGGMUMU
371 | 247 CCGGCGAGGCCGGGAUGAGMUMU 2278 CUCAUCCCGGCCUCGCCGGMUMU
372 | 248 CGGCGAGGCCGGGAUGAGUMUMU 2279 ACUCAUCCCGGCCUCGCCGMUMU
373 | 249 GGCGAGGCCGGGAUGAGUUMUMU 2280 AACUCAUCCCGGCCUCGCCMUMU
374 | 250 GCGAGGCCGGGAUGAGUUGMUMU 2281 CAACUCAUCCCGGCCUCGCMUMU
375 | 251 CGAGGCCGGGAUGAGUUGGMUMU 2282 CCAACUCAUCCCGGCCUCGMUMU
376 | 252 GAGGCCGGGAUGAGUUGGGMUMU 2283 CCCAACUCAUCCCGGCCUCMUMU
377 | 253 AGGCCGGGAUGAGUUGGGAMUMU 2284 UCCCAACUCAUCCCGGCCUMUMU
378 | 254 GGCCGGGAUGAGUUGGGAGMUMU 2285 CUCCCAACUCAUCCCGGCCmMUMU
379 | 255 GCCGGGAUGAGUUGGGAGGMUMU 2286 CCUCCCAACUCAUCCCGGCMUMU
380 | 256 CCGGGAUGAGUUGGGAGGAMUMU 2287 UCCUCCCAACUCAUCCCGGMUMU
381 | 257 CGGGAUGAGUUGGGAGGAGMUMU 2288 CUCCUCCCAACUCAUCCCGMUMU
382 | 258 GGGAUGAGUUGGGAGGAGGMUMU 2289 CCUCCUCCCAACUCAUCCCMUMU
383 | 259 GGAUGAGUUGGGAGGAGGCMUMU 2290 GCCUCCUCCCAACUCAUCCMUMU
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384 | 260 GAUGAGUUGGGAGGAGGCAMUMU 2291 UGCCUCCUCCCAACUCAUCMUMU
385 | 261 AUGAGUUGGGAGGAGGCAGMUMU 2292 CUGCCUCCUCCCAACUCAUMUMU
386 | 262 UGAGUUGGGAGGAGGCAGGMUMU 2293 CCUGCCUCCUCCCAACUCAMUMU
387 | 263 GAGUUGGGAGGAGGCAGGCMUMU 2294 GCCUGCCUCCUCCCAACUCMUMU
388 | 264 AGUUGGGAGGAGGCAGGCGMUMU 2295 CGCCUGCCUCCUCCCAACUMUMU
389 | 265 GUUGGGAGGAGGCAGGCGGMUMU 2296 CCGCCUGCCUCCUCCCAACMUMU
390 | 266 UUGGGAGGAGGCAGGCGGCMUMU 2297 GCCGCCUGCCUCCUCCCAAMUMU
391 | 267 UGGGAGGAGGCAGGCGGCCMUMU 2298 GGCCGCCUGCCUCCUCCCAMUMU
392 | 268 GGGAGGAGGCAGGCGGCCUMUMU 2299 AGGCCGCCUGCCUCCUCCCmUMU
393 | 269 GGAGGAGGCAGGCGGCCUGMUMU 2300 CAGGCCGCCUGCCUCCUCCMUMU
394 | 270 GAGGAGGCAGGCGGCCUGGMUMU 2301 CCAGGCCGCCUGCCUCCUCMUMU
395 | 271 AGGAGGCAGGCGGCCUGGECMUMU 2302 GCCAGGCCGCCUGCCUCCUMUMU
396 | 272 GGAGGCAGGCGGCCUGGCAMUMU 2303 UGCCAGGCCGCCUGCCUCCMUMU
397 | 273 GAGGCAGGCGGCCUGGCACMUMU 2304 GUGCCAGGCCGCCUGCCUCMUMU
398 | 274 AGGCAGGCGGCCUGGCACCMUMU 2305 GGUGCCAGGCCGCCUGCCUMUMU
399 | 275 GGCAGGCGGCCUGGCACCUMUMU 2306 AGGUGCCAGGCCGCCUGCCMUMU
400 | 276 GCAGGCGGCCUGGCACCUCMUMU 2307 GAGGUGCCAGGCCGCCUGCMUMU
401 | 277 CAGGCGGCCUGGCACCUCAMUMU 2308 UGAGGUGCCAGGCCGCCUGMUMU
402 | 278 AGGCGGCCUGGCACCUCACMUMU 2309 GUGAGGUGCCAGGCCGCCUMUMU
403 | 279 GGCGGCCUGGCACCUCACCMUMU 2310 GGUGAGGUGCCAGGCCGCCmMUMU
404 | 280 GCGGCCUGGCACCUCACCUMUMU 2311 AGGUGAGGUGCCAGGCCGCMUMU
405 | 281 CGGCCUGGCACCUCACCUGMUMU 2312 CAGGUGAGGUGCCAGGCCGMUMU
406 | 282 GGCCUGGCACCUCACCUGCMUMU 2313 GCAGGUGAGGUGCCAGGCCMUMU
407 | 283 GCCUGGCACCUCACCUGCUMUMU 2314 AGCAGGUGAGGUGCCAGGCMUMU
408 | 284 CCUGGCACCUCACCUGCUCMUMU 2315 GAGCAGGUGAGGUGCCAGGMUMU
409 | 285 CUGGCACCUCACCUGCUCUmMUMU 2316 AGAGCAGGUGAGGUGCCAGMUMU
410 | 286 UGGCACCUCACCUGCUCUGMUMU 2317 CAGAGCAGGUGAGGUGCCAMUMU
411 | 287 GGCACCUCACCUGCUCUGCMUMU 2318 GCAGAGCAGGUGAGGUGCCMUMU
412 | 288 GCACCUCACCUGCUCUGCUMUMU 2319 AGCAGAGCAGGUGAGGUGCMUMU
413 | 289 CACCUCACCUGCUCUGCUGMUMU 2320 CAGCAGAGCAGGUGAGGUGMUMU
414 | 290 ACCUCACCUGCUCUGCUGCMUMU 2321 GCAGCAGAGCAGGUGAGGUMUMU
415 | 291 CCUCACCUGCUCUGCUGCAMUMU 2322 UGCAGCAGAGCAGGUGAGGMUMU
416 | 292 CUCACCUGCUCUGCUGCAGMUMU 2323 CUGCAGCAGAGCAGGUGAGMUMU
417 | 293 UCACCUGCUCUGCUGCAGGMUMU 2324 CCUGCAGCAGAGCAGGUGAMUMU
418 | 294 CACCUGCUCUGCUGCAGGGMUMU 2325 CCCUGCAGCAGAGCAGGUGMUMU
419 | 295 ACCUGCUCUGCUGCAGGGGMUMU 2326 CCCCUGCAGCAGAGCAGGUMUMU
420 | 296 CCUGCUCUGCUGCAGGGGAMUMU 2327 UCCCCUGCAGCAGAGCAGGMUMU
421 | 297 CUGCUCUGCUGCAGGGGACMUMU 2328 GUCCCCUGCAGCAGAGCAGMUMU
422 | 298 UGCUCUGCUGCAGGGGACAMUMU 2329 UGUCCCCUGCAGCAGAGCAMUMU
423 | 299 GCUCUGCUGCAGGGGACAGMUMU 2330 CUGUCCCCUGCAGCAGAGCMUMU
424 | 300 CUCUGCUGCAGGGGACAGCMUMU 2331 GCUGUCCCCUGCAGCAGAGMUMU
425 | 301 UCUGCUGCAGGGGACAGCAMUMU 2332 UGCUGUCCCCUGCAGCAGAMUMU
426 | 302 CUGCUGCAGGGGACAGCAGMUMU 2333 CUGCUGUCCCCUGCAGCAGMUMU
427 | 303 UGCUGCAGGGGACAGCAGAMUMU 2334 UCUGCUGUCCCCUGCAGCAMUMU
428 | 304 GCUGCAGGGGACAGCAGAGMUMU 2335 CUCUGCUGUCCCCUGCAGCMUMU
429 | 305 CUGCAGGGGACAGCAGAGGMUMU 2336 CCUCUGCUGUCCCCUGCAGMUMU
430 | 306 UGCAGGGGACAGCAGAGGAMUMU 2337 UCCUCUGCUGUCCCCUGCAMUMU
431 | 307 GCAGGGGACAGCAGAGGAAMUMU 2338 UUCCUCUGCUGUCCCCUGCMUMU
432 | 308 CAGGGGACAGCAGAGGAAGMUMU 2339 CUUCCUCUGCUGUCCCCUGMUMU
433 | 309 AGGGGACAGCAGAGGAAGAMUMU 2340 UCUUCCUCUGCUGUCCCCUMUMU
434 | 310 GGGGACAGCAGAGGAAGACMUMU 2341 GUCUUCCUCUGCUGUCCCCmMUMU

14




WO 2016/106401 PCT/US2015/067556

Ref [SEQ ID SENSE STRAND SEQ ID ANTISENSE STRAND
Pos NO (5'==>3") NO (5'==>3")
SEQ ID NOS:2 to 2032 SEQ ID NOS:2033 to 4063

435 | 311 GGGACAGCAGAGGAAGACCMUMU 2342 GGUCUUCCUCUGCUGUCCCMUMU
436 | 312 GGACAGCAGAGGAAGACCAMUMU 2343 UGGUCUUCCUCUGCUGUCCMUMU
437 | 313 GACAGCAGAGGAAGACCAUMUMU 2344 AUGGUCUUCCUCUGCUGUCMUMU
438 | 314 ACAGCAGAGGAAGACCAUGMUMU 2345 CAUGGUCUUCCUCUGCUGUMUMU
439 | 315 CAGCAGAGGAAGACCAUGUMUMU 2346 ACAUGGUCUUCCUCUGCUGMUMU
440 | 316 AGCAGAGGAAGACCAUGUGMUMU 2347 CACAUGGUCUUCCUCUGCUMUMU
441 | 317 GCAGAGGAAGACCAUGUGGMUMU 2348 CCACAUGGUCUUCCUCUGCMUMU
442 | 318 CAGAGGAAGACCAUGUGGAMUMU 2349 UCCACAUGGUCUUCCUCUGMUMU
443 | 319 AGAGGAAGACCAUGUGGACMUMU 2350 GUCCACAUGGUCUUCCUCUMUMU
444 | 320 GAGGAAGACCAUGUGGACCMUMU 2351 GGUCCACAUGGUCUUCCUCMUMU
445 | 321 AGGAAGACCAUGUGGACCUMUMU 2352 AGGUCCACAUGGUCUUCCUMUMU
446 | 322 GGAAGACCAUGUGGACCUGMUMU 2353 CAGGUCCACAUGGUCUUCCMUMU
447 | 323 GAAGACCAUGUGGACCUGUMUMU 2354 ACAGGUCCACAUGGUCUUCMUMU
448 | 324 AAGACCAUGUGGACCUGUCMUMU 2355 GACAGGUCCACAUGGUCUUMUMU
449 | 325 AGACCAUGUGGACCUGUCAMUMU 2356 UGACAGGUCCACAUGGUCUMUMU
450 | 326 GACCAUGUGGACCUGUCACMUMU 2357 GUGACAGGUCCACAUGGUCMUMU
451 | 327 ACCAUGUGGACCUGUCACUMUMU 2358 AGUGACAGGUCCACAUGGUMUMU
452 | 328 CCAUGUGGACCUGUCACUGMUMU 2359 CAGUGACAGGUCCACAUGGMUMU
453 | 329 CAUGUGGACCUGUCACUGUMUMU 2360 ACAGUGACAGGUCCACAUGMUMU
454 | 330 AUGUGGACCUGUCACUGUCMUMU 2361 GACAGUGACAGGUCCACAUMUMU
455 | 331 UGUGGACCUGUCACUGUCUMUMU 2362 AGACAGUGACAGGUCCACAMUMU
456 | 332 GUGGACCUGUCACUGUCUUMUMU 2363 AAGACAGUGACAGGUCCACMUMU
457 | 333 UGGACCUGUCACUGUCUUGMUMU 2364 CAAGACAGUGACAGGUCCAMUMU
458 | 334 GGACCUGUCACUGUCUUGUMUMU 2365 ACAAGACAGUGACAGGUCCMUMU
459 | 335 GACCUGUCACUGUCUUGUAMUMU 2366 UACAAGACAGUGACAGGUCMUMU
460 | 336 ACCUGUCACUGUCUUGUACMUMU 2367 GUACAAGACAGUGACAGGUMUMU
461 | 337 CCUGUCACUGUCUUGUACCMUMU 2368 GGUACAAGACAGUGACAGGMUMU
462 | 338 CUGUCACUGUCUUGUACCCmMUMU 2369 GGGUACAAGACAGUGACAGMUMU
463 | 339 UGUCACUGUCUUGUACCCUMUMU 2370 AGGGUACAAGACAGUGACAMUMU
464 | 340 GUCACUGUCUUGUACCCUUMUMU 2371 AAGGGUACAAGACAGUGACMUMU
465 | 341 UCACUGUCUUGUACCCUUGMUMU 2372 CAAGGGUACAAGACAGUGAMUMU
466 | 342 CACUGUCUUGUACCCUUGUMUMU 2373 ACAAGGGUACAAGACAGUGMUMU
467 | 343 ACUGUCUUGUACCCUUGUGMUMU 2374 CACAAGGGUACAAGACAGUMUMU
468 | 344 CUGUCUUGUACCCUUGUGCMUMU 2375 GCACAAGGGUACAAGACAGMUMU
469 | 345 UGUCUUGUACCCUUGUGCCMUMU 2376 GGCACAAGGGUACAAGACAMUMU
470 | 346 GUCUUGUACCCUUGUGCCUMUMU 2377 AGGCACAAGGGUACAAGACMUMU
471 | 347 UCUUGUACCCUUGUGCCUCMUMU 2378 GAGGCACAAGGGUACAAGAMUMU
472 | 348 CUUGUACCCUUGUGCCUCGMUMU 2379 CGAGGCACAAGGGUACAAGMUMU
473 | 349 UUGUACCCUUGUGCCUCGCMUMU 2380 GCGAGGCACAAGGGUACAAMUMU
474 | 350 UGUACCCUUGUGCCUCGCUMUMU 2381 AGCGAGGCACAAGGGUACAMUMU
475 | 351 GUACCCUUGUGCCUCGCUCMUMU 2382 GAGCGAGGCACAAGGGUACMUMU
476 | 352 UACCCUUGUGCCUCGCUCAMUMU 2383 UGAGCGAGGCACAAGGGUAMUMU
477 | 353 ACCCUUGUGCCUCGCUCAGMUMU 2384 CUGAGCGAGGCACAAGGGUMUMU
478 | 354 CCCUUGUGCCUCGCUCAGGMUMU 2385 CCUGAGCGAGGCACAAGGGMUMU
479 | 355 CCUUGUGCCUCGCUCAGGGMUMU 2386 CCCUGAGCGAGGCACAAGGMUMU
480 | 356 CUUGUGCCUCGCUCAGGGGMUMU 2387 CCCCUGAGCGAGGCACAAGMUMU
481 | 357 UUGUGCCUCGCUCAGGGGAMUMU 2388 UCCCCUGAGCGAGGCACAAMUMU
482 | 358 UGUGCCUCGCUCAGGGGAGMUMU 2389 CUCCCCUGAGCGAGGCACAMUMU
483 | 359 GUGCCUCGCUCAGGGGAGCMUMU 2390 GCUCCCCUGAGCGAGGCACMUMU
484 | 360 UGCCUCGCUCAGGGGAGCAMUMU 2391 UGCUCCCCUGAGCGAGGCAMUMU
485 | 361 GCCUCGCUCAGGGGAGCAGMUMU 2392 CUGCUCCCCUGAGCGAGGCMUMU
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486 | 362 CCUCGCUCAGGGGAGCAGGMUMU 2393 CCUGCUCCCCUGAGCGAGGMUMU
487 | 363 CUCGCUCAGGGGAGCAGGCMUMU 2394 GCCUGCUCCCCUGAGCGAGMUMU
488 | 364 UCGCUCAGGGGAGCAGGCUMUMU 2395 AGCCUGCUCCCCUGAGCGAMUMU
489 | 365 CGCUCAGGGGAGCAGGCUGMUMU 2396 CAGCCUGCUCCCCUGAGCGMUMU
490 | 366 GCUCAGGGGAGCAGGCUGAMUMU 2397 UCAGCCUGCUCCCCUGAGCMUMU
491 | 367 CUCAGGGGAGCAGGCUGAAMUMU 2398 UUCAGCCUGCUCCCCUGAGMUMU
492 | 368 UCAGGGGAGCAGGCUGAAGMUMU 2399 CUUCAGCCUGCUCCCCUGAMUMU
493 | 369 CAGGGGAGCAGGCUGAAGGMUMU 2400 CCUUCAGCCUGCUCCCCUGMUMU
494 | 370 AGGGGAGCAGGCUGAAGGGMUMU 2401 CCCUUCAGCCUGCUCCCCUMUMU
495 | 371 GGGGAGCAGGCUGAAGGGUMUMU 2402 ACCCUUCAGCCUGCUCCCCmUMU
496 | 372 GGGAGCAGGCUGAAGGGUCMUMU 2403 GACCCUUCAGCCUGCUCCCmMUMU
497 | 373 GGAGCAGGCUGAAGGGUCCMUMU 2404 GGACCCUUCAGCCUGCUCCMUMU
498 | 374 GAGCAGGCUGAAGGGUCCCmMUMU 2405 GGGACCCUUCAGCCUGCUCMUMU
499 | 375 AGCAGGCUGAAGGGUCCCCMUMU 2406 GGGGACCCUUCAGCCUGCUMUMU
500 | 376 GCAGGCUGAAGGGUCCCCAMUMU 2407 UGGGGACCCUUCAGCCUGCMUMU
501 | 377 CAGGCUGAAGGGUCCCCAGMUMU 2408 CUGGGGACCCUUCAGCCUGMUMU
502 | 378 AGGCUGAAGGGUCCCCAGGMUMU 2409 CCUGGGGACCCUUCAGCCUMUMU
503 | 379 GGCUGAAGGGUCCCCAGGUMUMU 2410 ACCUGGGGACCCUUCAGCCMUMU
504 | 380 GCUGAAGGGUCCCCAGGUGMUMU 2411 CACCUGGGGACCCUUCAGCMUMU
505 | 381 CUGAAGGGUCCCCAGGUGGMUMU 2412 CCACCUGGGGACCCUUCAGMUMU
506 | 382 UGAAGGGUCCCCAGGUGGAMUMU 2413 UCCACCUGGGGACCCUUCAMUMU
507 | 383 GAAGGGUCCCCAGGUGGACMUMU 2414 GUCCACCUGGGGACCCUUCMUMU
508 | 384 AAGGGUCCCCAGGUGGACCMUMU 2415 GGUCCACCUGGGGACCCUUMUMU
509 | 385 AGGGUCCCCAGGUGGACCUMUMU 2416 AGGUCCACCUGGGGACCCUMUMU
510 | 386 GGGUCCCCAGGUGGACCUGMUMU 2417 CAGGUCCACCUGGGGACCCMUMU
511 | 387 GGUCCCCAGGUGGACCUGGMUMU 2418 CCAGGUCCACCUGGGGACCMUMU
512 | 388 GUCCCCAGGUGGACCUGGAMUMU 2419 UCCAGGUCCACCUGGGGACMUMU
513 | 389 UCCCCAGGUGGACCUGGAGMUMU 2420 CUCCAGGUCCACCUGGGGAMUMU
514 | 390 CCCCAGGUGGACCUGGAGAMUMU 2421 UCUCCAGGUCCACCUGGGGMUMU
515 | 391 CCCAGGUGGACCUGGAGACMUMU 2422 GUCUCCAGGUCCACCUGGGMUMU
516 | 392 CCAGGUGGACCUGGAGACUMUMU 2423 AGUCUCCAGGUCCACCUGGMUMU
517 | 393 CAGGUGGACCUGGAGACUCMUMU 2424 GAGUCUCCAGGUCCACCUGMUMU
518 | 394 AGGUGGACCUGGAGACUCUMUMU 2425 AGAGUCUCCAGGUCCACCUMUMU
519 | 395 GGUGGACCUGGAGACUCUCMUMU 2426 GAGAGUCUCCAGGUCCACCMUMU
520 | 396 GUGGACCUGGAGACUCUCAMUMU 2427 UGAGAGUCUCCAGGUCCACMUMU
521 | 397 UGGACCUGGAGACUCUCAGMUMU 2428 CUGAGAGUCUCCAGGUCCAMUMU
522 | 398 GGACCUGGAGACUCUCAGGMUMU 2429 CCUGAGAGUCUCCAGGUCCMUMU
523 | 399 GACCUGGAGACUCUCAGGGMUMU 2430 CCCUGAGAGUCUCCAGGUCMUMU
524 | 400 ACCUGGAGACUCUCAGGGUMUMU 2431 ACCCUGAGAGUCUCCAGGUMUMU
525 | 401 CCUGGAGACUCUCAGGGUCMUMU 2432 GACCCUGAGAGUCUCCAGGMUMU
526 | 402 CUGGAGACUCUCAGGGUCGMUMU 2433 CGACCCUGAGAGUCUCCAGMUMU
527 | 403 UGGAGACUCUCAGGGUCGAMUMU 2434 UCGACCCUGAGAGUCUCCAMUMU
528 | 404 GGAGACUCUCAGGGUCGAAMUMU 2435 UUCGACCCUGAGAGUCUCCMUMU
529 | 405 GAGACUCUCAGGGUCGAAAMUMU 2436 UUUCGACCCUGAGAGUCUCMUMU
530 | 406 AGACUCUCAGGGUCGAAAAMUMU 2437 UUUUCGACCCUGAGAGUCUMUMU
531 | 407 GACUCUCAGGGUCGAAAACMUMU 2438 GUUUUCGACCCUGAGAGUCMUMU
532 | 408 ACUCUCAGGGUCGAAAACGMUMU 2439 CGUUUUCGACCCUGAGAGUMUMU
533 | 409 CUCUCAGGGUCGAAAACGGMUMU 2440 CCGUUUUCGACCCUGAGAGMUMU
534 | 410 UCUCAGGGUCGAAAACGGCMUMU 2441 GCCGUUUUCGACCCUGAGAMUMU
535 | 411 CUCAGGGUCGAAAACGGCGMUMU 2442 CGCCGUUUUCGACCCUGAGMUMU
536 | 412 UCAGGGUCGAAAACGGCGGMUMU 2443 CCGCCGUUUUCGACCCUGAMUMU
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537 | 413 CAGGGUCGAAAACGGCGGCMUMU 2444 GCCGCCGUUUUCGACCCUGMUMU
538 | 414 AGGGUCGAAAACGGCGGCAMUMU 2445 UGCCGCCGUUUUCGACCCUMUMU
539 | 415 GGGUCGAAAACGGCGGCAGMUMU 2446 CUGCCGCCGUUUUCGACCCMUMU
540 | 416 GGUCGAAAACGGCGGCAGAMUMU 2447 UCUGCCGCCGUUUUCGACCMUMU
541 | 417 GUCGAAAACGGCGGCAGACMUMU 2448 GUCUGCCGCCGUUUUCGACMUMU
542 | 418 UCGAAAACGGCGGCAGACCMUMU 2449 GGUCUGCCGCCGUUUUCGAMUMU
543 | 419 CGAAAACGGCGGCAGACCAMUMU 2450 UGGUCUGCCGCCGUUUUCGMUMU
544 | 420 GAAAACGGCGGCAGACCAGMUMU 2451 CUGGUCUGCCGCCGUUUUCMUMU
545 | 421 AAARACGGCGGCAGACCAGCMUMU 2452 GCUGGUCUGCCGCCGUUUUMUMU
546 | 422 AAACGGCGGCAGACCAGCAMUMU 2453 UGCUGGUCUGCCGCCGUUUMUMU
547 | 423 AACGGCGGCAGACCAGCAUMUMU 2454 AUGCUGGUCUGCCGCCGUUMUMU
548 | 424 ACGGCGGCAGACCAGCAUGMUMU 2455 CAUGCUGGUCUGCCGCCGUMUMU
549 | 425 CGGCGGCAGACCAGCAUGAMUMU 2456 UCAUGCUGGUCUGCCGCCGmMUMU
550 | 426 GGCGGCAGACCAGCAUGACMUMU 2457 GUCAUGCUGGUCUGCCGCCmMUMU
551 | 427 GCGGCAGACCAGCAUGACAMUMU 2458 UGUCAUGCUGGUCUGCCGCmMUMU
552 | 428 CGGCAGACCAGCAUGACAGMUMU 2459 CUGUCAUGCUGGUCUGCCGmMUMU
553 | 429 GGCAGACCAGCAUGACAGAMUMU 2460 UCUGUCAUGCUGGUCUGCCMUMU
554 | 430 GCAGACCAGCAUGACAGAUMUMU 2461 AUCUGUCAUGCUGGUCUGCMUMU
555 | 431 CAGACCAGCAUGACAGAUUMUMU 2462 AAUCUGUCAUGCUGGUCUGMUMU
556 | 432 AGACCAGCAUGACAGAUUUMUMU 2463 AAAUCUGUCAUGCUGGUCUMUMU
557 | 433 GACCAGCAUGACAGAUUUCMUMU 2464 GAAAUCUGUCAUGCUGGUCMUMU
558 | 434 ACCAGCAUGACAGAUUUCUMUMU 2465 AGAAAUCUGUCAUGCUGGUMUMU
559 | 435 CCAGCAUGACAGAUUUCUAMUMU 2466 UAGAAAUCUGUCAUGCUGGMUMU
560 | 436 CAGCAUGACAGAUUUCUACMUMU 2467 GUAGAAAUCUGUCAUGCUGMUMU
561 | 437 AGCAUGACAGAUUUCUACCMUMU 2468 GGUAGAAAUCUGUCAUGCUMUMU
562 | 438 GCAUGACAGAUUUCUACCAMUMU 2469 UGGUAGAAAUCUGUCAUGCMUMU
563 | 439 CAUGACAGAUUUCUACCACMUMU 2470 GUGGUAGAAAUCUGUCAUGMUMU
564 | 440 AUGACAGAUUUCUACCACUMUMU 2471 AGUGGUAGAAAUCUGUCAUMUMU
565 | 441 UGACAGAUUUCUACCACUCMUMU 2472 GAGUGGUAGAAAUCUGUCAMUMU
566 | 442 GACAGAUUUCUACCACUCCMUMU 2473 GGAGUGGUAGAAAUCUGUCMUMU
567 | 443 ACAGAUUUCUACCACUCCAMUMU 2474 UGGAGUGGUAGAAAUCUGUMUMU
568 | 444 CAGAUUUCUACCACUCCAAMUMU 2475 UUGGAGUGGUAGAAAUCUGMUMU
569 | 445 AGAUUUCUACCACUCCAAAMUMU 2476 UUUGGAGUGGUAGAAAUCUMUMU
570 | 446 GAUUUCUACCACUCCAAACMUMU 2477 GUUUGGAGUGGUAGAAAUCMUMU
571 | 447 AUUUCUACCACUCCAAACGMUMU 2478 CGUUUGGAGUGGUAGAAAUMUMU
572 | 448 UUUCUACCACUCCAAACGCMUMU 2479 GCGUUUGGAGUGGUAGAAAMUMU
573 | 449 UUCUACCACUCCAAACGCCMUMU 2480 GGCGUUUGGAGUGGUAGAAMUMU
574 | 450 UCUACCACUCCAAACGCCGMUMU 2481 CGGCGUUUGGAGUGGUAGAMUMU
575 | 451 CUACCACUCCAAACGCCGGMUMU 2482 CCGGCGUUUGGAGUGGUAGMUMU
576 | 452 UACCACUCCAAACGCCGGCMUMU 2483 GCCGGCGUUUGGAGUGGUAMUMU
577 | 453 ACCACUCCAAACGCCGGCUMUMU 2484 AGCCGGCGUUUGGAGUGGUMUMU
578 | 454 CCACUCCAAACGCCGGCUGMUMU 2485 CAGCCGGCGUUUGGAGUGGMUMU
579 | 455 CACUCCAAACGCCGGCUGAMUMU 2486 UCAGCCGGCGUUUGGAGUGMUMU
580 | 456 ACUCCAAACGCCGGCUGAUMUMU 2487 AUCAGCCGGCGUUUGGAGUMUMU
581 | 457 CUCCAAACGCCGGCUGAUCMUMU 2488 GAUCAGCCGGCGUUUGGAGMUMU
582 | 458 UCCAAACGCCGGCUGAUCUMUMU 2489 AGAUCAGCCGGCGUUUGGAMUMU
583 | 459 CCAAACGCCGGCUGAUCUUMUMU 2490 AAGAUCAGCCGGCGUUUGGMUMU
584 | 460 CAAACGCCGGCUGAUCUUCMUMU 2491 GAAGAUCAGCCGGCGUUUGMUMU
585 | 461 AAACGCCGGCUGAUCUUCUMUMU 2492 AGAAGAUCAGCCGGCGUUUMUMU
586 | 462 AACGCCGGCUGAUCUUCUCMUMU 2493 GAGAAGAUCAGCCGGCGUUMUMU
587 | 463 ACGCCGGCUGAUCUUCUCCMUMU 2494 GGAGAAGAUCAGCCGGCGUMUMU
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588 | 464 CGCCGGCUGAUCUUCUCCAMUMU 2495 UGGAGAAGAUCAGCCGGCGMUMU
589 | 465 GCCGGCUGAUCUUCUCCAAMUMU 2496 UUGGAGAAGAUCAGCCGGCMUMU
590 | 466 CCGGCUGAUCUUCUCCAAGMUMU 2497 CUUGGAGAAGAUCAGCCGGMUMU
591 | 467 CGGCUGAUCUUCUCCAAGAMUMU 2498 UCUUGGAGAAGAUCAGCCGMUMU
592 | 468 GGCUGAUCUUCUCCAAGAGMUMU 2499 CUCUUGGAGAAGAUCAGCCMUMU
593 | 469 GCUGAUCUUCUCCAAGAGGMUMU 2500 CCUCUUGGAGAAGAUCAGCMUMU
594 | 470 CUGAUCUUCUCCAAGAGGAMUMU 2501 UCCUCUUGGAGAAGAUCAGMUMU
595 | 471 UGAUCUUCUCCAAGAGGAAMUMU 2502 UUCCUCUUGGAGAAGAUCAMUMU
596 | 472 GAUCUUCUCCAAGAGGAAGMUMU 2503 CUUCCUCUUGGAGAAGAUCMUMU
597 | 473 AUCUUCUCCAAGAGGAAGCMUMU 2504 GCUUCCUCUUGGAGAAGAUMUMU
598 | 474 UCUUCUCCAAGAGGAAGCCMUMU 2505 GGCUUCCUCUUGGAGAAGAMUMU
599 | 475 CUUCUCCAAGAGGAAGCCCMUMU 2506 GGGCUUCCUCUUGGAGAAGMUMU
600 | 476 UUCUCCAAGAGGAAGCCCUMUMU 2507 AGGGCUUCCUCUUGGAGAAMUMU
601 | 477 UCUCCAAGAGGAAGCCCUAMUMU 2508 UAGGGCUUCCUCUUGGAGAMUMU
602 | 478 CUCCAAGAGGAAGCCCUAAMUMU 2509 UUAGGGCUUCCUCUUGGAGMUMU
603 | 479 UCCAAGAGGAAGCCCUAAUMUMU 2510 AUUAGGGCUUCCUCUUGGAMUMU
604 | 480 CCAAGAGGAAGCCCUAAUCMUMU 2511 GAUUAGGGCUUCCUCUUGGMUMU
605 | 481 CAAGAGGAAGCCCUAAUCCMUMU 2512 GGAUUAGGGCUUCCUCUUGMUMU
606 | 482 AAGAGGAAGCCCUAAUCCGMUMU 2513 CGGAUUAGGGCUUCCUCUUMUMU
607 | 483 AGAGGAAGCCCUAAUCCGCMUMU 2514 GCGGAUUAGGGCUUCCUCUMUMU
608 | 484 GAGGAAGCCCUAAUCCGCCMUMU 2515 GGCGGAUUAGGGCUUCCUCMUMU
609 | 485 AGGAAGCCCUAAUCCGCCCMUMU 2516 GGGCGGAUUAGGGCUUCCUMUMU
610 | 486 GGAAGCCCUAAUCCGCCCAMUMU 2517 UGGGCGGAUUAGGGCUUCCMUMU
611 | 487 GAAGCCCUAAUCCGCCCACMUMU 2518 GUGGGCGGAUUAGGGCUUCMUMU
612 | 488 AAGCCCUAAUCCGCCCACAMUMU 2519 UGUGGGCGGAUUAGGGCUUMUMU
613 | 489 AGCCCUAAUCCGCCCACAGMUMU 2520 CUGUGGGCGGAUUAGGGCUMUMU
614 | 490 GCCCUAAUCCGCCCACAGGMUMU 2521 CCUGUGGGCGGAUUAGGGCMUMU
615 | 491 CCCUAAUCCGCCCACAGGAMUMU 2522 UCCUGUGGGCGGAUUAGGGMUMU
616 | 492 CCUAAUCCGCCCACAGGAAMUMU 2523 UUCCUGUGGGCGGAUUAGGMUMU
617 | 493 CUAAUCCGCCCACAGGAAGMUMU 2524 CUUCCUGUGGGCGGAUUAGMUMU
618 | 494 UAAUCCGCCCACAGGAAGCMUMU 2525 GCUUCCUGUGGGCGGAUUAMUMU
619 | 495 AAUCCGCCCACAGGAAGCCMUMU 2526 GGCUUCCUGUGGGCGGAUUMUMU
620 | 496 AUCCGCCCACAGGAAGCCUMUMU 2527 AGGCUUCCUGUGGGCGGAUMUMU
621 | 497 UCCGCCCACAGGAAGCCUGMUMU 2528 CAGGCUUCCUGUGGGCGGAMUMU
622 | 498 CCGCCCACAGGAAGCCUGCMUMU 2529 GCAGGCUUCCUGUGGGCGGMUMU
623 | 499 CGCCCACAGGAAGCCUGCAMUMU 2530 UGCAGGCUUCCUGUGGGCGMUMU
624 | 500 GCCCACAGGAAGCCUGCAGMUMU 2531 CUGCAGGCUUCCUGUGGGCMUMU
625 | 501 CCCACAGGAAGCCUGCAGUMUMU 2532 ACUGCAGGCUUCCUGUGGGMUMU
626 | 502 CCACAGGAAGCCUGCAGUCMUMU 2533 GACUGCAGGCUUCCUGUGGMUMU
627 | 503 CACAGGAAGCCUGCAGUCCMUMU 2534 GGACUGCAGGCUUCCUGUGMUMU
628 | 504 ACAGGAAGCCUGCAGUCCUMUMU 2535 AGGACUGCAGGCUUCCUGUMUMU
629 | 505 CAGGAAGCCUGCAGUCCUGMUMU 2536 CAGGACUGCAGGCUUCCUGMUMU
630 | 506 AGGAAGCCUGCAGUCCUGGMUMU 2537 CCAGGACUGCAGGCUUCCUMUMU
631 | 507 GGAAGCCUGCAGUCCUGGAMUMU 2538 UCCAGGACUGCAGGCUUCCMUMU
632 | 508 GAAGCCUGCAGUCCUGGAAMUMU 2539 UUCCAGGACUGCAGGCUUCMUMU
633 | 509 AAGCCUGCAGUCCUGGAAGMUMU 2540 CUUCCAGGACUGCAGGCUUMUMU
634 | 510 AGCCUGCAGUCCUGGAAGCMUMU 2541 GCUUCCAGGACUGCAGGCUMUMU
635 | 511 GCCUGCAGUCCUGGAAGCGMUMU 2542 CGCUUCCAGGACUGCAGGCMUMU
636 | 512 CCUGCAGUCCUGGAAGCGCMUMU 2543 GCGCUUCCAGGACUGCAGGMUMU
637 | 513 CUGCAGUCCUGGAAGCGCGMUMU 2544 CGCGCUUCCAGGACUGCAGMUMU
638 | 514 UGCAGUCCUGGAAGCGCGAMUMU 2545 UCGCGCUUCCAGGACUGCAMUMU
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639 | 515 GCAGUCCUGGAAGCGCGAGMUMU 2546 CUCGCGCUUCCAGGACUGCMUMU
640 | 516 CAGUCCUGGAAGCGCGAGGMUMU 2547 CCUCGCGCUUCCAGGACUGMUMU
641 | 517 AGUCCUGGAAGCGCGAGGGMUMU 2548 CCCUCGCGCUUCCAGGACUMUMU
642 | 518 GUCCUGGAAGCGCGAGGGCMUMU 2549 GCCCUCGCGCUUCCAGGACMUMU
643 | 519 UCCUGGAAGCGCGAGGGCCMUMU 2550 GGCCCUCGCGCUUCCAGGAMUMU
644 | 520 CCUGGAAGCGCGAGGGCCUMUMU 2551 AGGCCCUCGCGCUUCCAGGMUMU
645 | 521 CUGGAAGCGCGAGGGCCUCMUMU 2552 GAGGCCCUCGCGCUUCCAGMUMU
646 | 522 UGGAAGCGCGAGGGCCUCAMUMU 2553 UGAGGCCCUCGCGCUUCCAMUMU
647 | 523 GGAAGCGCGAGGGCCUCAAMUMU 2554 UUGAGGCCCUCGCGCUUCCMUMU
648 | 524 GAAGCGCGAGGGCCUCAAAMUMU 2555 UUUGAGGCCCUCGCGCUUCMUMU
649 | 525 AAGCGCGAGGGCCUCAAAGMUMU 2556 CUUUGAGGCCCUCGCGCUUMUMU
650 | 526 AGCGCGAGGGCCUCAAAGGMUMU 2557 CCUUUGAGGCCCUCGCGCUMUMU
651 | 527 GCGCGAGGGCCUCAAAGGCMUMU 2558 GCCUUUGAGGCCCUCGCGCMUMU
652 | 528 CGCGAGGGCCUCAAAGGCCMUMU 2559 GGCCUUUGAGGCCCUCGCGMUMU
653 | 529 GCGAGGGCCUCAAAGGCCCMUMU 2560 GGGCCUUUGAGGCCCUCGCMUMU
654 | 530 CGAGGGCCUCAAAGGCCCGMUMU 2561 CGGGCCUUUGAGGCCCUCGMUMU
655 | 531 GAGGGCCUCAAAGGCCCGCMUMU 2562 GCGGGCCUUUGAGGCCCUCMUMU
656 | 532 AGGGCCUCAAAGGCCCGCUMUMU 2563 AGCGGGCCUUUGAGGCCCUMUMU
657 | 533 GGGCCUCAAAGGCCCGCUCMUMU 2564 GAGCGGGCCUUUGAGGCCCmMUMU
658 | 534 GGCCUCAAAGGCCCGCUCUMUMU 2565 AGAGCGGGCCUUUGAGGCCMUMU
659 | 535 GCCUCAAAGGCCCGCUCUAMUMU 2566 UAGAGCGGGCCUUUGAGGCMUMU
660 | 536 CCUCAAAGGCCCGCUCUACMUMU 2567 GUAGAGCGGGCCUUUGAGGMUMU
661 | 537 CUCAAAGGCCCGCUCUACAMUMU 2568 UGUAGAGCGGGCCUUUGAGMUMU
662 | 538 UCAAAGGCCCGCUCUACAUMUMU 2569 AUGUAGAGCGGGCCUUUGAMUMU
663 | 539 CAAAGGCCCGCUCUACAUCMUMU 2570 GAUGUAGAGCGGGCCUUUGMUMU
664 | 540 AAAGGCCCGCUCUACAUCUMUMU 2571 AGAUGUAGAGCGGGCCUUUMUMU
665 | 541 AAGGCCCGCUCUACAUCUUMUMU 2572 AAGAUGUAGAGCGGGCCUUMUMU
666 | 542 AGGCCCGCUCUACAUCUUCMUMU 2573 GAAGAUGUAGAGCGGGCCUMUMU
667 | 543 GGCCCGCUCUACAUCUUCUMUMU 2574 AGAAGAUGUAGAGCGGGCCMUMU
668 | 544 GCCCGCUCUACAUCUUCUGMUMU 2575 CAGAAGAUGUAGAGCGGGCMUMU
669 | 545 CCCGCUCUACAUCUUCUGCMUMU 2576 GCAGAAGAUGUAGAGCGGGMUMU
670 | 546 CCGCUCUACAUCUUCUGCCMUMU 2577 GGCAGAAGAUGUAGAGCGGMUMU
671 | 547 CGCUCUACAUCUUCUGCCUMUMU 2578 AGGCAGAAGAUGUAGAGCGMUMU
672 | 548 GCUCUACAUCUUCUGCCUUMUMU 2579 AAGGCAGAAGAUGUAGAGCMUMU
673 | 549 CUCUACAUCUUCUGCCUUAMUMU 2580 UAAGGCAGAAGAUGUAGAGMUMU
674 | 550 UCUACAUCUUCUGCCUUAGMUMU 2581 CUAAGGCAGAAGAUGUAGAMUMU
675 | 551 CUACAUCUUCUGCCUUAGUMUMU 2582 ACUAAGGCAGAAGAUGUAGMUMU
676 | 552 UACAUCUUCUGCCUUAGUCMUMU 2583 GACUAAGGCAGAAGAUGUAMUMU
677 | 553 ACAUCUUCUGCCUUAGUCUMUMU 2584 AGACUAAGGCAGAAGAUGUMUMU
678 | 554 CAUCUUCUGCCUUAGUCUCMUMU 2585 GAGACUAAGGCAGAAGAUGMUMU
679 | 555 AUCUUCUGCCUUAGUCUCAMUMU 2586 UGAGACUAAGGCAGAAGAUMUMU
680 | 556 UCUUCUGCCUUAGUCUCAGMUMU 2587 CUGAGACUAAGGCAGAAGAMUMU
681 | 557 CUUCUGCCUUAGUCUCAGUMUMU 2588 ACUGAGACUAAGGCAGAAGMUMU
682 | 558 UUCUGCCUUAGUCUCAGUUMUMU 2589 AACUGAGACUAAGGCAGAAMUMU
683 | 559 UCUGCCUUAGUCUCAGUUUMUMU 2590 AAACUGAGACUAAGGCAGAMUMU
684 | 560 CUGCCUUAGUCUCAGUUUGMUMU 2591 CAAACUGAGACUAAGGCAGMUMU
685 | 561 UGCCUUAGUCUCAGUUUGUMUMU 2592 ACAAACUGAGACUAAGGCAMUMU
686 | 562 GCCUUAGUCUCAGUUUGUGMUMU 2593 CACAAACUGAGACUAAGGCMUMU
687 | 563 CCUUAGUCUCAGUUUGUGUMUMU 2594 ACACAAACUGAGACUAAGGMUMU
688 | 564 CUUAGUCUCAGUUUGUGUGMUMU 2595 CACACAAACUGAGACUAAGMUMU
689 | 565 UUAGUCUCAGUUUGUGUGUMUMU 2596 ACACACAAACUGAGACUAAMUMU
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690 | 566 UAGUCUCAGUUUGUGUGUCMUMU 2597 GACACACAAACUGAGACUAMUMU
691 | 567 AGUCUCAGUUUGUGUGUCUMUMU 2598 AGACACACAAACUGAGACUMUMU
692 | 568 GUCUCAGUUUGUGUGUCUUMUMU 2599 AAGACACACAAACUGAGACMUMU
693 | 569 UCUCAGUUUGUGUGUCUUAMUMU 2600 UAAGACACACAAACUGAGAMUMU
694 | 570 CUCAGUUUGUGUGUCUUAAMUMU 2601 UUAAGACACACAAACUGAGMUMU
695 | 571 UCAGUUUGUGUGUCUUAAUMUMU 2602 AUUAAGACACACAAACUGAMUMU
696 | 572 CAGUUUGUGUGUCUUAAUUMUMU 2603 AAUUAAGACACACAAACUGMUMU
697 | 573 AGUUUGUGUGUCUUAAUUAMUMU 2604 UAAUUAAGACACACAAACUMUMU
698 | 574 GUUUGUGUGUCUUAAUUAUMUMU 2605 AUAAUUAAGACACACAAACTMUMU
699 | 575 UUUGUGUGUCUUAAUUAUUMUMU 2606 AAUAAUUAAGACACACAAAMUMU
700 | 576 UUGUGUGUCUUAAUUAUUAMUMU 2607 UAAUAAUUAAGACACACAAMUMU
701 | 577 UGUGUGUCUUAAUUAUUAUMUMU 2608 AUAAUAAUUAAGACACACAMUMU
702 | 578 GUGUGUCUUAAUUAUUAUUMUMU 2609 AAUAAUAAUUAAGACACACMUMU
703 | 579 UGUGUCUUAAUUAUUAUUUMUMU 2610 AAAUAAUAAUUAAGACACAMUMU
704 | 580 GUGUCUUAAUUAUUAUUUGMUMU 2611 CAAAUAAUAAUUAAGACACMUMU
705 | 581 UGUCUUAAUUAUUAUUUGUMUMU 2612 ACAAAUAAUAAUUAAGACAMUMU
706 | 582 GUCUUAAUUAUUAUUUGUGMUMU 2613 CACAAAUAAUAAUUAAGACMUMU
707 | 583 UCUUAAUUAUUAUUUGUGUMUMU 2614 ACACAAAUAAUAAUUAAGAMUMU
708 | 584 CUUAAUUAUUAUUUGUGUUMUMU 2615 AACACAAAUAAUAAUUAAGMUMU
709 | 585 UUAAUUAUUAUUUGUGUUUMUMU 2616 AAACACAAAUAAUAAUUAAMUMU
710 | 586 UAAUUAUUAUUUGUGUUUUMUMU 2617 AAAACACAAAUAAUAAUUAMUMU
711 | 587 AAUUAUUAUUUGUGUUUUAMUMU 2618 UAAAACACAAAUAAUAAUUMUMU
712 | 588 AUUAUUAUUUGUGUUUUAAMUMU 2619 UUAAAACACAAAUAAUAAUMUMU
713 | 589 UUAUUAUUUGUGUUUUAAUMUMU 2620 AUUAAAACACAAAUAAUAAMUMU
714 | 590 UAUUAUUUGUGUUUUAAUUMUMU 2621 AAUUAAAACACAAAUAAUAMUMU
715 | 591 AUUAUUUGUGUUUUAAUUUMUMU 2622 AAAUUAAAACACAAAUAAUMUMU
716 | 592 UUAUUUGUGUUUUAAUUUAMUMU 2623 UAAAUUAAAACACAAAUAAMUMU
717 | 593 UAUUUGUGUUUUAAUUUAAMUMU 2624 UUAAAUUAAAACACAAAUAMUMU
718 | 594 AUUUGUGUUUUAAUUUAAAMUMU 2625 UUUAAAUUAAAACACAAAUMUMU
719 | 595 UUUGUGUUUUAAUUUAAACMUMU 2626 GUUUAAAUUAAAACACAAAMUMU
720 | 596 UUGUGUUUUAAUUUAAACAMUMU 2627 UGUUUAAAUUAAAACACAAMUMU
721 | 597 UGUGUUUUAAUUUAAACACMUMU 2628 GUGUUUAAAUUAAAACACAMUMU
722 | 598 GUGUUUUAAUUUAAACACCMUMU 2629 GGUGUUUAAAUUAAAACACMUMU
723 | 599 UGUUUUAAUUUAARACACCUMUMU 2630 AGGUGUUUAAAUUAAAACAMUMU
724 | 600 GUUUUAAUUUAAACACCUCMUMU 2631 GAGGUGUUUAAAUUAAAACMUMU
725 | 601 UUUUAAUUUAAACACCUCCMUMU 2632 GGAGGUGUUUAAAUUAAAAMUMU
726 | 602 UUUAAUUUAAACACCUCCUMUMU 2633 AGGAGGUGUUUAAAUUAAAMUMU
727 | 603 UUAAUUUAAACACCUCCUCMUMU 2634 GAGGAGGUGUUUAAAUUAAMUMU
728 | 604 UAAUUUAAACACCUCCUCAMUMU 2635 UGAGGAGGUGUUUAAAUUAMUMU
729 | 605 AAUUUAAACACCUCCUCAUMUMU 2636 AUGAGGAGGUGUUUAAAUUMUMU
730 | 606 AUUUAAACACCUCCUCAUGMUMU 2637 CAUGAGGAGGUGUUUAAAUMUMU
731 | 607 UUUAAACACCUCCUCAUGUMUMU 2638 ACAUGAGGAGGUGUUUAAAMUMU
732 | 608 UUAAACACCUCCUCAUGUAMUMU 2639 UACAUGAGGAGGUGUUUAAMUMU
733 | 609 UAAACACCUCCUCAUGUACMUMU 2640 GUACAUGAGGAGGUGUUUAMUMU
734 | 610 AAACACCUCCUCAUGUACAMUMU 2641 UGUACAUGAGGAGGUGUUUMUMU
735 | 611 AACACCUCCUCAUGUACAUMUMU 2642 AUGUACAUGAGGAGGUGUUMUMU
736 | 612 ACACCUCCUCAUGUACAUAMUMU 2643 UAUGUACAUGAGGAGGUGUMUMU
737 | 613 CACCUCCUCAUGUACAUACMUMU 2644 GUAUGUACAUGAGGAGGUGMUMU
738 | 614 ACCUCCUCAUGUACAUACCMUMU 2645 GGUAUGUACAUGAGGAGGUMUMU
739 | 615 CCUCCUCAUGUACAUACCCMUMU 2646 GGGUAUGUACAUGAGGAGGMUMU
740 | 616 CUCCUCAUGUACAUACCCUMUMU 2647 AGGGUAUGUACAUGAGGAGMUMU
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741 | 617 UCCUCAUGUACAUACCCUGMUMU 2648 CAGGGUAUGUACAUGAGGAMUMU
742 | 618 CCUCAUGUACAUACCCUGGMUMU 2649 CCAGGGUAUGUACAUGAGGMUMU
743 | 619 CUCAUGUACAUACCCUGGCMUMU 2650 GCCAGGGUAUGUACAUGAGMUMU
744 | 620 UCAUGUACAUACCCUGGCCmMUMU 2651 GGCCAGGGUAUGUACAUGAMUMU
745 | 621 CAUGUACAUACCCUGGCCGMUMU 2652 CGGCCAGGGUAUGUACAUGMUMU
746 | 622 AUGUACAUACCCUGGCCGCMUMU 2653 GCGGCCAGGGUAUGUACAUMUMU
747 | 623 UGUACAUACCCUGGCCGCCmMUMU 2654 GGCGGCCAGGGUAUGUACAMUMU
748 | 624 GUACAUACCCUGGCCGCCCmMUMU 2655 GGGCGGCCAGGGUAUGUACMUMU
749 | 625 UACAUACCCUGGCCGCCCCmUMU 2656 GGGGCGGCCAGGGUAUGUAMUMU
750 | 626 ACAUACCCUGGCCGCCCCCmUmU 2657 GGGGGCGGCCAGGGUAUGUMUMU
751 | 627 CAUACCCUGGCCGCCCCCUmMUMU 2658 AGGGGGCGGCCAGGGUAUGMUMU
752 | 628 AUACCCUGGCCGCCCCCUGMUMU 2659 CAGGGGGCGGCCAGGGUAUMUMU
753 | 629 UACCCUGGCCGCCCCCUGCMUMU 2660 GCAGGGGGCGGCCAGGGUAMUMU
754 | 630 ACCCUGGCCGCCCCCUGCCMUMU 2661 GGCAGGGGGCGGCCAGGGUMUMU
755 | 631 CCCUGGCCGCCCCCUGCCCmMUMU 2662 GGGCAGGGGGCGGCCAGGGMUMU
756 | 632 CCUGGCCGCCCCCUGCCCCmUmU 2663 GGGGCAGGGGGCGGCCAGGMUMU
757 | 633 CUGGCCGCCCCCUGCCCCCmUmU 2664 GGGGGCAGGGGGCGGCCAGMUMU
758 | 634 UGGCCGCCCCCUGCCCCCCmUmU 2665 GGGGGGCAGGGGGCGGCCAMUMU
759 | 635 GGCCGCCCCCUGCCCCCCAMUMU 2666 UGGGGGGCAGGGGGCGGECCMUMU
760 | 636 GCCGCCCCCUGCCCCCCAGMUMU 2667 CUGGGGGGCAGGGGGCEECMUMU
761 | 637 CCGCCCCCUGCCCCCCAGCMUMU 2668 GCUGGGGGGCAGGGGGCGGMUMU
762 | 638 CGCCCCCUGCCCCCCAGCCMUMU 2669 GGCUGGGGGGCAGGGGGCGMUMU
763 | 639 GCCCCCUGCCCCCCAGCCUMUMU 2670 AGGCUGGGGGGCAGGGGECMUMU
764 | 640 CCCCCUGCCCCCCAGCCUCMUMU 2671 GAGGCUGGGGGGCAGGGGGMUMU
765 | 641 CCCCUGCCCCCCAGCCUCUMUMU 2672 AGAGGCUGGGGGGCAGGGEGMUMU
766 | 642 CCCUGCCCCCCAGCCUCUGMUMU 2673 CAGAGGCUGGGGGGCAGGGMUMU
767 | 643 CCUGCCCCCCAGCCUCUGGMUMU 2674 CCAGAGGCUGGGGGGCAGGMUMU
768 | 644 CUGCCCCCCAGCCUCUGGCMUMU 2675 GCCAGAGGCUGGGGGGCAGMUMU
769 | 645 UGCCCCCCAGCCUCUGGCAMUMU 2676 UGCCAGAGGCUGGGGGGCAMUMU
770 | 646 GCCCCCCAGCCUCUGGCAUMUMU 2677 AUGCCAGAGGCUGGGGGECMUMU
771 | 647 CCCCCCAGCCUCUGGCAUUMUMU 2678 AAUGCCAGAGGCUGGGGGEGMUMU
772 | 648 CCCCCAGCCUCUGGCAUUAMUMU 2679 UAAUGCCAGAGGCUGGGGGMUMU
773 | 649 CCCCAGCCUCUGGCAUUAGMUMU 2680 CUAAUGCCAGAGGCUGGGGMUMU
774 | 650 CCCAGCCUCUGGCAUUAGAMUMU 2681 UCUAAUGCCAGAGGCUGGGMUMU
775 | 651 CCAGCCUCUGGCAUUAGAAMUMU 2682 UUCUAAUGCCAGAGGCUGGMUMU
776 | 652 CAGCCUCUGGCAUUAGAAUMUMU 2683 AUUCUAAUGCCAGAGGCUGMUMU
777 | 653 AGCCUCUGGCAUUAGAAUUMUMU 2684 AAUUCUAAUGCCAGAGGCUMUMU
778 | 654 GCCUCUGGCAUUAGAAUUAMUMU 2685 UAAUUCUAAUGCCAGAGGCMUMU
779 | 655 CCUCUGGCAUUAGAAUUAUMUMU 2686 AUAAUUCUAAUGCCAGAGGMUMU
780 | 656 CUCUGGCAUUAGAAUUAUUMUMU 2687 AAUAAUUCUAAUGCCAGAGMUMU
781 | 657 UCUGGCAUUAGAAUUAUUUMUMU 2688 AAAUAAUUCUAAUGCCAGAMUMU
782 | 658 CUGGCAUUAGAAUUAUUUAMUMU 2689 UAAAUAAUUCUAAUGCCAGMUMU
783 | 659 UGGCAUUAGAAUUAUUUAAMUMU 2690 UUAAAUAAUUCUAAUGCCAMUMU
784 | 660 GGCAUUAGAAUUAUUUAAAMUMU 2691 UUUAAAUAAUUCUAAUGCCMUMU
785 | 661 GCAUUAGAAUUAUUUAAACMUMU 2692 GUUUAAAUAAUUCUAAUGCMUMU
786 | 662 CAUUAGAAUUAUUUAAACAMUMU 2693 UGUUUAAAUAAUUCUAAUGMUMU
787 | 663 AUUAGAAUUAUUUAAACAAMUMU 2694 UUGUUUAAAUAAUUCUAAUMUMU
788 | 664 UUAGAAUUAUUUAAACAAAMUMU 2695 UUUGUUUAAAUAAUUCUAAMUMU
789 | 665 UAGAAUUAUUUAAACAAAAMUMU 2696 UUUUGUUUAAAUAAUUCUAMUMU
790 | 666 AGAAUUAUUUAAACAAAAAMUMU 2697 UUUUUGUUUAAAUAAUUCUMUMU
791 | 667 GAAUUAUUUAAACAAAAACMUMU 2698 GUUUUUGUUUAAAUAAUUCMUMU
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792 | 668 AAUUAUUUAAACAAAAACUMUMU 2699 AGUUUUUGUUUAAAUAAUUMUMU
793 | 669 AUUAUUUAAACAAAAACUAMUMU 2700 UAGUUUUUGUUUAAAUAAUMUMU
794 | 670 UUAUUUAAACAAAAACUAGMUMU 2701 CUAGUUUUUGUUUAAAUAAMUMU
795 | 671 UAUUUAAACAAAAACUAGGMUMU 2702 CCUAGUUUUUGUUUAAAUAMUMU
796 | 672 AUUUAAACAAAAACUAGGCMUMU 2703 GCCUAGUUUUUGUUUAAAUMUMU
797 | 673 UUUAAACAAAAACUAGGCGMUMU 2704 CGCCUAGUUUUUGUUUAAAMUMU
798 | 674 UUAAACAAAAACUAGGCGGMUMU 2705 CCGCCUAGUUUUUGUUUAAMUMU
799 | 675 UAAACAAAAACUAGGCGGUMUMU 2706 ACCGCCUAGUUUUUGUUUAMUMU
800 | 676 AAACAAAAACUAGGCGGUUMUMU 2707 AACCGCCUAGUUUUUGUUUMUMU
801 | 677 AACAAAAACUAGGCGGUUGMUMU 2708 CAACCGCCUAGUUUUUGUUMUMU
802 | 678 ACAAAAACUAGGCGGUUGAMUMU 2709 UCAACCGCCUAGUUUUUGUMUMU
803 | 679 CAAAAACUAGGCGGUUGAAMUMU 2710 UUCAACCGCCUAGUUUUUGMUMU
804 | 680 AAAAACUAGGCGGUUGAAUMUMU 2711 AUUCAACCGCCUAGUUUUUMUMU
805 | 681 AAAACUAGGCGGUUGAAUGMUMU 2712 CAUUCAACCGCCUAGUUUUMUMU
806 | 682 AAACUAGGCGGUUGAAUGAMUMU 2713 UCAUUCAACCGCCUAGUUUMUMU
807 | 683 AACUAGGCGGUUGAAUGAGMUMU 2714 CUCAUUCAACCGCCUAGUUMUMU
808 | 684 ACUAGGCGGUUGAAUGAGAMUMU 2715 UCUCAUUCAACCGCCUAGUMUMU
809 | 685 CUAGGCGGUUGAAUGAGAGMUMU 2716 CUCUCAUUCAACCGCCUAGMUMU
810 | 686 UAGGCGGUUGAAUGAGAGGMUMU 2717 CCUCUCAUUCAACCGCCUAMUMU
811 | 687 AGGCGGUUGAAUGAGAGGUMUMU 2718 ACCUCUCAUUCAACCGCCUMUMU
812 | 688 GGCGGUUGAAUGAGAGGUUMUMU 2719 AACCUCUCAUUCAACCGCCMUMU
813 | 689 GCGGUUGAAUGAGAGGUUCMUMU 2720 GAACCUCUCAUUCAACCGCMUMU
814 | 690 CGGUUGAAUGAGAGGUUCCMUMU 2721 GGAACCUCUCAUUCAACCGMUMU
815 | 691 GGUUGAAUGAGAGGUUCCUMUMU 2722 AGGAACCUCUCAUUCAACCMUMU
816 | 692 GUUGAAUGAGAGGUUCCUAMUMU 2723 UAGGAACCUCUCAUUCAACMUMU
817 | 693 UUGAAUGAGAGGUUCCUAAMUMU 2724 UUAGGAACCUCUCAUUCAAMUMU
818 | 694 UGAAUGAGAGGUUCCUAAGMUMU 2725 CUUAGGAACCUCUCAUUCAMUMU
819 | 695 GAAUGAGAGGUUCCUAAGAMUMU 2726 UCUUAGGAACCUCUCAUUCMUMU
820 | 696 AAUGAGAGGUUCCUAAGAGMUMU 2727 CUCUUAGGAACCUCUCAUUMUMU
821 | 697 AUGAGAGGUUCCUAAGAGUMUMU 2728 ACUCUUAGGAACCUCUCAUMUMU
822 | 698 UGAGAGGUUCCUAAGAGUGMUMU 2729 CACUCUUAGGAACCUCUCAMUMU
823 | 699 GAGAGGUUCCUAAGAGUGCMUMU 2730 GCACUCUUAGGAACCUCUCMUMU
824 | 700 AGAGGUUCCUAAGAGUGCUMUMU 2731 AGCACUCUUAGGAACCUCUMUMU
825 | 701 GAGGUUCCUAAGAGUGCUGMUMU 2732 CAGCACUCUUAGGAACCUCMUMU
826 | 702 AGGUUCCUAAGAGUGCUGGMUMU 2733 CCAGCACUCUUAGGAACCUMUMU
827 | 703 GGUUCCUAAGAGUGCUGGGMUMU 2734 CCCAGCACUCUUAGGAACCMUMU
828 | 704 GUUCCUAAGAGUGCUGGGCMUMU 2735 GCCCAGCACUCUUAGGAACMUMU
829 | 705 UUCCUAAGAGUGCUGGGCAMUMU 2736 UGCCCAGCACUCUUAGGAAMUMU
831 | 706 CCUAAGAGUGCUGGGCAUUMUMU 2737 AAUGCCCAGCACUCUUAGGMUMU
832 | 707 CUAAGAGUGCUGGGCAUUUMUMU 2738 AAAUGCCCAGCACUCUUAGMUMU
833 | 708 UAAGAGUGCUGGGCAUUUUMUMU 2739 AAARAUGCCCAGCACUCUUAMUMU
834 | 709 AAGAGUGCUGGGCAUUUUUMUMU 2740 AAAAAUGCCCAGCACUCUUMUMU
835 | 710 AGAGUGCUGGGCAUUUUUAMUMU 2741 UAAAARAUGCCCAGCACUCUMUMU
836 | 711 GAGUGCUGGGCAUUUUUAUMUMU 2742 AUAAAAAUGCCCAGCACUCMUMU
837 | 712 AGUGCUGGGCAUUUUUAUUMUMU 2743 AAUAAAAAUGCCCAGCACUMUMU
838 | 713 GUGCUGGGCAUUUUUAUUUMUMU 2744 AAAUAAAAAUGCCCAGCACMUMU
839 | 714 UGCUGGGCAUUUUUAUUUUMUMU 2745 AAAAUAAAAAUGCCCAGCAMUMU
840 | 715 GCUGGGCAUUUUUAUUUUAMUMU 2746 UAAAAUAAAAAUGCCCAGCMUMU
841 | 716 CUGGGCAUUUUUAUUUUAUMUMU 2747 AUAAAAUAAAAAUGCCCAGMUMU
842 | 717 UGGGCAUUUUUAUUUUAUGMUMU 2748 CAUAAAAUAAAAAUGCCCAMUMU
843 | 718 GGGCAUUUUUAUUUUAUGAMUMU 2749 UCAUAAAAUAAAAAUGCCCMUMU
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844 | 719 GGCAUUUUUAUUUUAUGAAMUMU 2750 UUCAUAAAAUAAAAAUGCCMUMU
845 | 720 GCAUUUUUAUUUUAUGAAAMUMU 2751 UUUCAUAAAAUAAAAAUGCMUMU
ga6 | 721 CAUUUUUAUUUUAUGAAAUMUMU 2752 AUUUCAUAAAAUAAAAAUGMUMU
847 | 722 AUUUUUAUUUUAUGAAAUAMUMU 2753 UAUUUCAUAAAAUAAAAAUMUMU
848 | 723 UUUUUAUUUUAUGAAAUACMUMU 2754 GUAUUUCAUAAAAUAAAAAMUMU
849 | 724 UUUUAUUUUAUGAAAUACUMUMU 2755 AGUAUUUCAUAAAAUAAAAMUMU
850 | 725 UUUAUUUUAUGAAAUACUAMUMU 2756 UAGUAUUUCAUAAAAUAAAMUMU
851 | 726 UUAUUUUAUGAAAUACUAUMUMU 2757 AUAGUAUUUCAUAAAAUAAMUMU
852 | 727 UAUUUUAUGAAAUACUAUUMUMU 2758 AAUAGUAUUUCAUAAAAUAMUMU
853 | 728 AUUUUAUGAAAUACUAUUUMUMU 2759 AAAUAGUAUUUCAUAAAAUMUMU
854 | 729 UUUUAUGAAAUACUAUUUAMUMU 2760 UAAAUAGUAUUUCAUAAAAMUMU
855 | 730 UUUAUGAAAUACUAUUUAAMUMU 2761 UUAAAUAGUAUUUCAUAAAMUMU
856 | 731 UUAUGAAAUACUAUUUAAAMUMU 2762 UUUAAAUAGUAUUUCAUAAMUMU
857 | 732 UAUGAAAUACUAUUUAAAGMUMU 2763 CUUUAAAUAGUAUUUCAUAMUMU
858 | 733 AUGAAAUACUAUUUAAAGCMUMU 2764 GCUUUAAAUAGUAUUUCAUMUMU
859 | 734 UGAAAUACUAUUUAAAGCCMUMU 2765 GGCUUUAAAUAGUAUUUCAMUMU
860 | 735 GAAAUACUAUUUAAAGCCUMUMU 2766 AGGCUUUAAAUAGUAUUUCMUMU
861 | 736 AAAUACUAUUUAAAGCCUCMUMU 2767 GAGGCUUUAAAUAGUAUUUMUMU
862 | 737 AAUACUAUUUAAAGCCUCCMUMU 2768 GGAGGCUUUAAAUAGUAUUMUMU
863 | 738 AUACUAUUUAAAGCCUCCUMUMU 2769 AGGAGGCUUUAAAUAGUAUMUMU
864 | 739 UACUAUUUAAAGCCUCCUCMUMU 2770 GAGGAGGCUUUAAAUAGUAMUMU
865 | 740 ACUAUUUAAAGCCUCCUCAMUMU 2771 UGAGGAGGCUUUAAAUAGUMUMU
866 | 741 CUAUUUAAAGCCUCCUCAUMUMU 2772 AUGAGGAGGCUUUAAAUAGMUMU
867 | 742 UAUUUAAAGCCUCCUCAUCMUMU 2773 GAUGAGGAGGCUUUAAAUAMUMU
868 | 743 AUUUAAAGCCUCCUCAUCCMUMU 2774 GGAUGAGGAGGCUUUAAAUMUMU
869 | 744 UUUAARAGCCUCCUCAUCCCmMUMU 2775 GGGAUGAGGAGGCUUUAAAMUMU
870 | 745 UUAAAGCCUCCUCAUCCCGMUMU 2776 CGGGAUGAGGAGGCUUUAAMUMU
871 | 746 UAAAGCCUCCUCAUCCCGUMUMU 2777 ACGGGAUGAGGAGGCUUUAMUMU
872 | 747 AAAGCCUCCUCAUCCCGUGMUMU 2778 CACGGGAUGAGGAGGCUUUMUMU
873 | 748 AAGCCUCCUCAUCCCGUGUMUMU 2779 ACACGGGAUGAGGAGGCUUMUMU
874 | 749 AGCCUCCUCAUCCCGUGUUMUMU 2780 AACACGGGAUGAGGAGGCUMUMU
875 | 750 GCCUCCUCAUCCCGUGUUCMUMU 2781 GAACACGGGAUGAGGAGGCMUMU
876 | 751 CCUCCUCAUCCCGUGUUCUMUMU 2782 AGAACACGGGAUGAGGAGGMUMU
877 | 752 CUCCUCAUCCCGUGUUCUCMUMU 2783 GAGAACACGGGAUGAGGAGMUMU
878 | 753 UCCUCAUCCCGUGUUCUCCMUMU 2784 GGAGAACACGGGAUGAGGAMUMU
879 | 754 CCUCAUCCCGUGUUCUCCUMUMU 2785 AGGAGAACACGGGAUGAGGMUMU
880 | 755 CUCAUCCCGUGUUCUCCUUMUMU 2786 AAGGAGAACACGGGAUGAGMUMU
881 | 756 UCAUCCCGUGUUCUCCUUUMUMU 2787 AAAGGAGAACACGGGAUGAMUMU
882 | 757 CAUCCCGUGUUCUCCUUUUMUMU 2788 AAAAGGAGAACACGGGAUGMUMU
883 | 758 AUCCCGUGUUCUCCUUUUCMUMU 2789 GAAAAGGAGAACACGGGAUMUMU
884 | 759 UCCCGUGUUCUCCUUUUCCMUMU 2790 GGAAAAGGAGAACACGGGAMUMU
885 | 760 CCCGUGUUCUCCUUUUCCUMUMU 2791 AGGAAAAGGAGAACACGGGMUMU
886 | 761 CCGUGUUCUCCUUUUCCUCMUMU 2792 GAGGAAAAGGAGAACACGGMUMU
887 | 762 CGUGUUCUCCUUUUCCUCUMUMU 2793 AGAGGAAAAGGAGAACACGMUMU
888 | 763 GUGUUCUCCUUUUCCUCUCMUMU 2794 GAGAGGAAAAGGAGAACACMUMU
889 | 764 UGUUCUCCUUUUCCUCUCUMUMU 2795 AGAGAGGAAAAGGAGAACAMUMU
890 | 765 GUUCUCCUUUUCCUCUCUCMUMU 2796 GAGAGAGGAAAAGGAGAACMUMU
891 | 766 UUCUCCUUUUCCUCUCUCCMUMU 2797 GGAGAGAGGAAAAGGAGAAMUMU
892 | 767 UCUCCUUUUCCUCUCUCCCmMUMU 2798 GGGAGAGAGGAAAAGGAGAMUMU
893 | 768 CUCCUUUUCCUCUCUCCCGMUMU 2799 CGGGAGAGAGGAAAAGGAGMUMU
894 | 769 UCCUUUUCCUCUCUCCCGGMUMU 2800 CCGGGAGAGAGGAAAAGGAMUMU
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895 | 770 CCUUUUCCUCUCUCCCGGAMUMU 2801 UCCGGGAGAGAGGAAAAGGMUMU
896 | 771 CUUUUCCUCUCUCCCGGAGMUMU 2802 CUCCGGGAGAGAGGAAAAGMUMU
897 | 772 UUUUCCUCUCUCCCGGAGGMUMU 2803 CCUCCGGGAGAGAGGAAAAMUMU
898 | 773 UUUCCUCUCUCCCGGAGGUMUMU 2804 ACCUCCGGGAGAGAGGAAAMUMU
899 | 774 UUCCUCUCUCCCGGAGGUUMUMU 2805 AACCUCCGGGAGAGAGGAAMUMU
900 | 775 UCCUCUCUCCCGGAGGUUGMUMU 2806 CAACCUCCGGGAGAGAGGAMUMU
901 | 776 CCUCUCUCCCGGAGGUUGGMUMU 2807 CCAACCUCCGGGAGAGAGGMUMU
902 | 777 CUCUCUCCCGGAGGUUGGGMUMU 2808 CCCAACCUCCGGGAGAGAGMUMU
903 | 778 UCUCUCCCGGAGGUUGGGUMUMU 2809 ACCCAACCUCCGGGAGAGAMUMU
904 | 779 CUCUCCCGGAGGUUGGGUGMUMU 2810 CACCCAACCUCCGGGAGAGMUMU
905 | 780 UCUCCCGGAGGUUGGGUGGMUMU 2811 CCACCCAACCUCCGGGAGAMUMU
906 | 781 CUCCCGGAGGUUGGGUGGGMUMU 2812 CCCACCCAACCUCCGGGAGMUMU
907 | 782 UCCCGGAGGUUGGGUGGECMUMU 2813 GCCCACCCAACCUCCGGGAMUMU
908 | 783 CCCGGAGGUUGGGUGGGECCMUMU 2814 GGCCCACCCAACCUCCGGGMUMU
909 | 784 CCGGAGGUUGGGUGGGCCGMUMU 2815 CGGCCCACCCAACCUCCGGMUMU
910 | 785 CGGAGGUUGGGUGGGCCGGMUMU 2816 CCGGCCCACCCAACCUCCGMUMU
911 | 786 GGAGGUUGGGUGGGCCEECMUMU 2817 GCCGGCCCACCCAACCUCCMUMU
912 | 787 GAGGUUGGGUGGGCCGGECUMUMU 2818 AGCCGGCCCACCCAACCUCMUMU
913 | 788 AGGUUGGGUGGGCCGGCUUMUMU 2819 AAGCCGGCCCACCCAACCUMUMU
914 | 789 GGUUGGGUGGGCCGGCUUCMUMU 2820 GAAGCCGGCCCACCCAACCMUMU
915 | 790 GUUGGGUGGGCCGGCUUCAMUMU 2821 UGAAGCCGGCCCACCCAACMUMU
916 | 791 UUGGGUGGGCCGGCUUCAUMUMU 2822 AUGAAGCCGGCCCACCCAAMUMU
917 | 792 UGGGUGGGCCGGCUUCAUGMUMU 2823 CAUGAAGCCGGCCCACCCAMUMU
918 | 793 GGGUGGGCCGGCUUCAUGCMUMU 2824 GCAUGAAGCCGGCCCACCCmMUMU
919 | 794 GGUGGGCCGGCUUCAUGCCMUMU 2825 GGCAUGAAGCCGGCCCACCMUMU
920 | 795 GUGGGCCGGCUUCAUGCCAMUMU 2826 UGGCAUGAAGCCGGCCCACMUMU
921 | 796 UGGGCCGGCUUCAUGCCAGMUMU 2827 CUGGCAUGAAGCCGGCCCAMUMU
922 | 797 GGGCCGGCUUCAUGCCAGCMUMU 2828 GCUGGCAUGAAGCCGGCCCmMUMU
923 | 798 GGCCGGCUUCAUGCCAGCUMUMU 2829 AGCUGGCAUGAAGCCGGCCMUMU
924 | 799 GCCGGCUUCAUGCCAGCUAMUMU 2830 UAGCUGGCAUGAAGCCGGCMUMU
925 | 800 CCGGCUUCAUGCCAGCUACMUMU 2831 GUAGCUGGCAUGAAGCCGGMUMU
926 | 801 CGGCUUCAUGCCAGCUACUMUMU 2832 AGUAGCUGGCAUGAAGCCGMUMU
927 | 802 GGCUUCAUGCCAGCUACUUMUMU 2833 AAGUAGCUGGCAUGAAGCCMUMU
928 | 803 GCUUCAUGCCAGCUACUUCMUMU 2834 GAAGUAGCUGGCAUGAAGCMUMU
929 | 804 CUUCAUGCCAGCUACUUCCMUMU 2835 GGAAGUAGCUGGCAUGAAGMUMU
930 | 805 UUCAUGCCAGCUACUUCCUMUMU 2836 AGGAAGUAGCUGGCAUGAAMUMU
931 | 806 UCAUGCCAGCUACUUCCUCMUMU 2837 GAGGAAGUAGCUGGCAUGAMUMU
932 | 807 CAUGCCAGCUACUUCCUCCMUMU 2838 GGAGGAAGUAGCUGGCAUGMUMU
933 | 808 AUGCCAGCUACUUCCUCCUMUMU 2839 AGGAGGAAGUAGCUGGCAUMUMU
934 | 809 UGCCAGCUACUUCCUCCUCMUMU 2840 GAGGAGGAAGUAGCUGGCAMUMU
935 | 810 GCCAGCUACUUCCUCCUCCMUMU 2841 GGAGGAGGAAGUAGCUGGCMUMU
936 | 811 CCAGCUACUUCCUCCUCCCmMUMU 2842 GGGAGGAGGAAGUAGCUGGMUMU
937 | 812 CAGCUACUUCCUCCUCCCCmMUMU 2843 GGGGAGGAGGAAGUAGCUGMUMU
938 | 813 AGCUACUUCCUCCUCCCCAMUMU 2844 UGGGGAGGAGGAAGUAGCUMUMU
939 | 814 GCUACUUCCUCCUCCCCACMUMU 2845 GUGGGGAGGAGGAAGUAGCMUMU
940 | 815 CUACUUCCUCCUCCCCACUMUMU 2846 AGUGGGGAGGAGGAAGUAGMUMU
941 | 816 UACUUCCUCCUCCCCACUUMUMU 2847 AAGUGGGGAGGAGGAAGUAMUMU
942 | 817 ACUUCCUCCUCCCCACUUGMUMU 2848 CAAGUGGGGAGGAGGAAGUMUMU
943 | 818 CUUCCUCCUCCCCACUUGUMUMU 2849 ACAAGUGGGGAGGAGGAAGMUMU
944 | 819 UUCCUCCUCCCCACUUGUCMUMU 2850 GACAAGUGGGGAGGAGGAAMUMU
945 | 820 UCCUCCUCCCCACUUGUCCMUMU 2851 GGACAAGUGGGGAGGAGGAMUMU
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946 | 821 CCUCCUCCCCACUUGUCCGMUMU 2852 CGGACAAGUGGGGAGGAGGMUMU
947 | 822 CUCCUCCCCACUUGUCCGCMUMU 2853 GCGGACAAGUGGGGAGGAGMUMU
948 | 823 UCCUCCCCACUUGUCCGCUMUMU 2854 AGCGGACAAGUGGGGAGGAMUMU
949 | 824 CCUCCCCACUUGUCCGCUGMUMU 2855 CAGCGGACAAGUGGGGAGGMUMU
950 | 825 CUCCCCACUUGUCCGCUGGMUMU 2856 CCAGCGGACAAGUGGGGAGMUMU
951 | 826 UCCCCACUUGUCCGCUGGGMUMU 2857 CCCAGCGGACAAGUGGGGAMUMU
952 | 827 CCCCACUUGUCCGCUGGGUMUMU 2858 ACCCAGCGGACAAGUGGGGMUMU
953 | 828 CCCACUUGUCCGCUGGGUGMUMU 2859 CACCCAGCGGACAAGUGGGMUMU
954 | 829 CCACUUGUCCGCUGGGUGGMUMU 2860 CCACCCAGCGGACAAGUGGMUMU
955 | 830 CACUUGUCCGCUGGGUGGUMUMU 2861 ACCACCCAGCGGACAAGUGMUMU
956 | 831 ACUUGUCCGCUGGGUGGUAMUMU 2862 UACCACCCAGCGGACAAGUMUMU
957 | 832 CUUGUCCGCUGGGUGGUACMUMU 2863 GUACCACCCAGCGGACAAGMUMU
958 | 833 UUGUCCGCUGGGUGGUACCMUMU 2864 GGUACCACCCAGCGGACAAMUMU
959 | 834 UGUCCGCUGGGUGGUACCCMUMU 2865 GGGUACCACCCAGCGGACAMUMU
960 | 835 GUCCGCUGGGUGGUACCCUMUMU 2866 AGGGUACCACCCAGCGGACMUMU
961 | 836 UCCGCUGGGUGGUACCCUCMUMU 2867 GAGGGUACCACCCAGCGGAMUMU
962 | 837 CCGCUGGGUGGUACCCUCUMUMU 2868 AGAGGGUACCACCCAGCGGMUMU
963 | 838 CGCUGGGUGGUACCCUCUGMUMU 2869 CAGAGGGUACCACCCAGCGMUMU
964 | 839 GCUGGGUGGUACCCUCUGGMUMU 2870 CCAGAGGGUACCACCCAGCMUMU
965 | 840 CUGGGUGGUACCCUCUGGAMUMU 2871 UCCAGAGGGUACCACCCAGMUMU
966 | 841 UGGGUGGUACCCUCUGGAGMUMU 2872 CUCCAGAGGGUACCACCCAMUMU
967 | 842 GGGUGGUACCCUCUGGAGGMUMU 2873 CCUCCAGAGGGUACCACCCmMUMU
968 | 843 GGUGGUACCCUCUGGAGGGMUMU 2874 CCCUCCAGAGGGUACCACCMUMU
969 | 844 GUGGUACCCUCUGGAGGGGMUMU 2875 CCCCUCCAGAGGGUACCACMUMU
970 | 845 UGGUACCCUCUGGAGGGGUMUMU 2876 ACCCCUCCAGAGGGUACCAMUMU
971 | 846 GGUACCCUCUGGAGGGGUGMUMU 2877 CACCCCUCCAGAGGGUACCMUMU
972 | 847 GUACCCUCUGGAGGGGUGUMUMU 2878 ACACCCCUCCAGAGGGUACMUMU
973 | 848 UACCCUCUGGAGGGGUGUGMUMU 2879 CACACCCCUCCAGAGGGUAMUMU
974 | 849 ACCCUCUGGAGGGGUGUGGMUMU 2880 CCACACCCCUCCAGAGGGUMUMU
975 | 850 CCCUCUGGAGGGGUGUGGCMUMU 2881 GCCACACCCCUCCAGAGGGMUMU
976 | 851 CCUCUGGAGGGGUGUGGCUMUMU 2882 AGCCACACCCCUCCAGAGGMUMU
977 | 852 CUCUGGAGGGGUGUGGCUCMUMU 2883 GAGCCACACCCCUCCAGAGMUMU
978 | 853 UCUGGAGGGGUGUGGCUCCMUMU 2884 GGAGCCACACCCCUCCAGAMUMU
979 | 854 CUGGAGGGGUGUGGCUCCUMUMU 2885 AGGAGCCACACCCCUCCAGMUMU
980 | 855 UGGAGGGGUGUGGCUCCUUMUMU 2886 AAGGAGCCACACCCCUCCAMUMU
981 | 856 GGAGGGGUGUGGCUCCUUCMUMU 2887 GAAGGAGCCACACCCCUCCMUMU
982 | 857 GAGGGGUGUGGCUCCUUCCMUMU 2888 GGAAGGAGCCACACCCCUCMUMU
983 | 858 AGGGGUGUGGCUCCUUCCCMUMU 2889 GGGAAGGAGCCACACCCCUMUMU
984 | 859 GGGGUGUGGCUCCUUCCCAMUMU 2890 UGGGAAGGAGCCACACCCCMUMU
985 | 860 GGGUGUGGCUCCUUCCCAUMUMU 2891 AUGGGAAGGAGCCACACCCMUMU
986 | 861 GGUGUGGCUCCUUCCCAUCMUMU 2892 GAUGGGAAGGAGCCACACCMUMU
987 | 862 GUGUGGCUCCUUCCCAUCGMUMU 2893 CGAUGGGAAGGAGCCACACMUMU
988 | 863 UGUGGCUCCUUCCCAUCGCMUMU 2894 GCGAUGGGAAGGAGCCACAMUMU
989 | 864 GUGGCUCCUUCCCAUCGCUMUMU 2895 AGCGAUGGGAAGGAGCCACMUMU
990 | 865 UGGCUCCUUCCCAUCGCUGMUMU 2896 CAGCGAUGGGAAGGAGCCAMUMU
991 | 866 GGCUCCUUCCCAUCGCUGUMUMU 2897 ACAGCGAUGGGAAGGAGCCMUMU
992 | 867 GCUCCUUCCCAUCGCUGUCMUMU 2898 GACAGCGAUGGGAAGGAGCMUMU
993 | 868 CUCCUUCCCAUCGCUGUCAMUMU 2899 UGACAGCGAUGGGAAGGAGMUMU
994 | 869 UCCUUCCCAUCGCUGUCACMUMU 2900 GUGACAGCGAUGGGAAGGAMUMU
995 | 870 CCUUCCCAUCGCUGUCACAMUMU 2901 UGUGACAGCGAUGGGAAGGMUMU
996 | 871 CUUCCCAUCGCUGUCACAGMUMU 2902 CUGUGACAGCGAUGGGAAGMUMU
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997 | 872 UUCCCAUCGCUGUCACAGGMUMU 2903 CCUGUGACAGCGAUGGGAAMUMU
998 | 873 UCCCAUCGCUGUCACAGGCMUMU 2904 GCCUGUGACAGCGAUGGGAMUMU
999 | 874 CCCAUCGCUGUCACAGGCGMUMU 2905 CGCCUGUGACAGCGAUGGGMUMU
1000 | 875 CCAUCGCUGUCACAGGCGGMUMU 2906 CCGCCUGUGACAGCGAUGGMUMU
1001 | 876 CAUCGCUGUCACAGGCGGUMUMU 2907 ACCGCCUGUGACAGCGAUGMUMU
1002 | 877 AUCGCUGUCACAGGCGGUUMUMU 2908 AACCGCCUGUGACAGCGAUMUMU
1003 | 878 UCGCUGUCACAGGCGGUUAMUMU 2909 UAACCGCCUGUGACAGCGAMUMU
1004 | 879 CGCUGUCACAGGCGGUUAUMUMU 2910 AUAACCGCCUGUGACAGCGMUMU
1005 | 880 GCUGUCACAGGCGGUUAUGMUMU 2911 CAUAACCGCCUGUGACAGCMUMU
1006 | 881 CUGUCACAGGCGGUUAUGAMUMU 2912 UCAUAACCGCCUGUGACAGMUMU
1007 | 882 UGUCACAGGCGGUUAUGAAMUMU 2913 UUCAUAACCGCCUGUGACAMUMU
1008 | 883 GUCACAGGCGGUUAUGAAAMUMU 2914 UUUCAUAACCGCCUGUGACMUMU
1009 | 884 UCACAGGCGGUUAUGAAAUMUMU 2915 AUUUCAUAACCGCCUGUGAMUMU
1010 | 885 CACAGGCGGUUAUGAAAUUMUMU 2916 AAUUUCAUAACCGCCUGUGMUMU
1011 | 886 ACAGGCGGUUAUGAAAUUCMUMU 2917 GAAUUUCAUAACCGCCUGUMUMU
1012 | 887 CAGGCGGUUAUGAAAUUCAMUMU 2918 UGAAUUUCAUAACCGCCUGMUMU
1013 | 888 AGGCGGUUAUGAAAUUCACMUMU 2919 GUGAAUUUCAUAACCGCCUMUMU
1014 | 889 GGCGGUUAUGAAAUUCACCMUMU 2920 GGUGAAUUUCAUAACCGCCMUMU
1015 | 890 GCGGUUAUGAAAUUCACCCMUMU 2921 GGGUGAAUUUCAUAACCGCMUMU
1016 | 891 CGGUUAUGAAAUUCACCCCmMUMU 2922 GGGGUGAAUUUCAUAACCGMUMU
1017 | 892 GGUUAUGAAAUUCACCCCCmMUMU 2923 GGGGGUGAAUUUCAUAACCMUMU
1018 | 893 GUUAUGAAAUUCACCCCCUMUMU 2924 AGGGGGUGAAUUUCAUAACTMUMU
1019 | 894 UUAUGAAAUUCACCCCCUUMUMU 2925 AAGGGGGUGAAUUUCAUAAMUMU
1020 | 895 UAUGAAAUUCACCCCCUUUMUMU 2926 AAAGGGGGUGAAUUUCAUAMUMU
1021 | 896 AUGAAAUUCACCCCCUUUCMUMU 2927 GAAAGGGGGUGAAUUUCAUMUMU
1022 | 897 UGAAAUUCACCCCCUUUCCMUMU 2928 GGAAAGGGGGUGAAUUUCAMUMU
1023 | 898 GAAAUUCACCCCCUUUCCUMUMU 2929 AGGAAAGGGGGUGAAUUUCMUMU
1024 | 899 AAAUUCACCCCCUUUCCUGMUMU 2930 CAGGAAAGGGGGUGAAUUUMUMU
1025 | 900 AAUUCACCCCCUUUCCUGGMUMU 2931 CCAGGAAAGGGGGUGAAUUMUMU
1026 | 901 AUUCACCCCCUUUCCUGGAMUMU 2932 UCCAGGAAAGGGGGUGAAUMUMU
1027 | 902 UUCACCCCCUUUCCUGGACMUMU 2933 GUCCAGGAAAGGGGGUGAAMUMU
1028 | 903 UCACCCCCUUUCCUGGACAMUMU 2934 UGUCCAGGAAAGGGGGUGAMUMU
1029 | 904 CACCCCCUUUCCUGGACACMUMU 2935 GUGUCCAGGAAAGGGGGUGMUMU
1030 | 905 ACCCCCUUUCCUGGACACUMUMU 2936 AGUGUCCAGGAAAGGGGGUMUMU
1031 | 906 CCCCCUUUCCUGGACACUCMUMU 2937 GAGUGUCCAGGAAAGGGGGMUMU
1032 | 907 CCCCUUUCCUGGACACUCAMUMU 2938 UGAGUGUCCAGGAAAGGGGMUMU
1033 | 908 CCCUUUCCUGGACACUCAGMUMU 2939 CUGAGUGUCCAGGAAAGGGMUMU
1034 | 909 CCUUUCCUGGACACUCAGAMUMU 2940 UCUGAGUGUCCAGGAAAGGMUMU
1035 | 910 CUUUCCUGGACACUCAGACMUMU 2941 GUCUGAGUGUCCAGGAAAGMUMU
1036 | 911 UUUCCUGGACACUCAGACCMUMU 2942 GGUCUGAGUGUCCAGGAAAMUMU
1037 | 912 UUCCUGGACACUCAGACCUMUMU 2943 AGGUCUGAGUGUCCAGGAAMUMU
1038 | 913 UCCUGGACACUCAGACCUGMUMU 2944 CAGGUCUGAGUGUCCAGGAMUMU
1039 | 914 CCUGGACACUCAGACCUGAMUMU 2945 UCAGGUCUGAGUGUCCAGGMUMU
1040 | 915 CUGGACACUCAGACCUGAAMUMU 2946 UUCAGGUCUGAGUGUCCAGMUMU
1041 | 916 UGGACACUCAGACCUGAAUMUMU 2947 AUUCAGGUCUGAGUGUCCAMUMU
1042 | 917 GGACACUCAGACCUGAAUUMUMU 2948 AAUUCAGGUCUGAGUGUCCMUMU
1043 | 918 GACACUCAGACCUGAAUUCMUMU 2949 GAAUUCAGGUCUGAGUGUCMUMU
1044 | 919 ACACUCAGACCUGAAUUCUMUMU 2950 AGAAUUCAGGUCUGAGUGUMUMU
1045 | 920 CACUCAGACCUGAAUUCUUMUMU 2951 AAGAAUUCAGGUCUGAGUGMUMU
1046 | 921 ACUCAGACCUGAAUUCUUUMUMU 2952 AAAGAAUUCAGGUCUGAGUMUMU
1047 | 922 CUCAGACCUGAAUUCUUUUMUMU 2953 AAAAGAAUUCAGGUCUGAGMUMU
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1048 | 923 UCAGACCUGAAUUCUUUUUMUMU 2954 AAAAAGAAUUCAGGUCUGAMUMU
1049 | 924 CAGACCUGAAUUCUUUUUCMUMU 2955 GAAAAAGAAUUCAGGUCUGMUMU
1050 | 925 AGACCUGAAUUCUUUUUCAMUMU 2956 UGAAAAAGAAUUCAGGUCUMUMU
1051 | 926 GACCUGAAUUCUUUUUCAUMUMU 2957 AUGAAAAAGAAUUCAGGUCMUMU
1052 | 927 ACCUGAAUUCUUUUUCAUUMUMU 2958 AAUGAAAAAGAAUUCAGGUMUMU
1053 | 928 CCUGAAUUCUUUUUCAUUUMUMU 2959 AAAUGAAAAAGAAUUCAGGMUMU
1054 | 929 CUGAAUUCUUUUUCAUUUGMUMU 2960 CAAAUGAAAAAGAAUUCAGMUMU
1055 | 930 UGAAUUCUUUUUCAUUUGAMUMU 2961 UCAAAUGAAAAAGAAUUCAMUMU
1056 | 931 GAAUUCUUUUUCAUUUGAGMUMU 2962 CUCAAAUGAAAAAGAAUUCMUMU
1057 | 932 AAUUCUUUUUCAUUUGAGAMUMU 2963 UCUCAAAUGAAAAAGAAUUMUMU
1058 | 933 AUUCUUUUUCAUUUGAGAAMUMU 2964 UUCUCAAAUGAAAAAGAAUMUMU
1059 | 934 UUCUUUUUCAUUUGAGAAGMUMU 2965 CUUCUCAAAUGAAAAAGAAMUMU
1060 | 935 UCUUUUUCAUUUGAGAAGUMUMU 2966 ACUUCUCAAAUGAAAAAGAMUMU
1061 | 936 CUUUUUCAUUUGAGAAGUAMUMU 2967 UACUUCUCAAAUGAAAAAGMUMU
1062 | 937 UUUUUCAUUUGAGAAGUAAMUMU 2968 UUACUUCUCAAAUGAAAAAMUMU
1063 | 938 UUUUCAUUUGAGAAGUAAAMUMU 2969 UUUACUUCUCAAAUGAAAAMUMU
1064 | 939 UUUCAUUUGAGAAGUAAACMUMU 2970 GUUUACUUCUCAAAUGAAAMUMU
1065 | 940 UUCAUUUGAGAAGUAAACAMUMU 2971 UGUUUACUUCUCAAAUGAAMUMU
1066 | 941 UCAUUUGAGAAGUAAACAGMUMU 2972 CUGUUUACUUCUCAAAUGAMUMU
1067 | 942 CAUUUGAGAAGUAAACAGAMUMU 2973 UCUGUUUACUUCUCAAAUGMUMU
1068 | 943 AUUUGAGAAGUAAACAGAUMUMU 2974 AUCUGUUUACUUCUCAAAUMUMU
1069 | 944 UUUGAGAAGUAAACAGAUGMUMU 2975 CAUCUGUUUACUUCUCAAAMUMU
1070 | 945 UUGAGAAGUAAACAGAUGGMUMU 2976 CCAUCUGUUUACUUCUCAAMUMU
1071 | 946 UGAGAAGUAAACAGAUGGCMUMU 2977 GCCAUCUGUUUACUUCUCAMUMU
1072 | 947 GAGAAGUAAACAGAUGGCAMUMU 2978 UGCCAUCUGUUUACUUCUCMUMU
1073 | 948 AGAAGUAAACAGAUGGCACMUMU 2979 GUGCCAUCUGUUUACUUCUMUMU
1074 | 949 GAAGUAAACAGAUGGCACUMUMU 2980 AGUGCCAUCUGUUUACUUCMUMU
1075 | 950 AAGUAAACAGAUGGCACUUMUMU 2981 AAGUGCCAUCUGUUUACUUMUMU
1076 | 951 AGUAAACAGAUGGCACUUUMUMU 2982 AAAGUGCCAUCUGUUUACUMUMU
1077 | 952 GUAAACAGAUGGCACUUUGMUMU 2983 CAAAGUGCCAUCUGUUUACMUMU
1078 | 953 UAAACAGAUGGCACUUUGAMUMU 2984 UCAAAGUGCCAUCUGUUUAMUMU
1079 | 954 AAACAGAUGGCACUUUGAAMUMU 2985 UUCAARAGUGCCAUCUGUUUMUMU
1080 | 955 AACAGAUGGCACUUUGAAGMUMU 2986 CUUCAAAGUGCCAUCUGUUMUMU
1081 | 956 ACAGAUGGCACUUUGAAGGMUMU 2987 CCUUCAAAGUGCCAUCUGUMUMU
1082 | 957 CAGAUGGCACUUUGAAGGGMUMU 2988 CCCUUCAAAGUGCCAUCUGMUMU
1083 | 958 AGAUGGCACUUUGAAGGGGMUMU 2989 CCCCUUCAARAGUGCCAUCUMUMU
1084 | 959 GAUGGCACUUUGAAGGGGCMUMU 2990 GCCCCUUCAAAGUGCCAUCMUMU
1085 | 960 AUGGCACUUUGAAGGGGCCMUMU 2991 GGCCCCUUCAAAGUGCCAUMUMU
1086 | 961 UGGCACUUUGAAGGGGCCUMUMU 2992 AGGCCCCUUCAAAGUGCCAMUMU
1087 | 962 GGCACUUUGAAGGGGCCUCMUMU 2993 GAGGCCCCUUCAAAGUGCCMUMU
1088 | 963 GCACUUUGAAGGGGCCUCAMUMU 2994 UGAGGCCCCUUCAAAGUGCMUMU
1089 | 964 CACUUUGAAGGGGCCUCACMUMU 2995 GUGAGGCCCCUUCAAAGUGMUMU
1090 | 965 ACUUUGAAGGGGCCUCACCMUMU 2996 GGUGAGGCCCCUUCAAAGUMUMU
1091 | 966 CUUUGAAGGGGCCUCACCGMUMU 2997 CGGUGAGGCCCCUUCAAAGMUMU
1092 | 967 UUUGAAGGGGCCUCACCGAMUMU 2998 UCGGUGAGGCCCCUUCAAAMUMU
1093 | 968 UUGAAGGGGCCUCACCGAGMUMU 2999 CUCGGUGAGGCCCCUUCAAMUMU
1094 | 969 UGAAGGGGCCUCACCGAGUMUMU 3000 ACUCGGUGAGGCCCCUUCAMUMU
1095 | 970 GAAGGGGCCUCACCGAGUGMUMU 3001 CACUCGGUGAGGCCCCUUCMUMU
1096 | 971 AAGGGGCCUCACCGAGUGGMUMU 3002 CCACUCGGUGAGGCCCCUUMUMU
1097 | 972 AGGGGCCUCACCGAGUGGGMUMU 3003 CCCACUCGGUGAGGCCCCUMUMU
1098 | 973 GGGGCCUCACCGAGUGGGGMUMU 3004 CCCCACUCGGUGAGGCCCCmMUMU
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1099 | 974 GGGCCUCACCGAGUGGGGGMUMU 3005 CCCCCACUCGGUGAGGCCCmMUMU
1100 | 975 GGCCUCACCGAGUGGGGGCMUMU 3006 GCCCCCACUCGGUGAGGCCMUMU
1101 | 976 GCCUCACCGAGUGGGGGCAMUMU 3007 UGCCCCCACUCGGUGAGGCMUMU
1102 | 977 CCUCACCGAGUGGGGGCAUMUMU 3008 AUGCCCCCACUCGGUGAGGMUMU
1103 | 978 CUCACCGAGUGGGGGCAUCMUMU 3009 GAUGCCCCCACUCGGUGAGMUMU
1104 | 979 UCACCGAGUGGGGGCAUCAMUMU 3010 UGAUGCCCCCACUCGGUGAMUMU
1105 | 980 CACCGAGUGGGGGCAUCAUMUMU 3011 AUGAUGCCCCCACUCGGUGMUMU
1106 | 981 ACCGAGUGGGGGCAUCAUCMUMU 3012 GAUGAUGCCCCCACUCGGUMUMU
1107 | 982 CCGAGUGGGGGCAUCAUCAMUMU 3013 UGAUGAUGCCCCCACUCGGMUMU
1108 | 983 CGAGUGGGGGCAUCAUCAAMUMU 3014 UUGAUGAUGCCCCCACUCGMUMU
1109 | 984 GAGUGGGGGCAUCAUCAAAMUMU 3015 UUUGAUGAUGCCCCCACUCMUMU
1110 | 985 AGUGGGGGCAUCAUCAAAAMUMU 3016 UUUUGAUGAUGCCCCCACUMUMU
1111 | 986 GUGGGGGCAUCAUCAAAAAMUMU 3017 UUUUUGAUGAUGCCCCCACMUMU
1112 | 987 UGGGGGCAUCAUCAAAAACMUMU 3018 GUUUUUGAUGAUGCCCCCAMUMU
1113 | 988 GGGGGCAUCAUCAAAAACUMUMU 3019 AGUUUUUGAUGAUGCCCCCmMUMU
1114 | 989 GGGGCAUCAUCAAAAACUUMUMU 3020 AAGUUUUUGAUGAUGCCCCMUMU
1115 | 990 GGGCAUCAUCAAAAACUUUMUMU 3021 AAAGUUUUUGAUGAUGCCCmMUMU
1116 | 991 GGCAUCAUCAAAAACUUUGMUMU 3022 CAAAGUUUUUGAUGAUGCCMUMU
1117 | 992 GCAUCAUCAAAAACUUUGGMUMU 3023 CCAAAGUUUUUGAUGAUGCMUMU
1118 | 993 CAUCAUCAAAAACUUUGGAMUMU 3024 UCCAAAGUUUUUGAUGAUGMUMU
1119 | 994 AUCAUCAAAAACUUUGGAGMUMU 3025 CUCCAAAGUUUUUGAUGAUMUMU
1120 | 995 UCAUCAAAAACUUUGGAGUMUMU 3026 ACUCCAAAGUUUUUGAUGAMUMU
1121 | 996 CAUCAAAAACUUUGGAGUCMUMU 3027 GACUCCAAAGUUUUUGAUGMUMU
1122 | 997 AUCAAAAACUUUGGAGUCCMUMU 3028 GGACUCCAAAGUUUUUGAUMUMU
1123 | 998 UCAAAAACUUUGGAGUCCCmMUMU 3029 GGGACUCCAAAGUUUUUGAMUMU
1124 | 999 CAAAAACUUUGGAGUCCCCmMUMU 3030 GGGGACUCCAAAGUUUUUGMUMU
1125 | 1000 AAAAACUUUGGAGUCCCCUMUMU 3031 AGGGGACUCCAAAGUUUUUMUMU
1126 | 1001 AAAACUUUGGAGUCCCCUCMUMU 3032 GAGGGGACUCCAAAGUUUUMUMU
1127 | 1002 AAACUUUGGAGUCCCCUCAMUMU 3033 UGAGGGGACUCCAAAGUUUMUMU
1128 | 1003 AACUUUGGAGUCCCCUCACMUMU 3034 GUGAGGGGACUCCAAAGUUMUMU
1129 | 1004 ACUUUGGAGUCCCCUCACCMUMU 3035 GGUGAGGGGACUCCAAAGUMUMU
1130 | 1005 CUUUGGAGUCCCCUCACCUMUMU 3036 AGGUGAGGGGACUCCAAAGMUMU
1131 | 1006 UUUGGAGUCCCCUCACCUCMUMU 3037 GAGGUGAGGGGACUCCAAAMUMU
1132 | 1007 UUGGAGUCCCCUCACCUCCMUMU 3038 GGAGGUGAGGGGACUCCAAMUMU
1133 | 1008 UGGAGUCCCCUCACCUCCUMUMU 3039 AGGAGGUGAGGGGACUCCAMUMU
1134 | 1009 GGAGUCCCCUCACCUCCUCMUMU 3040 GAGGAGGUGAGGGGACUCCMUMU
1135 | 1010 GAGUCCCCUCACCUCCUCUmMUMU 3041 AGAGGAGGUGAGGGGACUCMUMU
1136 | 1011 AGUCCCCUCACCUCCUCUAMUMU 3042 UAGAGGAGGUGAGGGGACUMUMU
1137 | 1012 GUCCCCUCACCUCCUCUAAMUMU 3043 UUAGAGGAGGUGAGGGGACMUMU
1138 | 1013 UCCCCUCACCUCCUCUAAGMUMU 3044 CUUAGAGGAGGUGAGGGGAMUMU
1139 | 1014 CCCCUCACCUCCUCUAAGGMUMU 3045 CCUUAGAGGAGGUGAGGGGMUMU
1140 | 1015 CCCUCACCUCCUCUAAGGUMUMU 3046 ACCUUAGAGGAGGUGAGGGMUMU
1141 | 1016 CCUCACCUCCUCUAAGGUUMUMU 3047 AACCUUAGAGGAGGUGAGGMUMU
1142 | 1017 CUCACCUCCUCUAAGGUUGMUMU 3048 CAACCUUAGAGGAGGUGAGMUMU
1143 | 1018 UCACCUCCUCUAAGGUUGGMUMU 3049 CCAACCUUAGAGGAGGUGAMUMU
1144 | 1019 CACCUCCUCUAAGGUUGGGMUMU 3050 CCCAACCUUAGAGGAGGUGMUMU
1145 | 1020 ACCUCCUCUAAGGUUGGGCMUMU 3051 GCCCAACCUUAGAGGAGGUMUMU
1146 | 1021 CCUCCUCUAAGGUUGGGCAMUMU 3052 UGCCCAACCUUAGAGGAGGMUMU
1147 | 1022 CUCCUCUAAGGUUGGGCAGMUMU 3053 CUGCCCAACCUUAGAGGAGMUMU
1148 | 1023 UCCUCUAAGGUUGGGCAGGMUMU 3054 CCUGCCCAACCUUAGAGGAMUMU
1149 | 1024 CCUCUAAGGUUGGGCAGGGMUMU 3055 CCCUGCCCAACCUUAGAGGMUMU
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1150 | 1025 CUCUAAGGUUGGGCAGGGUMUMU 3056 ACCCUGCCCAACCUUAGAGMUMU
1151 | 1026 UCUAAGGUUGGGCAGGGUGMUMU 3057 CACCCUGCCCAACCUUAGAMUMU
1152 | 1027 CUAAGGUUGGGCAGGGUGAMUMU 3058 UCACCCUGCCCAACCUUAGMUMU
1153 | 1028 UAAGGUUGGGCAGGGUGACMUMU 3059 GUCACCCUGCCCAACCUUAMUMU
1154 | 1029 AAGGUUGGGCAGGGUGACCMUMU 3060 GGUCACCCUGCCCAACCUUMUMU
1155 | 1030 AGGUUGGGCAGGGUGACCCMUMU 3061 GGGUCACCCUGCCCAACCUMUMU
1156 | 1031 GGUUGGGCAGGGUGACCCUMUMU 3062 AGGGUCACCCUGCCCAACCMUMU
1157 | 1032 GUUGGGCAGGGUGACCCUGMUMU 3063 CAGGGUCACCCUGCCCAACMUMU
1158 | 1033 UUGGGCAGGGUGACCCUGAMUMU 3064 UCAGGGUCACCCUGCCCAAMUMU
1159 | 1034 UGGGCAGGGUGACCCUGAAMUMU 3065 UUCAGGGUCACCCUGCCCAMUMU
1160 | 1035 GGGCAGGGUGACCCUGAAGMUMU 3066 CUUCAGGGUCACCCUGCCCmMUMU
1161 | 1036 GGCAGGGUGACCCUGAAGUMUMU 3067 ACUUCAGGGUCACCCUGCCMUMU
1162 | 1037 GCAGGGUGACCCUGAAGUGMUMU 3068 CACUUCAGGGUCACCCUGCMUMU
1163 | 1038 CAGGGUGACCCUGAAGUGAMUMU 3069 UCACUUCAGGGUCACCCUGMUMU
1164 | 1039 AGGGUGACCCUGAAGUGAGMUMU 3070 CUCACUUCAGGGUCACCCUMUMU
1165 | 1040 GGGUGACCCUGAAGUGAGCMUMU 3071 GCUCACUUCAGGGUCACCCmMUMU
1166 | 1041 GGUGACCCUGAAGUGAGCAMUMU 3072 UGCUCACUUCAGGGUCACCMUMU
1167 | 1042 GUGACCCUGAAGUGAGCACMUMU 3073 GUGCUCACUUCAGGGUCACMUMU
1168 | 1043 UGACCCUGAAGUGAGCACAMUMU 3074 UGUGCUCACUUCAGGGUCAMUMU
1169 | 1044 GACCCUGAAGUGAGCACAGMUMU 3075 CUGUGCUCACUUCAGGGUCMUMU
1170 | 1045 ACCCUGAAGUGAGCACAGCMUMU 3076 GCUGUGCUCACUUCAGGGUMUMU
1171 | 1046 CCCUGAAGUGAGCACAGCCMUMU 3077 GGCUGUGCUCACUUCAGGGMUMU
1172 | 1047 CCUGAAGUGAGCACAGCCUMUMU 3078 AGGCUGUGCUCACUUCAGGMUMU
1173 | 1048 CUGAAGUGAGCACAGCCUAMUMU 3079 UAGGCUGUGCUCACUUCAGMUMU
1174 | 1049 UGAAGUGAGCACAGCCUAGMUMU 3080 CUAGGCUGUGCUCACUUCAMUMU
1175 | 1050 GAAGUGAGCACAGCCUAGGMUMU 3081 CCUAGGCUGUGCUCACUUCMUMU
1176 | 1051 AAGUGAGCACAGCCUAGGGMUMU 3082 CCCUAGGCUGUGCUCACUUMUMU
1177 | 1052 AGUGAGCACAGCCUAGGGCMUMU 3083 GCCCUAGGCUGUGCUCACUMUMU
1178 | 1053 GUGAGCACAGCCUAGGGCUMUMU 3084 AGCCCUAGGCUGUGCUCACMUMU
1179 | 1054 UGAGCACAGCCUAGGGCUGMUMU 3085 CAGCCCUAGGCUGUGCUCAMUMU
1180 | 1055 GAGCACAGCCUAGGGCUGAMUMU 3086 UCAGCCCUAGGCUGUGCUCMUMU
1181 | 1056 AGCACAGCCUAGGGCUGAGMUMU 3087 CUCAGCCCUAGGCUGUGCUMUMU
1182 | 1057 GCACAGCCUAGGGCUGAGCMUMU 3088 GCUCAGCCCUAGGCUGUGCMUMU
1183 | 1058 CACAGCCUAGGGCUGAGCUMUMU 3089 AGCUCAGCCCUAGGCUGUGMUMU
1184 | 1059 ACAGCCUAGGGCUGAGCUGMUMU 3090 CAGCUCAGCCCUAGGCUGUMUMU
1185 | 1060 CAGCCUAGGGCUGAGCUGGMUMU 3091 CCAGCUCAGCCCUAGGCUGMUMU
1186 | 1061 AGCCUAGGGCUGAGCUGGGMUMU 3092 CCCAGCUCAGCCCUAGGCUMUMU
1187 | 1062 GCCUAGGGCUGAGCUGGGGMUMU 3093 CCCCAGCUCAGCCCUAGGCMUMU
1188 | 1063 CCUAGGGCUGAGCUGGGGAMUMU 3094 UCCCCAGCUCAGCCCUAGGMUMU
1189 | 1064 CUAGGGCUGAGCUGGGGACMUMU 3095 GUCCCCAGCUCAGCCCUAGMUMU
1190 | 1065 UAGGGCUGAGCUGGGGACCMUMU 3096 GGUCCCCAGCUCAGCCCUAMUMU
1191 | 1066 AGGGCUGAGCUGGGGACCUMUMU 3097 AGGUCCCCAGCUCAGCCCUMUMU
1192 | 1067 GGGCUGAGCUGGGGACCUGMUMU 3098 CAGGUCCCCAGCUCAGCCCmMUMU
1193 | 1068 GGCUGAGCUGGGGACCUGGMUMU 3099 CCAGGUCCCCAGCUCAGCCMUMU
1194 | 1069 GCUGAGCUGGGGACCUGGUMUMU 3100 ACCAGGUCCCCAGCUCAGCMUMU
1195 | 1070 CUGAGCUGGGGACCUGGUAMUMU 3101 UACCAGGUCCCCAGCUCAGMUMU
1196 | 1071 UGAGCUGGGGACCUGGUACMUMU 3102 GUACCAGGUCCCCAGCUCAMUMU
1197 | 1072 GAGCUGGGGACCUGGUACCMUMU 3103 GGUACCAGGUCCCCAGCUCMUMU
1198 | 1073 AGCUGGGGACCUGGUACCCMUMU 3104 GGGUACCAGGUCCCCAGCUMUMU
1199 | 1074 GCUGGGGACCUGGUACCCUMUMU 3105 AGGGUACCAGGUCCCCAGCMUMU
1200 | 1075 CUGGGGACCUGGUACCCUCMUMU 3106 GAGGGUACCAGGUCCCCAGMUMU
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1201 | 1076 UGGGGACCUGGUACCCUCCMUMU 3107 GGAGGGUACCAGGUCCCCAMUMU
1202 | 1077 GGGGACCUGGUACCCUCCUMUMU 3108 AGGAGGGUACCAGGUCCCCMUMU
1203 | 1078 GGGACCUGGUACCCUCCUGMUMU 3109 CAGGAGGGUACCAGGUCCCmMUMU
1204 | 1079 GGACCUGGUACCCUCCUGGMUMU 3110 CCAGGAGGGUACCAGGUCCMUMU
1205 | 1080 GACCUGGUACCCUCCUGGCMUMU 3111 GCCAGGAGGGUACCAGGUCMUMU
1206 | 1081 ACCUGGUACCCUCCUGGCUMUMU 3112 AGCCAGGAGGGUACCAGGUMUMU
1207 | 1082 CCUGGUACCCUCCUGGCUCMUMU 3113 GAGCCAGGAGGGUACCAGGMUMU
1208 | 1083 CUGGUACCCUCCUGGCUCUMUMU 3114 AGAGCCAGGAGGGUACCAGMUMU
1209 | 1084 UGGUACCCUCCUGGCUCUUMUMU 3115 AAGAGCCAGGAGGGUACCAMUMU
1210 | 1085 GGUACCCUCCUGGCUCUUGMUMU 3116 CAAGAGCCAGGAGGGUACCMUMU
1211 | 1086 GUACCCUCCUGGCUCUUGAMUMU 3117 UCAAGAGCCAGGAGGGUACMUMU
1212 | 1087 UACCCUCCUGGCUCUUGAUMUMU 3118 AUCAAGAGCCAGGAGGGUAMUMU
1213 | 1088 ACCCUCCUGGCUCUUGAUAMUMU 3119 UAUCAAGAGCCAGGAGGGUMUMU
1214 | 1089 CCCUCCUGGCUCUUGAUACMUMU 3120 GUAUCAAGAGCCAGGAGGGMUMU
1215 | 1090 CCUCCUGGCUCUUGAUACCMUMU 3121 GGUAUCAAGAGCCAGGAGGMUMU
1216 | 1091 CUCCUGGCUCUUGAUACCCmMUMU 3122 GGGUAUCAAGAGCCAGGAGMUMU
1217 | 1092 UCCUGGCUCUUGAUACCCCmMUMU 3123 GGGGUAUCAAGAGCCAGGAMUMU
1218 | 1093 CCUGGCUCUUGAUACCCCCmMUMU 3124 GGGGGUAUCAAGAGCCAGGMUMU
1219 | 1094 CUGGCUCUUGAUACCCCCCmMUMU 3125 GGGGGGUAUCAAGAGCCAGMUMU
1220 | 1095 UGGCUCUUGAUACCCCCCUMUMU 3126 AGGGGGGUAUCAAGAGCCAMUMU
1221 | 1096 GGCUCUUGAUACCCCCCUCMUMU 3127 GAGGGGGGUAUCAAGAGCCMUMU
1222 | 1097 GCUCUUGAUACCCCCCUCUMUMU 3128 AGAGGGGGGUAUCAAGAGCMUMU
1223 | 1098 CUCUUGAUACCCCCCUCUGMUMU 3129 CAGAGGGGGGUAUCAAGAGMUMU
1224 | 1099 UCUUGAUACCCCCCUCUGUMUMU 3130 ACAGAGGGGGGUAUCAAGAMUMU
1225 | 1100 CUUGAUACCCCCCUCUGUCMUMU 3131 GACAGAGGGGGGUAUCAAGMUMU
1226 | 1101 UUGAUACCCCCCUCUGUCUMUMU 3132 AGACAGAGGGGGGUAUCAAMUMU
1227 | 1102 UGAUACCCCCCUCUGUCUUMUMU 3133 AAGACAGAGGGGGGUAUCAMUMU
1228 | 1103 GAUACCCCCCUCUGUCUUGMUMU 3134 CAAGACAGAGGGGGGUAUCMUMU
1229 | 1104 AUACCCCCCUCUGUCUUGUMUMU 3135 ACAAGACAGAGGGGGGUAUMUMU
1230 | 1105 UACCCCCCUCUGUCUUGUGMUMU 3136 CACAAGACAGAGGGGGGUAMUMU
1231 | 1106 ACCCCCCUCUGUCUUGUGAMUMU 3137 UCACAAGACAGAGGGGGGUMUMU
1232 | 1107 CCCCCCUCUGUCUUGUGAAMUMU 3138 UUCACAAGACAGAGGGGGGMUMU
1233 | 1108 CCCCCUCUGUCUUGUGAAGMUMU 3139 CUUCACAAGACAGAGGGGGMUMU
1234 | 1109 CCCCUCUGUCUUGUGAAGGMUMU 3140 CCUUCACAAGACAGAGGGGMUMU
1235 | 1110 CCCUCUGUCUUGUGAAGGCMUMU 3141 GCCUUCACAAGACAGAGGGMUMU
1236 | 1111 CCUCUGUCUUGUGAAGGCAMUMU 3142 UGCCUUCACAAGACAGAGGMUMU
1237 | 1112 CUCUGUCUUGUGAAGGCAGMUMU 3143 CUGCCUUCACAAGACAGAGMUMU
1238 | 1113 UCUGUCUUGUGAAGGCAGGMUMU 3144 CCUGCCUUCACAAGACAGAMUMU
1239 | 1114 CUGUCUUGUGAAGGCAGGGMUMU 3145 CCCUGCCUUCACAAGACAGMUMU
1240 | 1115 UGUCUUGUGAAGGCAGGGGMUMU 3146 CCCCUGCCUUCACAAGACAMUMU
1241 | 1116 GUCUUGUGAAGGCAGGGGGMUMU 3147 CCCCCUGCCUUCACAAGACMUMU
1242 | 1117 UCUUGUGAAGGCAGGGGGAMUMU 3148 UCCCCCUGCCUUCACAAGAMUMU
1243 | 1118 CUUGUGAAGGCAGGGGGAAMUMU 3149 UUCCCCCUGCCUUCACAAGMUMU
1244 | 1119 UUGUGAAGGCAGGGGGAAGMUMU 3150 CUUCCCCCUGCCUUCACAAMUMU
1245 | 1120 UGUGAAGGCAGGGGGAAGGMUMU 3151 CCUUCCCCCUGCCUUCACAMUMU
1246 | 1121 GUGAAGGCAGGGGGAAGGUMUMU 3152 ACCUUCCCCCUGCCUUCACMUMU
1247 | 1122 UGAAGGCAGGGGGAAGGUGMUMU 3153 CACCUUCCCCCUGCCUUCAMUMU
1248 | 1123 GAAGGCAGGGGGAAGGUGGMUMU 3154 CCACCUUCCCCCUGCCUUCMUMU
1249 | 1124 AAGGCAGGGGGAAGGUGGGMUMU 3155 CCCACCUUCCCCCUGCCUUMUMU
1250 | 1125 AGGCAGGGGGAAGGUGGGGMUMU 3156 CCCCACCUUCCCCCUGCCUMUMU
1251 | 1126 GGCAGGGGGAAGGUGGGGUMUMU 3157 ACCCCACCUUCCCCCUGCCMUMU
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1252 | 1127 GCAGGGGGAAGGUGGGGUCMUMU 3158 GACCCCACCUUCCCCCUGCMUMU
1253 | 1128 CAGGGGGAAGGUGGGGUCCMUMU 3159 GGACCCCACCUUCCCCCUGMUMU
1254 | 1129 AGGGGGAAGGUGGGGUCCUMUMU 3160 AGGACCCCACCUUCCCCCUMUMU
1255 | 1130 GGGGGAAGGUGGGGUCCUGMUMU 3161 CAGGACCCCACCUUCCCCCmMUMU
1256 | 1131 GGGGAAGGUGGGGUCCUGGMUMU 3162 CCAGGACCCCACCUUCCCCmMUMU
1257 | 1132 GGGAAGGUGGGGUCCUGGAMUMU 3163 UCCAGGACCCCACCUUCCCmMUMU
1258 | 1133 GGAAGGUGGGGUCCUGGAGMUMU 3164 CUCCAGGACCCCACCUUCCMUMU
1259 | 1134 GAAGGUGGGGUCCUGGAGCMUMU 3165 GCUCCAGGACCCCACCUUCMUMU
1260 | 1135 AAGGUGGGGUCCUGGAGCAMUMU 3166 UGCUCCAGGACCCCACCUUMUMU
1261 | 1136 AGGUGGGGUCCUGGAGCAGMUMU 3167 CUGCUCCAGGACCCCACCUMUMU
1262 | 1137 GGUGGGGUCCUGGAGCAGAMUMU 3168 UCUGCUCCAGGACCCCACCMUMU
1263 | 1138 GUGGGGUCCUGGAGCAGACMUMU 3169 GUCUGCUCCAGGACCCCACMUMU
1264 | 1139 UGGGGUCCUGGAGCAGACCMUMU 3170 GGUCUGCUCCAGGACCCCAMUMU
1265 | 1140 GGGGUCCUGGAGCAGACCAMUMU 3171 UGGUCUGCUCCAGGACCCCmMUMU
1266 | 1141 GGGUCCUGGAGCAGACCACMUMU 3172 GUGGUCUGCUCCAGGACCCMUMU
1267 | 1142 GGUCCUGGAGCAGACCACCMUMU 3173 GGUGGUCUGCUCCAGGACCMUMU
1268 | 1143 GUCCUGGAGCAGACCACCCMUMU 3174 GGGUGGUCUGCUCCAGGACMUMU
1269 | 1144 UCCUGGAGCAGACCACCCCmMUMU 3175 GGGGUGGUCUGCUCCAGGAMUMU
1270 | 1145 CCUGGAGCAGACCACCCCGMUMU 3176 CGGGGUGGUCUGCUCCAGGMUMU
1271 | 1146 CUGGAGCAGACCACCCCGCMUMU 3177 GCGGGGUGGUCUGCUCCAGMUMU
1272 | 1147 UGGAGCAGACCACCCCGCCmMUMU 3178 GGCGGGGUGGUCUGCUCCAMUMU
1273 | 1148 GGAGCAGACCACCCCGCCUMUMU 3179 AGGCGGGGUGGUCUGCUCCMUMU
1274 | 1149 GAGCAGACCACCCCGCCUGMUMU 3180 CAGGCGGGGUGGUCUGCUCMUMU
1275 | 1150 AGCAGACCACCCCGCCUGCMUMU 3181 GCAGGCGGGGUGGUCUGCUMUMU
1276 | 1151 GCAGACCACCCCGCCUGCCmMUMU 3182 GGCAGGCGGGGUGGUCUGCMUMU
1277 | 1152 CAGACCACCCCGCCUGCCCmMUMU 3183 GGGCAGGCGGGGUGGUCUGMUMU
1278 | 1153 AGACCACCCCGCCUGCCCUMUMU 3184 AGGGCAGGCGGGGUGGUCUMUMU
1279 | 1154 GACCACCCCGCCUGCCCUCMUMU 3185 GAGGGCAGGCGGGGUGGUCMUMU
1280 | 1155 ACCACCCCGCCUGCCCUCAMUMU 3186 UGAGGGCAGGCGGGGUGGUMUMU
1281 | 1156 CCACCCCGCCUGCCCUCAUMUMU 3187 AUGAGGGCAGGCGGGGUGGMUMU
1282 | 1157 CACCCCGCCUGCCCUCAUGMUMU 3188 CAUGAGGGCAGGCGGGGUGMUMU
1283 | 1158 ACCCCGCCUGCCCUCAUGGMUMU 3189 CCAUGAGGGCAGGCGGGEUMUMU
1284 | 1159 CCCCGCCUGCCCUCAUGGCMUMU 3190 GCCAUGAGGGCAGGCGGGGMUMU
1285 | 1160 CCCGCCUGCCCUCAUGGCCMUMU 3191 GGCCAUGAGGGCAGGCGGGMUMU
1286 | 1161 CCGCCUGCCCUCAUGGCCCmMUMU 3192 GGGCCAUGAGGGCAGGCGGMUMU
1287 | 1162 CGCCUGCCCUCAUGGCCCCmMUMU 3193 GGGGCCAUGAGGGCAGGCGMUMU
1288 | 1163 GCCUGCCCUCAUGGCCCCUMUMU 3194 AGGGGCCAUGAGGGCAGGCMUMU
1289 | 1164 CCUGCCCUCAUGGCCCCUCMUMU 3195 GAGGGGCCAUGAGGGCAGGMUMU
1290 | 1165 CUGCCCUCAUGGCCCCUCUMUMU 3196 AGAGGGGCCAUGAGGGCAGMUMU
1291 | 1166 UGCCCUCAUGGCCCCUCUGMUMU 3197 CAGAGGGGCCAUGAGGGCAMUMU
1292 | 1167 GCCCUCAUGGCCCCUCUGAMUMU 3198 UCAGAGGGGCCAUGAGGGCMUMU
1293 | 1168 CCCUCAUGGCCCCUCUGACMUMU 3199 GUCAGAGGGGCCAUGAGGGMUMU
1294 | 1169 CCUCAUGGCCCCUCUGACCMUMU 3200 GGUCAGAGGGGCCAUGAGGMUMU
1295 | 1170 CUCAUGGCCCCUCUGACCUMUMU 3201 AGGUCAGAGGGGCCAUGAGMUMU
1296 | 1171 UCAUGGCCCCUCUGACCUGMUMU 3202 CAGGUCAGAGGGGCCAUGAMUMU
1297 | 1172 CAUGGCCCCUCUGACCUGCMUMU 3203 GCAGGUCAGAGGGGCCAUGMUMU
1298 | 1173 AUGGCCCCUCUGACCUGCAMUMU 3204 UGCAGGUCAGAGGGGCCAUMUMU
1299 | 1174 UGGCCCCUCUGACCUGCACMUMU 3205 GUGCAGGUCAGAGGGGCCAMUMU
1300 | 1175 GGCCCCUCUGACCUGCACUMUMU 3206 AGUGCAGGUCAGAGGGGCCMUMU
1301 | 1176 GCCCCUCUGACCUGCACUGMUMU 3207 CAGUGCAGGUCAGAGGGGCMUMU
1302 | 1177 CCCCUCUGACCUGCACUGGMUMU 3208 CCAGUGCAGGUCAGAGGGGMUMU
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1303 | 1178 CCCUCUGACCUGCACUGGGMUMU 3209 CCCAGUGCAGGUCAGAGGGMUMU
1304 | 1179 CCUCUGACCUGCACUGGGGMUMU 3210 CCCCAGUGCAGGUCAGAGGMUMU
1305 | 1180 CUCUGACCUGCACUGGGGAMUMU 3211 UCCCCAGUGCAGGUCAGAGMUMU
1306 | 1181 UCUGACCUGCACUGGGGAGMUMU 3212 CUCCCCAGUGCAGGUCAGAMUMU
1307 | 1182 CUGACCUGCACUGGGGAGCMUMU 3213 GCUCCCCAGUGCAGGUCAGMUMU
1308 | 1183 UGACCUGCACUGGGGAGCCMUMU 3214 GGCUCCCCAGUGCAGGUCAMUMU
1309 | 1184 GACCUGCACUGGGGAGCCCmMUMU 3215 GGGCUCCCCAGUGCAGGUCMUMU
1310 | 1185 ACCUGCACUGGGGAGCCCGMUMU 3216 CGGGCUCCCCAGUGCAGGUMUMU
1311 | 1186 CCUGCACUGGGGAGCCCGUMUMU 3217 ACGGGCUCCCCAGUGCAGGMUMU
1312 | 1187 CUGCACUGGGGAGCCCGUCMUMU 3218 GACGGGCUCCCCAGUGCAGMUMU
1313 | 1188 UGCACUGGGGAGCCCGUCUMUMU 3219 AGACGGGCUCCCCAGUGCAMUMU
1314 | 1189 GCACUGGGGAGCCCGUCUCMUMU 3220 GAGACGGGCUCCCCAGUGCMUMU
1315 | 1190 CACUGGGGAGCCCGUCUCAMUMU 3221 UGAGACGGGCUCCCCAGUGMUMU
1316 | 1191 ACUGGGGAGCCCGUCUCAGMUMU 3222 CUGAGACGGGCUCCCCAGUMUMU
1317 | 1192 CUGGGGAGCCCGUCUCAGUMUMU 3223 ACUGAGACGGGCUCCCCAGMUMU
1318 | 1193 UGGGGAGCCCGUCUCAGUGMUMU 3224 CACUGAGACGGGCUCCCCAMUMU
1319 | 1194 GGGGAGCCCGUCUCAGUGUMUMU 3225 ACACUGAGACGGGCUCCCCMUMU
1320 | 1195 GGGAGCCCGUCUCAGUGUUMUMU 3226 AACACUGAGACGGGCUCCCMUMU
1321 | 1196 GGAGCCCGUCUCAGUGUUGMUMU 3227 CAACACUGAGACGGGCUCCMUMU
1322 | 1197 GAGCCCGUCUCAGUGUUGAMUMU 3228 UCAACACUGAGACGGGCUCMUMU
1323 | 1198 AGCCCGUCUCAGUGUUGAGMUMU 3229 CUCAACACUGAGACGGGCUMUMU
1324 | 1199 GCCCGUCUCAGUGUUGAGCMUMU 3230 GCUCAACACUGAGACGGGCMUMU
1325 | 1200 CCCGUCUCAGUGUUGAGCCMUMU 3231 GGCUCAACACUGAGACGGGMUMU
1326 | 1201 CCGUCUCAGUGUUGAGCCUMUMU 3232 AGGCUCAACACUGAGACGGMUMU
1327 | 1202 CGUCUCAGUGUUGAGCCUUMUMU 3233 AAGGCUCAACACUGAGACGMUMU
1328 | 1203 GUCUCAGUGUUGAGCCUUUMUMU 3234 AAAGGCUCAACACUGAGACMUMU
1329 | 1204 UCUCAGUGUUGAGCCUUUUMUMU 3235 AAAAGGCUCAACACUGAGAMUMU
1330 | 1205 CUCAGUGUUGAGCCUUUUCMUMU 3236 GAAAAGGCUCAACACUGAGMUMU
1331 | 1206 UCAGUGUUGAGCCUUUUCCMUMU 3237 GGAAAAGGCUCAACACUGAMUMU
1332 | 1207 CAGUGUUGAGCCUUUUCCCMUMU 3238 GGGAAAAGGCUCAACACUGMUMU
1333 | 1208 AGUGUUGAGCCUUUUCCCUMUMU 3239 AGGGAAAAGGCUCAACACUMUMU
1334 | 1209 GUGUUGAGCCUUUUCCCUCMUMU 3240 GAGGGAAAAGGCUCAACACMUMU
1335 | 1210 UGUUGAGCCUUUUCCCUCUMUMU 3241 AGAGGGAAAAGGCUCAACAMUMU
1336 | 1211 GUUGAGCCUUUUCCCUCUUMUMU 3242 AAGAGGGAAAAGGCUCAACMUMU
1337 | 1212 UUGAGCCUUUUCCCUCUUUMUMU 3243 AAAGAGGGAAAAGGCUCAAMUMU
1338 | 1213 UGAGCCUUUUCCCUCUUUGMUMU 3244 CAAAGAGGGAAAAGGCUCAMUMU
1339 | 1214 GAGCCUUUUCCCUCUUUGGMUMU 3245 CCAAAGAGGGAAAAGGCUCMUMU
1340 | 1215 AGCCUUUUCCCUCUUUGGECMUMU 3246 GCCAAAGAGGGAAAAGGCUMUMU
1341 | 1216 GCCUUUUCCCUCUUUGGECUMUMU 3247 AGCCAAAGAGGGAAAAGGCMUMU
1342 | 1217 CCUUUUCCCUCUUUGGCUCMUMU 3248 GAGCCAAAGAGGGAAAAGGMUMU
1343 | 1218 CUUUUCCCUCUUUGGCUCCMUMU 3249 GGAGCCAAAGAGGGAAAAGMUMU
1344 | 1219 UUUUCCCUCUUUGGCUCCCmMUMU 3250 GGGAGCCAAAGAGGGAAAAMUMU
1345 | 1220 UUUCCCUCUUUGGCUCCCCmMUMU 3251 GGGGAGCCAAAGAGGGAAAMUMU
1346 | 1221 UUCCCUCUUUGGCUCCCCUMUMU 3252 AGGGGAGCCAAAGAGGGAAMUMU
1347 | 1222 UCCCUCUUUGGCUCCCCUGMUMU 3253 CAGGGGAGCCAAAGAGGGAMUMU
1348 | 1223 CCCUCUUUGGCUCCCCUGUMUMU 3254 ACAGGGGAGCCAAAGAGGGMUMU
1349 | 1224 CCUCUUUGGCUCCCCUGUAMUMU 3255 UACAGGGGAGCCAAAGAGGMUMU
1350 | 1225 CUCUUUGGCUCCCCUGUACMUMU 3256 GUACAGGGGAGCCAAAGAGMUMU
1351 | 1226 UCUUUGGCUCCCCUGUACCMUMU 3257 GGUACAGGGGAGCCAAAGAMUMU
1352 | 1227 CUUUGGCUCCCCUGUACCUMUMU 3258 AGGUACAGGGGAGCCAAAGMUMU
1353 | 1228 UUUGGCUCCCCUGUACCUUMUMU 3259 AAGGUACAGGGGAGCCAAAMUMU
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1354 | 1229 UUGGCUCCCCUGUACCUUUMUMU 3260 AAAGGUACAGGGGAGCCAAMUMU
1355 | 1230 UGGCUCCCCUGUACCUUUUMUMU 3261 AAAAGGUACAGGGGAGCCAMUMU
1356 | 1231 GGCUCCCCUGUACCUUUUGMUMU 3262 CAAAAGGUACAGGGGAGCCMUMU
1357 | 1232 GCUCCCCUGUACCUUUUGAMUMU 3263 UCAAAAGGUACAGGGGAGCMUMU
1358 | 1233 CUCCCCUGUACCUUUUGAGMUMU 3264 CUCAAAAGGUACAGGGGAGMUMU
1359 | 1234 UCCCCUGUACCUUUUGAGGMUMU 3265 CCUCAAAAGGUACAGGGGAMUMU
1360 | 1235 CCCCUGUACCUUUUGAGGAMUMU 3266 UCCUCAAAAGGUACAGGGGMUMU
1361 | 1236 CCCUGUACCUUUUGAGGAGMUMU 3267 CUCCUCAAAAGGUACAGGGMUMU
1362 | 1237 CCUGUACCUUUUGAGGAGCMUMU 3268 GCUCCUCAAAAGGUACAGGMUMU
1363 | 1238 CUGUACCUUUUGAGGAGCCMUMU 3269 GGCUCCUCAAAAGGUACAGMUMU
1364 | 1239 UGUACCUUUUGAGGAGCCCmMUMU 3270 GGGCUCCUCAAAAGGUACAMUMU
1365 | 1240 GUACCUUUUGAGGAGCCCCmMUMU 3271 GGGGCUCCUCAAAAGGUACMUMU
1366 | 1241 UACCUUUUGAGGAGCCCCAMUMU 3272 UGGGGCUCCUCAAAAGGUAMUMU
1367 | 1242 ACCUUUUGAGGAGCCCCAGMUMU 3273 CUGGGGCUCCUCAAAAGGUMUMU
1368 | 1243 CCUUUUGAGGAGCCCCAGCMUMU 3274 GCUGGGGCUCCUCAAAAGGMUMU
1369 | 1244 CUUUUGAGGAGCCCCAGCUMUMU 3275 AGCUGGGGCUCCUCAAAAGMUMU
1370 | 1245 UUUUGAGGAGCCCCAGCUAMUMU 3276 UAGCUGGGGCUCCUCAAAAMUMU
1371 | 1246 UUUGAGGAGCCCCAGCUACMUMU 3277 GUAGCUGGGGCUCCUCAAAMUMU
1372 | 1247 UUGAGGAGCCCCAGCUACCMUMU 3278 GGUAGCUGGGGCUCCUCAAMUMU
1373 | 1248 UGAGGAGCCCCAGCUACCCMUMU 3279 GGGUAGCUGGGGCUCCUCAMUMU
1374 | 1249 GAGGAGCCCCAGCUACCCUMUMU 3280 AGGGUAGCUGGGGCUCCUCMUMU
1375 | 1250 AGGAGCCCCAGCUACCCUUMUMU 3281 AAGGGUAGCUGGGGCUCCUMUMU
1376 | 1251 GGAGCCCCAGCUACCCUUCMUMU 3282 GAAGGGUAGCUGGGGCUCCMUMU
1377 | 1252 GAGCCCCAGCUACCCUUCUmMUMU 3283 AGAAGGGUAGCUGGGGCUCMUMU
1378 | 1253 AGCCCCAGCUACCCUUCUUMUMU 3284 AAGAAGGGUAGCUGGGGCUMUMU
1379 | 1254 GCCCCAGCUACCCUUCUUCMUMU 3285 GAAGAAGGGUAGCUGGGGCMUMU
1380 | 1255 CCCCAGCUACCCUUCUUCUMUMU 3286 AGAAGAAGGGUAGCUGGGGMUMU
1381 | 1256 CCCAGCUACCCUUCUUCUCMUMU 3287 GAGAAGAAGGGUAGCUGGGMUMU
1382 | 1257 CCAGCUACCCUUCUUCUCCMUMU 3288 GGAGAAGAAGGGUAGCUGGMUMU
1383 | 1258 CAGCUACCCUUCUUCUCCAMUMU 3289 UGGAGAAGAAGGGUAGCUGMUMU
1384 | 1259 AGCUACCCUUCUUCUCCAGMUMU 3290 CUGGAGAAGAAGGGUAGCUMUMU
1385 | 1260 GCUACCCUUCUUCUCCAGCMUMU 3291 GCUGGAGAAGAAGGGUAGCMUMU
1386 | 1261 CUACCCUUCUUCUCCAGCUMUMU 3292 AGCUGGAGAAGAAGGGUAGMUMU
1387 | 1262 UACCCUUCUUCUCCAGCUGMUMU 3293 CAGCUGGAGAAGAAGGGUAMUMU
1388 | 1263 ACCCUUCUUCUCCAGCUGGMUMU 3294 CCAGCUGGAGAAGAAGGGUMUMU
1389 | 1264 CCCUUCUUCUCCAGCUGGGMUMU 3295 CCCAGCUGGAGAAGAAGGGMUMU
1390 | 1265 CCUUCUUCUCCAGCUGGGCMUMU 3296 GCCCAGCUGGAGAAGAAGGMUMU
1391 | 1266 CUUCUUCUCCAGCUGGGCUMUMU 3297 AGCCCAGCUGGAGAAGAAGMUMU
1392 | 1267 UUCUUCUCCAGCUGGGCUCMUMU 3298 GAGCCCAGCUGGAGAAGAAMUMU
1393 | 1268 UCUUCUCCAGCUGGGCUCUMUMU 3299 AGAGCCCAGCUGGAGAAGAMUMU
1394 | 1269 CUUCUCCAGCUGGGCUCUGMUMU 3300 CAGAGCCCAGCUGGAGAAGMUMU
1395 | 1270 UUCUCCAGCUGGGCUCUGCMUMU 3301 GCAGAGCCCAGCUGGAGAAMUMU
1396 | 1271 UCUCCAGCUGGGCUCUGCAMUMU 3302 UGCAGAGCCCAGCUGGAGAMUMU
1397 | 1272 CUCCAGCUGGGCUCUGCAAMUMU 3303 UUGCAGAGCCCAGCUGGAGMUMU
1398 | 1273 UCCAGCUGGGCUCUGCAAUMUMU 3304 AUUGCAGAGCCCAGCUGGAMUMU
1399 | 1274 CCAGCUGGGCUCUGCAAUUMUMU 3305 AAUUGCAGAGCCCAGCUGGMUMU
1400 | 1275 CAGCUGGGCUCUGCAAUUCMUMU 3306 GAAUUGCAGAGCCCAGCUGMUMU
1401 | 1276 AGCUGGGCUCUGCAAUUCCMUMU 3307 GGAAUUGCAGAGCCCAGCUMUMU
1402 | 1277 GCUGGGCUCUGCAAUUCCCMUMU 3308 GGGAAUUGCAGAGCCCAGCMUMU
1403 | 1278 CUGGGCUCUGCAAUUCCCCmMUMU 3309 GGGGAAUUGCAGAGCCCAGMUMU
1404 | 1279 UGGGCUCUGCAAUUCCCCUMUMU 3310 AGGGGAAUUGCAGAGCCCAMUMU
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1405 | 1280 GGGCUCUGCAAUUCCCCUCMUMU 3311 GAGGGGAAUUGCAGAGCCCMUMU
1406 | 1281 GGCUCUGCAAUUCCCCUCUMUMU 3312 AGAGGGGAAUUGCAGAGCCMUMU
1407 | 1282 GCUCUGCAAUUCCCCUCUGMUMU 3313 CAGAGGGGAAUUGCAGAGCMUMU
1408 | 1283 CUCUGCAAUUCCCCUCUGCMUMU 3314 GCAGAGGGGAAUUGCAGAGMUMU
1409 | 1284 UCUGCAAUUCCCCUCUGCUMUMU 3315 AGCAGAGGGGAAUUGCAGAMUMU
1410 | 1285 CUGCAAUUCCCCUCUGCUGMUMU 3316 CAGCAGAGGGGAAUUGCAGMUMU
1411 | 1286 UGCAAUUCCCCUCUGCUGCMUMU 3317 GCAGCAGAGGGGAAUUGCAMUMU
1412 | 1287 GCAAUUCCCCUCUGCUGCUMUMU 3318 AGCAGCAGAGGGGAAUUGCMUMU
1413 | 1288 CAAUUCCCCUCUGCUGCUGMUMU 3319 CAGCAGCAGAGGGGAAUUGMUMU
1414 | 1289 AAUUCCCCUCUGCUGCUGUMUMU 3320 ACAGCAGCAGAGGGGAAUUMUMU
1415 | 1290 AUUCCCCUCUGCUGCUGUCMUMU 3321 GACAGCAGCAGAGGGGAAUMUMU
1416 | 1291 UUCCCCUCUGCUGCUGUCCMUMU 3322 GGACAGCAGCAGAGGGGAAMUMU
1417 | 1292 UCCCCUCUGCUGCUGUCCCmMUMU 3323 GGGACAGCAGCAGAGGGGAMUMU
1418 | 1293 CCCCUCUGCUGCUGUCCCUMUMU 3324 AGGGACAGCAGCAGAGGGGMUMU
1419 | 1294 CCCUCUGCUGCUGUCCCUCMUMU 3325 GAGGGACAGCAGCAGAGGGMUMU
1420 | 1295 CCUCUGCUGCUGUCCCUCCMUMU 3326 GGAGGGACAGCAGCAGAGGMUMU
1421 | 1296 CUCUGCUGCUGUCCCUCCCmMUMU 3327 GGGAGGGACAGCAGCAGAGMUMU
1422 | 1297 UCUGCUGCUGUCCCUCCCCmMUMU 3328 GGGGAGGGACAGCAGCAGAMUMU
1423 | 1298 CUGCUGCUGUCCCUCCCCCmUMU 3329 GGGGGAGGGACAGCAGCAGMUMU
1424 | 1299 UGCUGCUGUCCCUCCCCCUmMUMU 3330 AGGGGGAGGGACAGCAGCAMUMU
1425 | 1300 GCUGCUGUCCCUCCCCCUUMUMU 3331 AAGGGGGAGGGACAGCAGCMUMU
1426 | 1301 CUGCUGUCCCUCCCCCUUGMUMU 3332 CAAGGGGGAGGGACAGCAGMUMU
1427 | 1302 UGCUGUCCCUCCCCCUUGUMUMU 3333 ACAAGGGGGAGGGACAGCAMUMU
1428 | 1303 GCUGUCCCUCCCCCUUGUCMUMU 3334 GACAAGGGGGAGGGACAGCMUMU
1429 | 1304 CUGUCCCUCCCCCUUGUCCMUMU 3335 GGACAAGGGGGAGGGACAGMUMU
1430 | 1305 UGUCCCUCCCCCUUGUCCUMUMU 3336 AGGACAAGGGGGAGGGACAMUMU
1431 | 1306 GUCCCUCCCCCUUGUCCUUMUMU 3337 AAGGACAAGGGGGAGGGACMUMU
1432 | 1307 UCCCUCCCCCUUGUCCUUUMUMU 3338 AAAGGACAAGGGGGAGGGAMUMU
1433 | 1308 CCCUCCCCCUUGUCCUUUCMUMU 3339 GAAAGGACAAGGGGGAGGGMUMU
1434 | 1309 CCUCCCCCUUGUCCUUUCCMUMU 3340 GGAAAGGACAAGGGGGAGGMUMU
1435 | 1310 CUCCCCCUUGUCCUUUCCCmMUMU 3341 GGGAAAGGACAAGGGGGAGMUMU
1436 | 1311 UCCCCCUUGUCCUUUCCCUMUMU 3342 AGGGAAAGGACAAGGGGGAMUMU
1437 | 1312 CCCCCUUGUCCUUUCCCUUMUMU 3343 AAGGGAAAGGACAAGGGGGMUMU
1438 | 1313 CCCCUUGUCCUUUCCCUUCMUMU 3344 GAAGGGAAAGGACAAGGGGMUMU
1439 | 1314 CCCUUGUCCUUUCCCUUCAMUMU 3345 UGAAGGGAAAGGACAAGGGMUMU
1440 | 1315 CCUUGUCCUUUCCCUUCAGMUMU 3346 CUGAAGGGAAAGGACAAGGMUMU
1441 | 1316 CUUGUCCUUUCCCUUCAGUMUMU 3347 ACUGAAGGGAAAGGACAAGMUMU
1442 | 1317 UUGUCCUUUCCCUUCAGUAMUMU 3348 UACUGAAGGGAAAGGACAAMUMU
1443 | 1318 UGUCCUUUCCCUUCAGUACMUMU 3349 GUACUGAAGGGAAAGGACAMUMU
1444 | 1319 GUCCUUUCCCUUCAGUACCMUMU 3350 GGUACUGAAGGGAAAGGACMUMU
1445 | 1320 UCCUUUCCCUUCAGUACCCMUMU 3351 GGGUACUGAAGGGAAAGGAMUMU
1446 | 1321 CCUUUCCCUUCAGUACCCUMUMU 3352 AGGGUACUGAAGGGAAAGGMUMU
1447 | 1322 CUUUCCCUUCAGUACCCUCMUMU 3353 GAGGGUACUGAAGGGAAAGMUMU
1448 | 1323 UUUCCCUUCAGUACCCUCUMUMU 3354 AGAGGGUACUGAAGGGAAAMUMU
1449 | 1324 UUCCCUUCAGUACCCUCUCMUMU 3355 GAGAGGGUACUGAAGGGAAMUMU
1450 | 1325 UCCCUUCAGUACCCUCUCAMUMU 3356 UGAGAGGGUACUGAAGGGAMUMU
1451 | 1326 CCCUUCAGUACCCUCUCAGMUMU 3357 CUGAGAGGGUACUGAAGGGMUMU
1452 | 1327 CCUUCAGUACCCUCUCAGCMUMU 3358 GCUGAGAGGGUACUGAAGGMUMU
1453 | 1328 CUUCAGUACCCUCUCAGCUMUMU 3359 AGCUGAGAGGGUACUGAAGMUMU
1454 | 1329 UUCAGUACCCUCUCAGCUCMUMU 3360 GAGCUGAGAGGGUACUGAAMUMU
1455 | 1330 UCAGUACCCUCUCAGCUCCMUMU 3361 GGAGCUGAGAGGGUACUGAMUMU
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1456 | 1331 CAGUACCCUCUCAGCUCCAMUMU 3362 UGGAGCUGAGAGGGUACUGMUMU
1457 | 1332 AGUACCCUCUCAGCUCCAGMUMU 3363 CUGGAGCUGAGAGGGUACUMUMU
1458 | 1333 GUACCCUCUCAGCUCCAGGMUMU 3364 CCUGGAGCUGAGAGGGUACMUMU
1459 | 1334 UACCCUCUCAGCUCCAGGUMUMU 3365 ACCUGGAGCUGAGAGGGUAMUMU
1460 | 1335 ACCCUCUCAGCUCCAGGUGMUMU 3366 CACCUGGAGCUGAGAGGGUMUMU
1461 | 1336 CCCUCUCAGCUCCAGGUGGMUMU 3367 CCACCUGGAGCUGAGAGGGMUMU
1462 | 1337 CCUCUCAGCUCCAGGUGGCMUMU 3368 GCCACCUGGAGCUGAGAGGMUMU
1463 | 1338 CUCUCAGCUCCAGGUGGCUMUMU 3369 AGCCACCUGGAGCUGAGAGMUMU
1464 | 1339 UCUCAGCUCCAGGUGGCUCMUMU 3370 GAGCCACCUGGAGCUGAGAMUMU
1465 | 1340 CUCAGCUCCAGGUGGCUCUMUMU 3371 AGAGCCACCUGGAGCUGAGMUMU
1466 | 1341 UCAGCUCCAGGUGGCUCUGMUMU 3372 CAGAGCCACCUGGAGCUGAMUMU
1467 | 1342 CAGCUCCAGGUGGCUCUGAMUMU 3373 UCAGAGCCACCUGGAGCUGMUMU
1468 | 1343 AGCUCCAGGUGGCUCUGAGMUMU 3374 CUCAGAGCCACCUGGAGCUMUMU
1469 | 1344 GCUCCAGGUGGCUCUGAGGMUMU 3375 CCUCAGAGCCACCUGGAGCMUMU
1470 | 1345 CUCCAGGUGGCUCUGAGGUMUMU 3376 ACCUCAGAGCCACCUGGAGMUMU
1471 | 1346 UCCAGGUGGCUCUGAGGUGMUMU 3377 CACCUCAGAGCCACCUGGAMUMU
1472 | 1347 CCAGGUGGCUCUGAGGUGCMUMU 3378 GCACCUCAGAGCCACCUGGMUMU
1473 | 1348 CAGGUGGCUCUGAGGUGCCMUMU 3379 GGCACCUCAGAGCCACCUGMUMU
1474 | 1349 AGGUGGCUCUGAGGUGCCUMUMU 3380 AGGCACCUCAGAGCCACCUMUMU
1475 | 1350 GGUGGCUCUGAGGUGCCUGMUMU 3381 CAGGCACCUCAGAGCCACCMUMU
1476 | 1351 GUGGCUCUGAGGUGCCUGUMUMU 3382 ACAGGCACCUCAGAGCCACMUMU
1477 | 1352 UGGCUCUGAGGUGCCUGUCMUMU 3383 GACAGGCACCUCAGAGCCAMUMU
1478 | 1353 GGCUCUGAGGUGCCUGUCCMUMU 3384 GGACAGGCACCUCAGAGCCMUMU
1479 | 1354 GCUCUGAGGUGCCUGUCCCmMUMU 3385 GGGACAGGCACCUCAGAGCMUMU
1480 | 1355 CUCUGAGGUGCCUGUCCCAMUMU 3386 UGGGACAGGCACCUCAGAGMUMU
1481 | 1356 UCUGAGGUGCCUGUCCCACMUMU 3387 GUGGGACAGGCACCUCAGAMUMU
1482 | 1357 CUGAGGUGCCUGUCCCACCMUMU 3388 GGUGGGACAGGCACCUCAGMUMU
1483 | 1358 UGAGGUGCCUGUCCCACCCmMUMU 3389 GGGUGGGACAGGCACCUCAMUMU
1484 | 1359 GAGGUGCCUGUCCCACCCCmMUMU 3390 GGGGUGGGACAGGCACCUCMUMU
1485 | 1360 AGGUGCCUGUCCCACCCCCmUMU 3391 GGGGGUGGGACAGGCACCUMUMU
1486 | 1361 GGUGCCUGUCCCACCCCCAMUMU 3392 UGGGGGUGGGACAGGCACCMUMU
1487 | 1362 GUGCCUGUCCCACCCCCACMUMU 3393 GUGGGGGUGGGACAGGCACMUMU
1488 | 1363 UGCCUGUCCCACCCCCACCMUMU 3394 GGUGGGGGUGGGACAGGCAMUMU
1489 | 1364 GCCUGUCCCACCCCCACCCMUMU 3395 GGGUGGGGGUGGGACAGGCMUMU
1490 | 1365 CCUGUCCCACCCCCACCCCmMUMU 3396 GGGGUGGGGGUGGGACAGGMUMU
1491 | 1366 CUGUCCCACCCCCACCCCCmMUMU 3397 GGGGGUGGGGGUGGGACAGMUMU
1492 | 1367 UGUCCCACCCCCACCCCCAMUMU 3398 UGGGGGUGGGGGUGGGACAMUMU
1493 | 1368 GUCCCACCCCCACCCCCAGMUMU 3399 CUGGGGGUGGGGGUGGGACMUMU
1494 | 1369 UCCCACCCCCACCCCCAGCMUMU 3400 GCUGGGGGUGGGGGUGGGAMUMU
1495 | 1370 CCCACCCCCACCCCCAGCUMUMU 3401 AGCUGGGGGUGGGGGUGEGMUMU
1496 | 1371 CCACCCCCACCCCCAGCUCMUMU 3402 GAGCUGGGGGUGGGGGUGGMUMU
1497 | 1372 CACCCCCACCCCCAGCUCAMUMU 3403 UGAGCUGGGGGUGGGGGUGMUMU
1498 | 1373 ACCCCCACCCCCAGCUCAAMUMU 3404 UUGAGCUGGGGGUGGGEEUMUMU
1499 | 1374 CCCCCACCCCCAGCUCAAUMUMU 3405 AUUGAGCUGGGGGUGGGEGMUMU
1500 | 1375 CCCCACCCCCAGCUCAAUGMUMU 3406 CAUUGAGCUGGGGGUGGGGMUMU
1501 | 1376 CCCACCCCCAGCUCAAUGGMUMU 3407 CCAUUGAGCUGGGGGUGGGMUMU
1502 | 1377 CCACCCCCAGCUCAAUGGAMUMU 3408 UCCAUUGAGCUGGGGGUGGMUMU
1503 | 1378 CACCCCCAGCUCAAUGGACMUMU 3409 GUCCAUUGAGCUGGGGGUGMUMU
1504 | 1379 ACCCCCAGCUCAAUGGACUMUMU 3410 AGUCCAUUGAGCUGGGGGUMUMU
1505 | 1380 CCCCCAGCUCAAUGGACUGMUMU 3411 CAGUCCAUUGAGCUGGGGGMUMU
1506 | 1381 CCCCAGCUCAAUGGACUGGMUMU 3412 CCAGUCCAUUGAGCUGGGGMUMU
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1507 | 1382 CCCAGCUCAAUGGACUGGAMUMU 3413 UCCAGUCCAUUGAGCUGGGMUMU
1508 | 1383 CCAGCUCAAUGGACUGGAAMUMU 3414 UUCCAGUCCAUUGAGCUGGMUMU
1509 | 1384 CAGCUCAAUGGACUGGAAGMUMU 3415 CUUCCAGUCCAUUGAGCUGMUMU
1510 | 1385 AGCUCAAUGGACUGGAAGGMUMU 3416 CCUUCCAGUCCAUUGAGCUMUMU
1511 | 1386 GCUCAAUGGACUGGAAGGGMUMU 3417 CCCUUCCAGUCCAUUGAGCMUMU
1512 | 1387 CUCAAUGGACUGGAAGGGGMUMU 3418 CCCCUUCCAGUCCAUUGAGMUMU
1513 | 1388 UCAAUGGACUGGAAGGGGAMUMU 3419 UCCCCUUCCAGUCCAUUGAMUMU
1514 | 1389 CAAUGGACUGGAAGGGGAAMUMU 3420 UUCCCCUUCCAGUCCAUUGMUMU
1515 | 1390 AAUGGACUGGAAGGGGAAGMUMU 3421 CUUCCCCUUCCAGUCCAUUMUMU
1516 | 1391 AUGGACUGGAAGGGGAAGGMUMU 3422 CCUUCCCCUUCCAGUCCAUMUMU
1517 | 1392 UGGACUGGAAGGGGAAGGGMUMU 3423 CCCUUCCCCUUCCAGUCCAMUMU
1518 | 1393 GGACUGGAAGGGGAAGGGAMUMU 3424 UCCCUUCCCCUUCCAGUCCMUMU
1519 | 1394 GACUGGAAGGGGAAGGGACMUMU 3425 GUCCCUUCCCCUUCCAGUCMUMU
1520 | 1395 ACUGGAAGGGGAAGGGACAMUMU 3426 UGUCCCUUCCCCUUCCAGUMUMU
1521 | 1396 CUGGAAGGGGAAGGGACACMUMU 3427 GUGUCCCUUCCCCUUCCAGMUMU
1522 | 1397 UGGAAGGGGAAGGGACACAMUMU 3428 UGUGUCCCUUCCCCUUCCAMUMU
1523 | 1398 GGAAGGGGAAGGGACACACMUMU 3429 GUGUGUCCCUUCCCCUUCCMUMU
1524 | 1399 GAAGGGGAAGGGACACACAMUMU 3430 UGUGUGUCCCUUCCCCUUCMUMU
1525 | 1400 AAGGGGAAGGGACACACAAMUMU 3431 UUGUGUGUCCCUUCCCCUUMUMU
1526 | 1401 AGGGGAAGGGACACACAAGMUMU 3432 CUUGUGUGUCCCUUCCCCUMUMU
1527 | 1402 GGGGAAGGGACACACAAGAMUMU 3433 UCUUGUGUGUCCCUUCCCCmMUMU
1528 | 1403 GGGAAGGGACACACAAGAAMUMU 3434 UUCUUGUGUGUCCCUUCCCmMUMU
1529 | 1404 GGAAGGGACACACAAGAAGMUMU 3435 CUUCUUGUGUGUCCCUUCCMUMU
1530 | 1405 GAAGGGACACACAAGAAGAMUMU 3436 UCUUCUUGUGUGUCCCUUCMUMU
1531 | 1406 AAGGGACACACAAGAAGAAMUMU 3437 UUCUUCUUGUGUGUCCCUUMUMU
1532 | 1407 AGGGACACACAAGAAGAAGMUMU 3438 CUUCUUCUUGUGUGUCCCUMUMU
1533 | 1408 GGGACACACAAGAAGAAGGMUMU 3439 CCUUCUUCUUGUGUGUCCCMUMU
1534 | 1409 GGACACACAAGAAGAAGGGMUMU 3440 CCCUUCUUCUUGUGUGUCCMUMU
1535 | 1410 GACACACAAGAAGAAGGGCMUMU 3441 GCCCUUCUUCUUGUGUGUCMUMU
1536 | 1411 ACACACAAGAAGAAGGGCAMUMU 3442 UGCCCUUCUUCUUGUGUGUMUMU
1537 | 1412 CACACAAGAAGAAGGGCACMUMU 3443 GUGCCCUUCUUCUUGUGUGMUMU
1538 | 1413 ACACAAGAAGAAGGGCACCMUMU 3444 GGUGCCCUUCUUCUUGUGUMUMU
1539 | 1414 CACAAGAAGAAGGGCACCCMUMU 3445 GGGUGCCCUUCUUCUUGUGMUMU
1540 | 1415 ACAAGAAGAAGGGCACCCUMUMU 3446 AGGGUGCCCUUCUUCUUGUMUMU
1541 | 1416 CAAGAAGAAGGGCACCCUAMUMU 3447 UAGGGUGCCCUUCUUCUUGMUMU
1542 | 1417 AAGAAGAAGGGCACCCUAGMUMU 3448 CUAGGGUGCCCUUCUUCUUMUMU
1543 | 1418 AGAAGAAGGGCACCCUAGUMUMU 3449 ACUAGGGUGCCCUUCUUCUMUMU
1544 | 1419 GAAGAAGGGCACCCUAGUUMUMU 3450 AACUAGGGUGCCCUUCUUCMUMU
1545 | 1420 AAGAAGGGCACCCUAGUUCMUMU 3451 GAACUAGGGUGCCCUUCUUMUMU
1546 | 1421 AGAAGGGCACCCUAGUUCUMUMU 3452 AGAACUAGGGUGCCCUUCUMUMU
1547 | 1422 GAAGGGCACCCUAGUUCUAMUMU 3453 UAGAACUAGGGUGCCCUUCMUMU
1548 | 1423 AAGGGCACCCUAGUUCUACMUMU 3454 GUAGAACUAGGGUGCCCUUMUMU
1549 | 1424 AGGGCACCCUAGUUCUACCMUMU 3455 GGUAGAACUAGGGUGCCCUMUMU
1550 | 1425 GGGCACCCUAGUUCUACCUMUMU 3456 AGGUAGAACUAGGGUGCCCMUMU
1551 | 1426 GGCACCCUAGUUCUACCUCMUMU 3457 GAGGUAGAACUAGGGUGCCMUMU
1552 | 1427 GCACCCUAGUUCUACCUCAMUMU 3458 UGAGGUAGAACUAGGGUGCMUMU
1553 | 1428 CACCCUAGUUCUACCUCAGMUMU 3459 CUGAGGUAGAACUAGGGUGMUMU
1554 | 1429 ACCCUAGUUCUACCUCAGGMUMU 3460 CCUGAGGUAGAACUAGGGUMUMU
1555 | 1430 CCCUAGUUCUACCUCAGGCMUMU 3461 GCCUGAGGUAGAACUAGGGMUMU
1556 | 1431 CCUAGUUCUACCUCAGGCAMUMU 3462 UGCCUGAGGUAGAACUAGGMUMU
1557 | 1432 CUAGUUCUACCUCAGGCAGMUMU 3463 CUGCCUGAGGUAGAACUAGMUMU
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1558 | 1433 UAGUUCUACCUCAGGCAGCMUMU 3464 GCUGCCUGAGGUAGAACUAMUMU
1559 | 1434 AGUUCUACCUCAGGCAGCUMUMU 3465 AGCUGCCUGAGGUAGAACUMUMU
1560 | 1435 GUUCUACCUCAGGCAGCUCMUMU 3466 GAGCUGCCUGAGGUAGAACMUMU
1561 | 1436 UUCUACCUCAGGCAGCUCAMUMU 3467 UGAGCUGCCUGAGGUAGAAMUMU
1562 | 1437 UCUACCUCAGGCAGCUCAAMUMU 3468 UUGAGCUGCCUGAGGUAGAMUMU
1563 | 1438 CUACCUCAGGCAGCUCAAGMUMU 3469 CUUGAGCUGCCUGAGGUAGMUMU
1564 | 1439 UACCUCAGGCAGCUCAAGCMUMU 3470 GCUUGAGCUGCCUGAGGUAMUMU
1565 | 1440 ACCUCAGGCAGCUCAAGCAMUMU 3471 UGCUUGAGCUGCCUGAGGUMUMU
1566 | 1441 CCUCAGGCAGCUCAAGCAGMUMU 3472 CUGCUUGAGCUGCCUGAGGMUMU
1567 | 1442 CUCAGGCAGCUCAAGCAGCMUMU 3473 GCUGCUUGAGCUGCCUGAGMUMU
1568 | 1443 UCAGGCAGCUCAAGCAGCGMUMU 3474 CGCUGCUUGAGCUGCCUGAMUMU
1569 | 1444 CAGGCAGCUCAAGCAGCGAMUMU 3475 UCGCUGCUUGAGCUGCCUGMUMU
1570 | 1445 AGGCAGCUCAAGCAGCGACMUMU 3476 GUCGCUGCUUGAGCUGCCUMUMU
1571 | 1446 GGCAGCUCAAGCAGCGACCMUMU 3477 GGUCGCUGCUUGAGCUGCCMUMU
1572 | 1447 GCAGCUCAAGCAGCGACCGMUMU 3478 CGGUCGCUGCUUGAGCUGCMUMU
1573 | 1448 CAGCUCAAGCAGCGACCGCMUMU 3479 GCGGUCGCUGCUUGAGCUGMUMU
1574 | 1449 AGCUCAAGCAGCGACCGCCMUMU 3480 GGCGGUCGCUGCUUGAGCUMUMU
1575 | 1450 GCUCAAGCAGCGACCGCCCmMUMU 3481 GGGCGGUCGCUGCUUGAGCMUMU
1576 | 1451 CUCAAGCAGCGACCGCCCCmMUMU 3482 GGGGCGGUCGCUGCUUGAGMUMU
1577 | 1452 UCAAGCAGCGACCGCCCCCmMUMU 3483 GGGGGCGGUCGCUGCUUGAMUMU
1578 | 1453 CAAGCAGCGACCGCCCCCUMUMU 3484 AGGGGGCGGUCGCUGCUUGMUMU
1579 | 1454 AAGCAGCGACCGCCCCCUCMUMU 3485 GAGGGGGCGGUCGCUGCUUMUMU
1580 | 1455 AGCAGCGACCGCCCCCUCCmUmU 3486 GGAGGGGGCGGUCGCUGCUMUMU
1581 | 1456 GCAGCGACCGCCCCCUCCUMUMU 3487 AGGAGGGGGCGGUCGCUGCMUMU
1582 | 1457 CAGCGACCGCCCCCUCCUCMUMU 3488 GAGGAGGGGGCGGUCGCUGMUMU
1583 | 1458 AGCGACCGCCCCCUCCUCUMUMU 3489 AGAGGAGGGGGCGGUCGCUMUMU
1584 | 1459 GCGACCGCCCCCUCCUCUAMUMU 3490 UAGAGGAGGGGGCGGUCGCMUMU
1585 | 1460 CGACCGCCCCCUCCUCUAGMUMU 3491 CUAGAGGAGGGGGCGGUCGMUMU
1586 | 1461 GACCGCCCCCUCCUCUAGCMUMU 3492 GCUAGAGGAGGGGGCGGUCMUMU
1587 | 1462 ACCGCCCCCUCCUCUAGCUMUMU 3493 AGCUAGAGGAGGGGGCGGUMUMU
1588 | 1463 CCGCCCCCUCCUCUAGCUGMUMU 3494 CAGCUAGAGGAGGGGGCGGMUMU
1589 | 1464 CGCCCCCUCCUCUAGCUGUMUMU 3495 ACAGCUAGAGGAGGGGGCGMUMU
1590 | 1465 GCCCCCUCCUCUAGCUGUGMUMU 3496 CACAGCUAGAGGAGGGGGCMUMU
1591 | 1466 CCCCCUCCUCUAGCUGUGGMUMU 3497 CCACAGCUAGAGGAGGGGGMUMU
1592 | 1467 CCCCUCCUCUAGCUGUGGGMUMU 3498 CCCACAGCUAGAGGAGGGGMUMU
1593 | 1468 CCCUCCUCUAGCUGUGGGGMUMU 3499 CCCCACAGCUAGAGGAGGGMUMU
1594 | 1469 CCUCCUCUAGCUGUGGGGGMUMU 3500 CCCCCACAGCUAGAGGAGGMUMU
1595 | 1470 CUCCUCUAGCUGUGGGGGUMUMU 3501 ACCCCCACAGCUAGAGGAGMUMU
1596 | 1471 UCCUCUAGCUGUGGGGGUGMUMU 3502 CACCCCCACAGCUAGAGGAMUMU
1597 | 1472 CCUCUAGCUGUGGGGGUGAMUMU 3503 UCACCCCCACAGCUAGAGGMUMU
1598 | 1473 CUCUAGCUGUGGGGGUGAGMUMU 3504 CUCACCCCCACAGCUAGAGMUMU
1599 | 1474 UCUAGCUGUGGGGGUGAGGMUMU 3505 CCUCACCCCCACAGCUAGAMUMU
1600 | 1475 CUAGCUGUGGGGGUGAGGGMUMU 3506 CCCUCACCCCCACAGCUAGMUMU
1601 | 1476 UAGCUGUGGGGGUGAGGGUMUMU 3507 ACCCUCACCCCCACAGCUAMUMU
1602 | 1477 AGCUGUGGGGGUGAGGGUCMUMU 3508 GACCCUCACCCCCACAGCUMUMU
1603 | 1478 GCUGUGGGGGUGAGGGUCCMUMU 3509 GGACCCUCACCCCCACAGCMUMU
1604 | 1479 CUGUGGGGGUGAGGGUCCCmMUMU 3510 GGGACCCUCACCCCCACAGMUMU
1605 | 1480 UGUGGGGGUGAGGGUCCCAMUMU 3511 UGGGACCCUCACCCCCACAMUMU
1606 | 1481 GUGGGGGUGAGGGUCCCAUMUMU 3512 AUGGGACCCUCACCCCCACMUMU
1607 | 1482 UGGGGGUGAGGGUCCCAUGMUMU 3513 CAUGGGACCCUCACCCCCAMUMU
1608 | 1483 GGGGGUGAGGGUCCCAUGUMUMU 3514 ACAUGGGACCCUCACCCCCmMUMU
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1609 | 1484 GGGGUGAGGGUCCCAUGUGMUMU 3515 CACAUGGGACCCUCACCCCmMUMU
1610 | 1485 GGGUGAGGGUCCCAUGUGGMUMU 3516 CCACAUGGGACCCUCACCCmMUMU
1611 | 1486 GGUGAGGGUCCCAUGUGGUMUMU 3517 ACCACAUGGGACCCUCACCMUMU
1612 | 1487 GUGAGGGUCCCAUGUGGUGMUMU 3518 CACCACAUGGGACCCUCACMUMU
1613 | 1488 UGAGGGUCCCAUGUGGUGGMUMU 3519 CCACCACAUGGGACCCUCAMUMU
1614 | 1489 GAGGGUCCCAUGUGGUGGCMUMU 3520 GCCACCACAUGGGACCCUCMUMU
1615 | 1490 AGGGUCCCAUGUGGUGGCAMUMU 3521 UGCCACCACAUGGGACCCUMUMU
1616 | 1491 GGGUCCCAUGUGGUGGCACMUMU 3522 GUGCCACCACAUGGGACCCMUMU
1617 | 1492 GGUCCCAUGUGGUGGCACAMUMU 3523 UGUGCCACCACAUGGGACCMUMU
1618 | 1493 GUCCCAUGUGGUGGCACAGMUMU 3524 CUGUGCCACCACAUGGGACMUMU
1619 | 1494 UCCCAUGUGGUGGCACAGGMUMU 3525 CCUGUGCCACCACAUGGGAMUMU
1620 | 1495 CCCAUGUGGUGGCACAGGCMUMU 3526 GCCUGUGCCACCACAUGGGMUMU
1621 | 1496 CCAUGUGGUGGCACAGGCCMUMU 3527 GGCCUGUGCCACCACAUGGMUMU
1622 | 1497 CAUGUGGUGGCACAGGCCCmMUMU 3528 GGGCCUGUGCCACCACAUGMUMU
1623 | 1498 AUGUGGUGGCACAGGCCCCMUMU 3529 GGGGCCUGUGCCACCACAUMUMU
1624 | 1499 UGUGGUGGCACAGGCCCCCmMUMU 3530 GGGGGCCUGUGCCACCACAMUMU
1625 | 1500 GUGGUGGCACAGGCCCCCUMUMU 3531 AGGGGGCCUGUGCCACCACMUMU
1626 | 1501 UGGUGGCACAGGCCCCCUUMUMU 3532 AAGGGGGCCUGUGCCACCAMUMU
1627 | 1502 GGUGGCACAGGCCCCCUUGMUMU 3533 CAAGGGGGCCUGUGCCACCMUMU
1628 | 1503 GUGGCACAGGCCCCCUUGAMUMU 3534 UCAAGGGGGCCUGUGCCACMUMU
1629 | 1504 UGGCACAGGCCCCCUUGAGMUMU 3535 CUCAAGGGGGCCUGUGCCAMUMU
1630 | 1505 GGCACAGGCCCCCUUGAGUMUMU 3536 ACUCAAGGGGGCCUGUGCCMUMU
1631 | 1506 GCACAGGCCCCCUUGAGUGMUMU 3537 CACUCAAGGGGGCCUGUGCMUMU
1632 | 1507 CACAGGCCCCCUUGAGUGGMUMU 3538 CCACUCAAGGGGGCCUGUGMUMU
1633 | 1508 ACAGGCCCCCUUGAGUGGGMUMU 3539 CCCACUCAAGGGGGCCUGUMUMU
1634 | 1509 CAGGCCCCCUUGAGUGGGGMUMU 3540 CCCCACUCAAGGGGGCCUGMUMU
1635 | 1510 AGGCCCCCUUGAGUGGGGUMUMU 3541 ACCCCACUCAAGGGGGCCUMUMU
1636 | 1511 GGCCCCCUUGAGUGGGGUUMUMU 3542 AACCCCACUCAAGGGGGCCMUMU
1637 | 1512 GCCCCCUUGAGUGGGGUUAMUMU 3543 UAACCCCACUCAAGGGGGCMUMU
1638 | 1513 CCCCCUUGAGUGGGGUUAUMUMU 3544 AUAACCCCACUCAAGGGGGMUMU
1639 | 1514 CCCCUUGAGUGGGGUUAUCMUMU 3545 GAUAACCCCACUCAAGGGGMUMU
1640 | 1515 CCCUUGAGUGGGGUUAUCUMUMU 3546 AGAUAACCCCACUCAAGGGMUMU
1641 | 1516 CCUUGAGUGGGGUUAUCUCMUMU 3547 GAGAUAACCCCACUCAAGGMUMU
1642 | 1517 CUUGAGUGGGGUUAUCUCUMUMU 3548 AGAGAUAACCCCACUCAAGMUMU
1643 | 1518 UUGAGUGGGGUUAUCUCUGMUMU 3549 CAGAGAUAACCCCACUCAAMUMU
1644 | 1519 UGAGUGGGGUUAUCUCUGUMUMU 3550 ACAGAGAUAACCCCACUCAMUMU
1645 | 1520 GAGUGGGGUUAUCUCUGUGMUMU 3551 CACAGAGAUAACCCCACUCMUMU
1646 | 1521 AGUGGGGUUAUCUCUGUGUMUMU 3552 ACACAGAGAUAACCCCACUMUMU
1647 | 1522 GUGGGGUUAUCUCUGUGUUMUMU 3553 AACACAGAGAUAACCCCACMUMU
1648 | 1523 UGGGGUUAUCUCUGUGUUAMUMU 3554 UAACACAGAGAUAACCCCAMUMU
1649 | 1524 GGGGUUAUCUCUGUGUUAGMUMU 3555 CUAACACAGAGAUAACCCCMUMU
1650 | 1525 GGGUUAUCUCUGUGUUAGGMUMU 3556 CCUAACACAGAGAUAACCCMUMU
1651 | 1526 GGUUAUCUCUGUGUUAGGGMUMU 3557 CCCUAACACAGAGAUAACCMUMU
1652 | 1527 GUUAUCUCUGUGUUAGGGGMUMU 3558 CCCCUAACACAGAGAUAACMUMU
1653 | 1528 UUAUCUCUGUGUUAGGGGUMUMU 3559 ACCCCUAACACAGAGAUAAMUMU
1654 | 1529 UAUCUCUGUGUUAGGGGUAMUMU 3560 UACCCCUAACACAGAGAUAMUMU
1655 | 1530 AUCUCUGUGUUAGGGGUAUMUMU 3561 AUACCCCUAACACAGAGAUMUMU
1656 | 1531 UCUCUGUGUUAGGGGUAUAMUMU 3562 UAUACCCCUAACACAGAGAMUMU
1657 | 1532 CUCUGUGUUAGGGGUAUAUMUMU 3563 AUAUACCCCUAACACAGAGMUMU
1658 | 1533 UCUGUGUUAGGGGUAUAUGMUMU 3564 CAUAUACCCCUAACACAGAMUMU
1659 | 1534 CUGUGUUAGGGGUAUAUGAMUMU 3565 UCAUAUACCCCUAACACAGMUMU
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1660 | 1535 UGUGUUAGGGGUAUAUGAUMUMU 3566 AUCAUAUACCCCUAACACAMUMU
1661 | 1536 GUGUUAGGGGUAUAUGAUGMUMU 3567 CAUCAUAUACCCCUAACACMUMU
1662 | 1537 UGUUAGGGGUAUAUGAUGGMUMU 3568 CCAUCAUAUACCCCUAACAMUMU
1663 | 1538 GUUAGGGGUAUAUGAUGGGMUMU 3569 CCCAUCAUAUACCCCUAACMUMU
1664 | 1539 UUAGGGGUAUAUGAUGGGGMUMU 3570 CCCCAUCAUAUACCCCUAAMUMU
1665 | 1540 UAGGGGUAUAUGAUGGGGGMUMU 3571 CCCCCAUCAUAUACCCCUAMUMU
1666 | 1541 AGGGGUAUAUGAUGGGGGAMUMU 3572 UCCCCCAUCAUAUACCCCUMUMU
1667 | 1542 GGGGUAUAUGAUGGGGGAGMUMU 3573 CUCCCCCAUCAUAUACCCCMUMU
1668 | 1543 GGGUAUAUGAUGGGGGAGUMUMU 3574 ACUCCCCCAUCAUAUACCCMUMU
1669 | 1544 GGUAUAUGAUGGGGGAGUAMUMU 3575 UACUCCCCCAUCAUAUACCMUMU
1670 | 1545 GUAUAUGAUGGGGGAGUAGMUMU 3576 CUACUCCCCCAUCAUAUACMUMU
1671 | 1546 UAUAUGAUGGGGGAGUAGAMUMU 3577 UCUACUCCCCCAUCAUAUAMUMU
1672 | 1547 AUAUGAUGGGGGAGUAGAUMUMU 3578 AUCUACUCCCCCAUCAUAUMUMU
1673 | 1548 UAUGAUGGGGGAGUAGAUCMUMU 3579 GAUCUACUCCCCCAUCAUAMUMU
1674 | 1549 AUGAUGGGGGAGUAGAUCUMUMU 3580 AGAUCUACUCCCCCAUCAUMUMU
1675 | 1550 UGAUGGGGGAGUAGAUCUUMUMU 3581 AAGAUCUACUCCCCCAUCAMUMU
1676 | 1551 GAUGGGGGAGUAGAUCUUUMUMU 3582 AAAGAUCUACUCCCCCAUCMUMU
1677 | 1552 AUGGGGGAGUAGAUCUUUCMUMU 3583 GAAAGAUCUACUCCCCCAUMUMU
1678 | 1553 UGGGGGAGUAGAUCUUUCUMUMU 3584 AGAAAGAUCUACUCCCCCAMUMU
1679 | 1554 GGGGGAGUAGAUCUUUCUAMUMU 3585 UAGAAAGAUCUACUCCCCCmMUMU
1680 | 1555 GGGGAGUAGAUCUUUCUAGMUMU 3586 CUAGAAAGAUCUACUCCCCmMUMU
1681 | 1556 GGGAGUAGAUCUUUCUAGGMUMU 3587 CCUAGAAAGAUCUACUCCCmMUMU
1682 | 1557 GGAGUAGAUCUUUCUAGGAMUMU 3588 UCCUAGAAAGAUCUACUCCMUMU
1683 | 1558 GAGUAGAUCUUUCUAGGAGMUMU 3589 CUCCUAGAAAGAUCUACUCMUMU
1684 | 1559 AGUAGAUCUUUCUAGGAGGMUMU 3590 CCUCCUAGAAAGAUCUACUMUMU
1685 | 1560 GUAGAUCUUUCUAGGAGGGMUMU 3591 CCCUCCUAGAAAGAUCUACMUMU
1686 | 1561 UAGAUCUUUCUAGGAGGGAMUMU 3592 UCCCUCCUAGAAAGAUCUAMUMU
1687 | 1562 AGAUCUUUCUAGGAGGGAGMUMU 3593 CUCCCUCCUAGAAAGAUCUMUMU
1688 | 1563 GAUCUUUCUAGGAGGGAGAMUMU 3594 UCUCCCUCCUAGAAAGAUCMUMU
1689 | 1564 AUCUUUCUAGGAGGGAGACMUMU 3595 GUCUCCCUCCUAGAAAGAUMUMU
1690 | 1565 UCUUUCUAGGAGGGAGACAMUMU 3596 UGUCUCCCUCCUAGAAAGAMUMU
1691 | 1566 CUUUCUAGGAGGGAGACACMUMU 3597 GUGUCUCCCUCCUAGAAAGMUMU
1692 | 1567 UUUCUAGGAGGGAGACACUMUMU 3598 AGUGUCUCCCUCCUAGAAAMUMU
1693 | 1568 UUCUAGGAGGGAGACACUGMUMU 3599 CAGUGUCUCCCUCCUAGAAMUMU
1694 | 1569 UCUAGGAGGGAGACACUGGMUMU 3600 CCAGUGUCUCCCUCCUAGAMUMU
1695 | 1570 CUAGGAGGGAGACACUGGCMUMU 3601 GCCAGUGUCUCCCUCCUAGMUMU
1696 | 1571 UAGGAGGGAGACACUGGCCMUMU 3602 GGCCAGUGUCUCCCUCCUAMUMU
1697 | 1572 AGGAGGGAGACACUGGCCCMUMU 3603 GGGCCAGUGUCUCCCUCCUMUMU
1698 | 1573 GGAGGGAGACACUGGCCCCmMUMU 3604 GGGGCCAGUGUCUCCCUCCMUMU
1699 | 1574 GAGGGAGACACUGGCCCCUMUMU 3605 AGGGGCCAGUGUCUCCCUCMUMU
1700 | 1575 AGGGAGACACUGGCCCCUCMUMU 3606 GAGGGGCCAGUGUCUCCCUMUMU
1701 | 1576 GGGAGACACUGGCCCCUCAMUMU 3607 UGAGGGGCCAGUGUCUCCCmMUMU
1702 | 1577 GGAGACACUGGCCCCUCAAMUMU 3608 UUGAGGGGCCAGUGUCUCCMUMU
1703 | 1578 GAGACACUGGCCCCUCAAAMUMU 3609 UUUGAGGGGCCAGUGUCUCMUMU
1704 | 1579 AGACACUGGCCCCUCAAAUMUMU 3610 AUUUGAGGGGCCAGUGUCUMUMU
1705 | 1580 GACACUGGCCCCUCAAAUCMUMU 3611 GAUUUGAGGGGCCAGUGUCMUMU
1706 | 1581 ACACUGGCCCCUCAAAUCGMUMU 3612 CGAUUUGAGGGGCCAGUGUMUMU
1707 | 1582 CACUGGCCCCUCAAAUCGUMUMU 3613 ACGAUUUGAGGGGCCAGUGMUMU
1708 | 1583 ACUGGCCCCUCAAAUCGUCMUMU 3614 GACGAUUUGAGGGGCCAGUMUMU
1709 | 1584 CUGGCCCCUCAAAUCGUCCMUMU 3615 GGACGAUUUGAGGGGCCAGMUMU
1710 | 1585 UGGCCCCUCAAAUCGUCCAMUMU 3616 UGGACGAUUUGAGGGGCCAMUMU
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1711 | 1586 GGCCCCUCAAAUCGUCCAGMUMU 3617 CUGGACGAUUUGAGGGGCCMUMU
1712 | 1587 GCCCCUCAAAUCGUCCAGCMUMU 3618 GCUGGACGAUUUGAGGGGCMUMU
1713 | 1588 CCCCUCAAAUCGUCCAGCGMUMU 3619 CGCUGGACGAUUUGAGGGGMUMU
1714 | 1589 CCCUCAAAUCGUCCAGCGAMUMU 3620 UCGCUGGACGAUUUGAGGGMUMU
1715 | 1590 CCUCAAAUCGUCCAGCGACMUMU 3621 GUCGCUGGACGAUUUGAGGMUMU
1716 | 1591 CUCAAAUCGUCCAGCGACCMUMU 3622 GGUCGCUGGACGAUUUGAGMUMU
1717 | 1592 UCAAAUCGUCCAGCGACCUMUMU 3623 AGGUCGCUGGACGAUUUGAMUMU
1718 | 1593 CAAAUCGUCCAGCGACCUUMUMU 3624 AAGGUCGCUGGACGAUUUGMUMU
1719 | 1594 AAAUCGUCCAGCGACCUUCMUMU 3625 GAAGGUCGCUGGACGAUUUMUMU
1720 | 1595 AAUCGUCCAGCGACCUUCCMUMU 3626 GGAAGGUCGCUGGACGAUUMUMU
1721 | 1596 AUCGUCCAGCGACCUUCCUMUMU 3627 AGGAAGGUCGCUGGACGAUMUMU
1722 | 1597 UCGUCCAGCGACCUUCCUCMUMU 3628 GAGGAAGGUCGCUGGACGAMUMU
1723 | 1598 CGUCCAGCGACCUUCCUCAMUMU 3629 UGAGGAAGGUCGCUGGACGMUMU
1724 | 1599 GUCCAGCGACCUUCCUCAUMUMU 3630 AUGAGGAAGGUCGCUGGACMUMU
1725 | 1600 UCCAGCGACCUUCCUCAUCMUMU 3631 GAUGAGGAAGGUCGCUGGAMUMU
1726 | 1601 CCAGCGACCUUCCUCAUCCMUMU 3632 GGAUGAGGAAGGUCGCUGGMUMU
1727 | 1602 CAGCGACCUUCCUCAUCCAMUMU 3633 UGGAUGAGGAAGGUCGCUGMUMU
1728 | 1603 AGCGACCUUCCUCAUCCACMUMU 3634 GUGGAUGAGGAAGGUCGCUMUMU
1729 | 1604 GCGACCUUCCUCAUCCACCMUMU 3635 GGUGGAUGAGGAAGGUCGCMUMU
1730 | 1605 CGACCUUCCUCAUCCACCCmMUMU 3636 GGGUGGAUGAGGAAGGUCGMUMU
1731 | 1606 GACCUUCCUCAUCCACCCCmMUMU 3637 GGGGUGGAUGAGGAAGGUCMUMU
1732 | 1607 ACCUUCCUCAUCCACCCCAMUMU 3638 UGGGGUGGAUGAGGAAGGUMUMU
1733 | 1608 CCUUCCUCAUCCACCCCAUMUMU 3639 AUGGGGUGGAUGAGGAAGGMUMU
1734 | 1609 CUUCCUCAUCCACCCCAUCMUMU 3640 GAUGGGGUGGAUGAGGAAGMUMU
1735 | 1610 UUCCUCAUCCACCCCAUCCMUMU 3641 GGAUGGGGUGGAUGAGGAAMUMU
1736 | 1611 UCCUCAUCCACCCCAUCCCmMUMU 3642 GGGAUGGGGUGGAUGAGGAMUMU
1737 | 1612 CCUCAUCCACCCCAUCCCUMUMU 3643 AGGGAUGGGGUGGAUGAGGMUMU
1738 | 1613 CUCAUCCACCCCAUCCCUCMUMU 3644 GAGGGAUGGGGUGGAUGAGMUMU
1739 | 1614 UCAUCCACCCCAUCCCUCCMUMU 3645 GGAGGGAUGGGGUGGAUGAMUMU
1740 | 1615 CAUCCACCCCAUCCCUCCCmMUMU 3646 GGGAGGGAUGGGGUGGAUGMUMU
1741 | 1616 AUCCACCCCAUCCCUCCCCmUMU 3647 GGGGAGGGAUGGGGUGGAUMUMU
1742 | 1617 UCCACCCCAUCCCUCCCCAMUMU 3648 UGGGGAGGGAUGGGGUGGAMUMU
1743 | 1618 CCACCCCAUCCCUCCCCAGMUMU 3649 CUGGGGAGGGAUGGGGUGGMUMU
1744 | 1619 CACCCCAUCCCUCCCCAGUMUMU 3650 ACUGGGGAGGGAUGGGGUGMUMU
1745 | 1620 ACCCCAUCCCUCCCCAGUUMUMU 3651 AACUGGGGAGGGAUGGGGUMUMU
1746 | 1621 CCCCAUCCCUCCCCAGUUCMUMU 3652 GAACUGGGGAGGGAUGGGGMUMU
1747 | 1622 CCCAUCCCUCCCCAGUUCAMUMU 3653 UGAACUGGGGAGGGAUGGGMUMU
1748 | 1623 CCAUCCCUCCCCAGUUCAUMUMU 3654 AUGAACUGGGGAGGGAUGGMUMU
1749 | 1624 CAUCCCUCCCCAGUUCAUUMUMU 3655 AAUGAACUGGGGAGGGAUGMUMU
1750 | 1625 AUCCCUCCCCAGUUCAUUGMUMU 3656 CAAUGAACUGGGGAGGGAUMUMU
1751 | 1626 UCCCUCCCCAGUUCAUUGCMUMU 3657 GCAAUGAACUGGGGAGGGAMUMU
1752 | 1627 CCCUCCCCAGUUCAUUGCAMUMU 3658 UGCAAUGAACUGGGGAGGGMUMU
1753 | 1628 CCUCCCCAGUUCAUUGCACMUMU 3659 GUGCAAUGAACUGGGGAGGMUMU
1754 | 1629 CUCCCCAGUUCAUUGCACUMUMU 3660 AGUGCAAUGAACUGGGGAGMUMU
1755 | 1630 UCCCCAGUUCAUUGCACUUMUMU 3661 AAGUGCAAUGAACUGGGGAMUMU
1756 | 1631 CCCCAGUUCAUUGCACUUUMUMU 3662 AAAGUGCAAUGAACUGGGGMUMU
1757 | 1632 CCCAGUUCAUUGCACUUUGMUMU 3663 CAAAGUGCAAUGAACUGGGMUMU
1758 | 1633 CCAGUUCAUUGCACUUUGAMUMU 3664 UCAAAGUGCAAUGAACUGGMUMU
1759 | 1634 CAGUUCAUUGCACUUUGAUMUMU 3665 AUCAAAGUGCAAUGAACUGMUMU
1760 | 1635 AGUUCAUUGCACUUUGAUUMUMU 3666 AAUCAAAGUGCAAUGAACUMUMU
1761 | 1636 GUUCAUUGCACUUUGAUUAMUMU 3667 UAAUCAAAGUGCAAUGAACMUMU
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1762 | 1637 UUCAUUGCACUUUGAUUAGMUMU 3668 CUAAUCAAAGUGCAAUGAAMUMU
1763 | 1638 UCAUUGCACUUUGAUUAGCMUMU 3669 GCUAAUCAAAGUGCAAUGAMUMU
1764 | 1639 CAUUGCACUUUGAUUAGCAMUMU 3670 UGCUAAUCAAAGUGCAAUGMUMU
1765 | 1640 AUUGCACUUUGAUUAGCAGMUMU 3671 CUGCUAAUCAAAGUGCAAUMUMU
1766 | 1641 UUGCACUUUGAUUAGCAGCMUMU 3672 GCUGCUAAUCAAAGUGCAAMUMU
1767 | 1642 UGCACUUUGAUUAGCAGCGMUMU 3673 CGCUGCUAAUCAAAGUGCAMUMU
1768 | 1643 GCACUUUGAUUAGCAGCGGMUMU 3674 CCGCUGCUAAUCAAAGUGCMUMU
1769 | 1644 CACUUUGAUUAGCAGCGGAMUMU 3675 UCCGCUGCUAAUCAAAGUGMUMU
1770 | 1645 ACUUUGAUUAGCAGCGGAAMUMU 3676 UUCCGCUGCUAAUCAAAGUMUMU
1771 | 1646 CUUUGAUUAGCAGCGGAACMUMU 3677 GUUCCGCUGCUAAUCAAAGMUMU
1772 | 1647 UUUGAUUAGCAGCGGAACAMUMU 3678 UGUUCCGCUGCUAAUCAAAMUMU
1773 | 1648 UUGAUUAGCAGCGGAACAAMUMU 3679 UUGUUCCGCUGCUAAUCAAMUMU
1774 | 1649 UGAUUAGCAGCGGAACAAGMUMU 3680 CUUGUUCCGCUGCUAAUCAMUMU
1775 | 1650 GAUUAGCAGCGGAACAAGGMUMU 3681 CCUUGUUCCGCUGCUAAUCMUMU
1776 | 1651 AUUAGCAGCGGAACAAGGAMUMU 3682 UCCUUGUUCCGCUGCUAAUMUMU
1777 | 1652 UUAGCAGCGGAACAAGGAGMUMU 3683 CUCCUUGUUCCGCUGCUAAMUMU
1778 | 1653 UAGCAGCGGAACAAGGAGUMUMU 3684 ACUCCUUGUUCCGCUGCUAMUMU
1779 | 1654 AGCAGCGGAACAAGGAGUCMUMU 3685 GACUCCUUGUUCCGCUGCUMUMU
1780 | 1655 GCAGCGGAACAAGGAGUCAMUMU 3686 UGACUCCUUGUUCCGCUGCMUMU
1781 | 1656 CAGCGGAACAAGGAGUCAGMUMU 3687 CUGACUCCUUGUUCCGCUGMUMU
1782 | 1657 AGCGGAACAAGGAGUCAGAMUMU 3688 UCUGACUCCUUGUUCCGCUMUMU
1783 | 1658 GCGGAACAAGGAGUCAGACMUMU 3689 GUCUGACUCCUUGUUCCGCMUMU
1784 | 1659 CGGAACAAGGAGUCAGACAMUMU 3690 UGUCUGACUCCUUGUUCCGMUMU
1785 | 1660 GGAACAAGGAGUCAGACAUMUMU 3691 AUGUCUGACUCCUUGUUCCMUMU
1786 | 1661 GAACAAGGAGUCAGACAUUMUMU 3692 AAUGUCUGACUCCUUGUUCMUMU
1787 | 1662 AACAAGGAGUCAGACAUUUMUMU 3693 AAAUGUCUGACUCCUUGUUMUMU
1788 | 1663 ACAAGGAGUCAGACAUUUUMUMU 3694 AAAAUGUCUGACUCCUUGUMUMU
1789 | 1664 CAAGGAGUCAGACAUUUUAMUMU 3695 UAAAAUGUCUGACUCCUUGMUMU
1790 | 1665 AAGGAGUCAGACAUUUUAAMUMU 3696 UUAAAAUGUCUGACUCCUUMUMU
1791 | 1666 AGGAGUCAGACAUUUUAAGMUMU 3697 CUUAAAAUGUCUGACUCCUMUMU
1792 | 1667 GGAGUCAGACAUUUUAAGAMUMU 3698 UCUUAAAAUGUCUGACUCCMUMU
1793 | 1668 GAGUCAGACAUUUUAAGAUMUMU 3699 AUCUUAAAAUGUCUGACUCMUMU
1794 | 1669 AGUCAGACAUUUUAAGAUGMUMU 3700 CAUCUUAAAAUGUCUGACUMUMU
1795 | 1670 GUCAGACAUUUUAAGAUGGMUMU 3701 CCAUCUUAAAAUGUCUGACMUMU
1796 | 1671 UCAGACAUUUUAAGAUGGUMUMU 3702 ACCAUCUUAAAAUGUCUGAMUMU
1797 | 1672 CAGACAUUUUAAGAUGGUGMUMU 3703 CACCAUCUUAAAAUGUCUGMUMU
1798 | 1673 AGACAUUUUAAGAUGGUGGMUMU 3704 CCACCAUCUUAAAAUGUCUMUMU
1799 | 1674 GACAUUUUAAGAUGGUGGCMUMU 3705 GCCACCAUCUUAAAAUGUCMUMU
1800 | 1675 ACAUUUUAAGAUGGUGGCAMUMU 3706 UGCCACCAUCUUAAAAUGUMUMU
1801 | 1676 CAUUUUAAGAUGGUGGCAGMUMU 3707 CUGCCACCAUCUUAAAAUGMUMU
1802 | 1677 AUUUUAAGAUGGUGGCAGUMUMU 3708 ACUGCCACCAUCUUAAAAUMUMU
1803 | 1678 UUUUAAGAUGGUGGCAGUAMUMU 3709 UACUGCCACCAUCUUAAAAMUMU
1804 | 1679 UUUAAGAUGGUGGCAGUAGMUMU 3710 CUACUGCCACCAUCUUAAAMUMU
1805 | 1680 UUAAGAUGGUGGCAGUAGAMUMU 3711 UCUACUGCCACCAUCUUAAMUMU
1806 | 1681 UAAGAUGGUGGCAGUAGAGMUMU 3712 CUCUACUGCCACCAUCUUAMUMU
1807 | 1682 AAGAUGGUGGCAGUAGAGGMUMU 3713 CCUCUACUGCCACCAUCUUMUMU
1808 | 1683 AGAUGGUGGCAGUAGAGGCMUMU 3714 GCCUCUACUGCCACCAUCUMUMU
1809 | 1684 GAUGGUGGCAGUAGAGGCUMUMU 3715 AGCCUCUACUGCCACCAUCMUMU
1810 | 1685 AUGGUGGCAGUAGAGGCUAMUMU 3716 UAGCCUCUACUGCCACCAUMUMU
1811 | 1686 UGGUGGCAGUAGAGGCUAUMUMU 3717 AUAGCCUCUACUGCCACCAMUMU
1812 | 1687 GGUGGCAGUAGAGGCUAUGMUMU 3718 CAUAGCCUCUACUGCCACCmMUMU
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1813 | 1688 GUGGCAGUAGAGGCUAUGGMUMU 3719 CCAUAGCCUCUACUGCCACMUMU
1814 | 1689 UGGCAGUAGAGGCUAUGGAMUMU 3720 UCCAUAGCCUCUACUGCCAMUMU
1815 | 1690 GGCAGUAGAGGCUAUGGACMUMU 3721 GUCCAUAGCCUCUACUGCCmMUMU
1816 | 1691 GCAGUAGAGGCUAUGGACAMUMU 3722 UGUCCAUAGCCUCUACUGCMUMU
1817 | 1692 CAGUAGAGGCUAUGGACAGMUMU 3723 CUGUCCAUAGCCUCUACUGMUMU
1818 | 1693 AGUAGAGGCUAUGGACAGGMUMU 3724 CCUGUCCAUAGCCUCUACUMUMU
1819 | 1694 GUAGAGGCUAUGGACAGGGMUMU 3725 CCCUGUCCAUAGCCUCUACMUMU
1820 | 1695 UAGAGGCUAUGGACAGGGCMUMU 3726 GCCCUGUCCAUAGCCUCUAMUMU
1821 | 1696 AGAGGCUAUGGACAGGGCAMUMU 3727 UGCCCUGUCCAUAGCCUCUMUMU
1822 | 1697 GAGGCUAUGGACAGGGCAUMUMU 3728 AUGCCCUGUCCAUAGCCUCMUMU
1823 | 1698 AGGCUAUGGACAGGGCAUGMUMU 3729 CAUGCCCUGUCCAUAGCCUMUMU
1824 | 1699 GGCUAUGGACAGGGCAUGCMUMU 3730 GCAUGCCCUGUCCAUAGCCMUMU
1825 | 1700 GCUAUGGACAGGGCAUGCCMUMU 3731 GGCAUGCCCUGUCCAUAGCMUMU
1826 | 1701 CUAUGGACAGGGCAUGCCAMUMU 3732 UGGCAUGCCCUGUCCAUAGMUMU
1827 | 1702 UAUGGACAGGGCAUGCCACMUMU 3733 GUGGCAUGCCCUGUCCAUAMUMU
1828 | 1703 AUGGACAGGGCAUGCCACGMUMU 3734 CGUGGCAUGCCCUGUCCAUMUMU
1829 | 1704 UGGACAGGGCAUGCCACGUMUMU 3735 ACGUGGCAUGCCCUGUCCAMUMU
1830 | 1705 GGACAGGGCAUGCCACGUGMUMU 3736 CACGUGGCAUGCCCUGUCCMUMU
1831 | 1706 GACAGGGCAUGCCACGUGGMUMU 3737 CCACGUGGCAUGCCCUGUCMUMU
1832 | 1707 ACAGGGCAUGCCACGUGGGMUMU 3738 CCCACGUGGCAUGCCCUGUMUMU
1833 | 1708 CAGGGCAUGCCACGUGGGCMUMU 3739 GCCCACGUGGCAUGCCCUGMUMU
1834 | 1709 AGGGCAUGCCACGUGGGCUMUMU 3740 AGCCCACGUGGCAUGCCCUMUMU
1835 | 1710 GGGCAUGCCACGUGGGCUCMUMU 3741 GAGCCCACGUGGCAUGCCCmMUMU
1836 | 1711 GGCAUGCCACGUGGGCUCAMUMU 3742 UGAGCCCACGUGGCAUGCCMUMU
1837 | 1712 GCAUGCCACGUGGGCUCAUMUMU 3743 AUGAGCCCACGUGGCAUGCMUMU
1838 | 1713 CAUGCCACGUGGGCUCAUAMUMU 3744 UAUGAGCCCACGUGGCAUGMUMU
1839 | 1714 AUGCCACGUGGGCUCAUAUMUMU 3745 AUAUGAGCCCACGUGGCAUMUMU
1840 | 1715 UGCCACGUGGGCUCAUAUGMUMU 3746 CAUAUGAGCCCACGUGGCAMUMU
1841 | 1716 GCCACGUGGGCUCAUAUGGMUMU 3747 CCAUAUGAGCCCACGUGGCMUMU
1842 | 1717 CCACGUGGGCUCAUAUGGGMUMU 3748 CCCAUAUGAGCCCACGUGGMUMU
1843 | 1718 CACGUGGGCUCAUAUGGGGMUMU 3749 CCCCAUAUGAGCCCACGUGMUMU
1844 | 1719 ACGUGGGCUCAUAUGGGGCMUMU 3750 GCCCCAUAUGAGCCCACGUMUMU
1845 | 1720 CGUGGGCUCAUAUGGGGCUMUMU 3751 AGCCCCAUAUGAGCCCACGMUMU
1846 | 1721 GUGGGCUCAUAUGGGGCUGMUMU 3752 CAGCCCCAUAUGAGCCCACMUMU
1847 | 1722 UGGGCUCAUAUGGGGCUGGMUMU 3753 CCAGCCCCAUAUGAGCCCAMUMU
1848 | 1723 GGGCUCAUAUGGGGCUGGGMUMU 3754 CCCAGCCCCAUAUGAGCCCMUMU
1849 | 1724 GGCUCAUAUGGGGCUGGGAMUMU 3755 UCCCAGCCCCAUAUGAGCCMUMU
1850 | 1725 GCUCAUAUGGGGCUGGGAGMUMU 3756 CUCCCAGCCCCAUAUGAGCMUMU
1851 | 1726 CUCAUAUGGGGCUGGGAGUMUMU 3757 ACUCCCAGCCCCAUAUGAGMUMU
1852 | 1727 UCAUAUGGGGCUGGGAGUAMUMU 3758 UACUCCCAGCCCCAUAUGAMUMU
1853 | 1728 CAUAUGGGGCUGGGAGUAGMUMU 3759 CUACUCCCAGCCCCAUAUGMUMU
1854 | 1729 AUAUGGGGCUGGGAGUAGUMUMU 3760 ACUACUCCCAGCCCCAUAUMUMU
1855 | 1730 UAUGGGGCUGGGAGUAGUUMUMU 3761 AACUACUCCCAGCCCCAUAMUMU
1856 | 1731 AUGGGGCUGGGAGUAGUUGMUMU 3762 CAACUACUCCCAGCCCCAUMUMU
1857 | 1732 UGGGGCUGGGAGUAGUUGUMUMU 3763 ACAACUACUCCCAGCCCCAMUMU
1858 | 1733 GGGGCUGGGAGUAGUUGUCMUMU 3764 GACAACUACUCCCAGCCCCmMUMU
1859 | 1734 GGGCUGGGAGUAGUUGUCUMUMU 3765 AGACAACUACUCCCAGCCCmMUMU
1860 | 1735 GGCUGGGAGUAGUUGUCUUMUMU 3766 AAGACAACUACUCCCAGCCMUMU
1861 | 1736 GCUGGGAGUAGUUGUCUUUMUMU 3767 AAAGACAACUACUCCCAGCMUMU
1862 | 1737 CUGGGAGUAGUUGUCUUUCMUMU 3768 GAAAGACAACUACUCCCAGMUMU
1863 | 1738 UGGGAGUAGUUGUCUUUCCMUMU 3769 GGAAAGACAACUACUCCCAMUMU
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1864 | 1739 GGGAGUAGUUGUCUUUCCUMUMU 3770 AGGAAAGACAACUACUCCCMUMU
1865 | 1740 GGAGUAGUUGUCUUUCCUGMUMU 3771 CAGGAAAGACAACUACUCCMUMU
1866 | 1741 GAGUAGUUGUCUUUCCUGGMUMU 3772 CCAGGAAAGACAACUACUCMUMU
1867 | 1742 AGUAGUUGUCUUUCCUGGCMUMU 3773 GCCAGGAAAGACAACUACUMUMU
1868 | 1743 GUAGUUGUCUUUCCUGGCAMUMU 3774 UGCCAGGAAAGACAACUACMUMU
1869 | 1744 UAGUUGUCUUUCCUGGCACMUMU 3775 GUGCCAGGAAAGACAACUAMUMU
1870 | 1745 AGUUGUCUUUCCUGGCACUMUMU 3776 AGUGCCAGGAAAGACAACUMUMU
1871 | 1746 GUUGUCUUUCCUGGCACUAMUMU 3777 UAGUGCCAGGAAAGACAACMUMU
1872 | 1747 UUGUCUUUCCUGGCACUAAMUMU 3778 UUAGUGCCAGGAAAGACAAMUMU
1873 | 1748 UGUCUUUCCUGGCACUAACMUMU 3779 GUUAGUGCCAGGAAAGACAMUMU
1874 | 1749 GUCUUUCCUGGCACUAACGMUMU 3780 CGUUAGUGCCAGGAAAGACMUMU
1875 | 1750 UCUUUCCUGGCACUAACGUMUMU 3781 ACGUUAGUGCCAGGAAAGAMUMU
1876 | 1751 CUUUCCUGGCACUAACGUUMUMU 3782 AACGUUAGUGCCAGGAAAGMUMU
1877 | 1752 UUUCCUGGCACUAACGUUGMUMU 3783 CAACGUUAGUGCCAGGAAAMUMU
1878 | 1753 UUCCUGGCACUAACGUUGAMUMU 3784 UCAACGUUAGUGCCAGGAAMUMU
1879 | 1754 UCCUGGCACUAACGUUGAGMUMU 3785 CUCAACGUUAGUGCCAGGAMUMU
1880 | 1755 CCUGGCACUAACGUUGAGCMUMU 3786 GCUCAACGUUAGUGCCAGGMUMU
1881 | 1756 CUGGCACUAACGUUGAGCCMUMU 3787 GGCUCAACGUUAGUGCCAGMUMU
1882 | 1757 UGGCACUAACGUUGAGCCCmMUMU 3788 GGGCUCAACGUUAGUGCCAMUMU
1883 | 1758 GGCACUAACGUUGAGCCCCmMUMU 3789 GGGGCUCAACGUUAGUGCCMUMU
1884 | 1759 GCACUAACGUUGAGCCCCUMUMU 3790 AGGGGCUCAACGUUAGUGCMUMU
1885 | 1760 CACUAACGUUGAGCCCCUGMUMU 3791 CAGGGGCUCAACGUUAGUGMUMU
1886 | 1761 ACUAACGUUGAGCCCCUGGMUMU 3792 CCAGGGGCUCAACGUUAGUMUMU
1887 | 1762 CUAACGUUGAGCCCCUGGAMUMU 3793 UCCAGGGGCUCAACGUUAGMUMU
1888 | 1763 UAACGUUGAGCCCCUGGAGMUMU 3794 CUCCAGGGGCUCAACGUUAMUMU
1889 | 1764 AACGUUGAGCCCCUGGAGGMUMU 3795 CCUCCAGGGGCUCAACGUUMUMU
1890 | 1765 ACGUUGAGCCCCUGGAGGCMUMU 3796 GCCUCCAGGGGCUCAACGUMUMU
1891 | 1766 CGUUGAGCCCCUGGAGGCAMUMU 3797 UGCCUCCAGGGGCUCAACGMUMU
1892 | 1767 GUUGAGCCCCUGGAGGCACMUMU 3798 GUGCCUCCAGGGGCUCAACMUMU
1893 | 1768 UUGAGCCCCUGGAGGCACUMUMU 3799 AGUGCCUCCAGGGGCUCAAMUMU
1894 | 1769 UGAGCCCCUGGAGGCACUGMUMU 3800 CAGUGCCUCCAGGGGCUCAMUMU
1895 | 1770 GAGCCCCUGGAGGCACUGAMUMU 3801 UCAGUGCCUCCAGGGGCUCMUMU
1896 | 1771 AGCCCCUGGAGGCACUGAAMUMU 3802 UUCAGUGCCUCCAGGGGCUMUMU
1897 | 1772 GCCCCUGGAGGCACUGAAGMUMU 3803 CUUCAGUGCCUCCAGGGGCMUMU
1898 | 1773 CCCCUGGAGGCACUGAAGUMUMU 3804 ACUUCAGUGCCUCCAGGGGMUMU
1899 | 1774 CCCUGGAGGCACUGAAGUGMUMU 3805 CACUUCAGUGCCUCCAGGGMUMU
1900 | 1775 CCUGGAGGCACUGAAGUGCMUMU 3806 GCACUUCAGUGCCUCCAGGMUMU
1901 | 1776 CUGGAGGCACUGAAGUGCUMUMU 3807 AGCACUUCAGUGCCUCCAGMUMU
1902 | 1777 UGGAGGCACUGAAGUGCUUMUMU 3808 AAGCACUUCAGUGCCUCCAMUMU
1903 | 1778 GGAGGCACUGAAGUGCUUAMUMU 3809 UAAGCACUUCAGUGCCUCCMUMU
1904 | 1779 GAGGCACUGAAGUGCUUAGMUMU 3810 CUAAGCACUUCAGUGCCUCMUMU
1905 | 1780 AGGCACUGAAGUGCUUAGUMUMU 3811 ACUAAGCACUUCAGUGCCUMUMU
1906 | 1781 GGCACUGAAGUGCUUAGUGMUMU 3812 CACUAAGCACUUCAGUGCCmMUMU
1907 | 1782 GCACUGAAGUGCUUAGUGUMUMU 3813 ACACUAAGCACUUCAGUGCMUMU
1908 | 1783 CACUGAAGUGCUUAGUGUAMUMU 3814 UACACUAAGCACUUCAGUGMUMU
1909 | 1784 ACUGAAGUGCUUAGUGUACMUMU 3815 GUACACUAAGCACUUCAGUMUMU
1910 | 1785 CUGAAGUGCUUAGUGUACUMUMU 3816 AGUACACUAAGCACUUCAGMUMU
1911 | 1786 UGAAGUGCUUAGUGUACUUMUMU 3817 AAGUACACUAAGCACUUCAMUMU
1912 | 1787 GAAGUGCUUAGUGUACUUGMUMU 3818 CAAGUACACUAAGCACUUCMUMU
1913 | 1788 AAGUGCUUAGUGUACUUGGMUMU 3819 CCAAGUACACUAAGCACUUMUMU
1914 | 1789 AGUGCUUAGUGUACUUGGAMUMU 3820 UCCAAGUACACUAAGCACUMUMU
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1915 | 1790 GUGCUUAGUGUACUUGGAGMUMU 3821 CUCCAAGUACACUAAGCACMUMU
1916 | 1791 UGCUUAGUGUACUUGGAGUMUMU 3822 ACUCCAAGUACACUAAGCAMUMU
1917 | 1792 GCUUAGUGUACUUGGAGUAMUMU 3823 UACUCCAAGUACACUAAGCMUMU
1918 | 1793 CUUAGUGUACUUGGAGUAUMUMU 3824 AUACUCCAAGUACACUAAGMUMU
1919 | 1794 UUAGUGUACUUGGAGUAUUMUMU 3825 AAUACUCCAAGUACACUAAMUMU
1920 | 1795 UAGUGUACUUGGAGUAUUGMUMU 3826 CAAUACUCCAAGUACACUAMUMU
1921 | 1796 AGUGUACUUGGAGUAUUGGMUMU 3827 CCAAUACUCCAAGUACACUMUMU
1922 | 1797 GUGUACUUGGAGUAUUGGGMUMU 3828 CCCAAUACUCCAAGUACACMUMU
1923 | 1798 UGUACUUGGAGUAUUGGGGMUMU 3829 CCCCAAUACUCCAAGUACAMUMU
1924 | 1799 GUACUUGGAGUAUUGGGGUMUMU 3830 ACCCCAAUACUCCAAGUACMUMU
1925 | 1800 UACUUGGAGUAUUGGGGUCMUMU 3831 GACCCCAAUACUCCAAGUAMUMU
1926 | 1801 ACUUGGAGUAUUGGGGUCUMUMU 3832 AGACCCCAAUACUCCAAGUMUMU
1927 | 1802 CUUGGAGUAUUGGGGUCUGMUMU 3833 CAGACCCCAAUACUCCAAGMUMU
1928 | 1803 UUGGAGUAUUGGGGUCUGAMUMU 3834 UCAGACCCCAAUACUCCAAMUMU
1929 | 1804 UGGAGUAUUGGGGUCUGACMUMU 3835 GUCAGACCCCAAUACUCCAMUMU
1930 | 1805 GGAGUAUUGGGGUCUGACCMUMU 3836 GGUCAGACCCCAAUACUCCMUMU
1931 | 1806 GAGUAUUGGGGUCUGACCCmMUMU 3837 GGGUCAGACCCCAAUACUCMUMU
1932 | 1807 AGUAUUGGGGUCUGACCCCmMUMU 3838 GGGGUCAGACCCCAAUACUMUMU
1933 | 1808 GUAUUGGGGUCUGACCCCAMUMU 3839 UGGGGUCAGACCCCAAUACMUMU
1934 | 1809 UAUUGGGGUCUGACCCCAAMUMU 3840 UUGGGGUCAGACCCCAAUAMUMU
1935 | 1810 AUUGGGGUCUGACCCCAAAMUMU 3841 UUUGGGGUCAGACCCCAAUMUMU
1936 | 1811 UUGGGGUCUGACCCCAAACMUMU 3842 GUUUGGGGUCAGACCCCAAMUMU
1937 | 1812 UGGGGUCUGACCCCAAACAMUMU 3843 UGUUUGGGGUCAGACCCCAMUMU
1938 | 1813 GGGGUCUGACCCCAAACACMUMU 3844 GUGUUUGGGGUCAGACCCCmMUMU
1939 | 1814 GGGUCUGACCCCAAACACCMUMU 3845 GGUGUUUGGGGUCAGACCCMUMU
1940 | 1815 GGUCUGACCCCAAACACCUMUMU 3846 AGGUGUUUGGGGUCAGACCMUMU
1941 | 1816 GUCUGACCCCAAACACCUUMUMU 3847 AAGGUGUUUGGGGUCAGACMUMU
1942 | 1817 UCUGACCCCAAACACCUUCMUMU 3848 GAAGGUGUUUGGGGUCAGAMUMU
1943 | 1818 CUGACCCCAAACACCUUCCMUMU 3849 GGAAGGUGUUUGGGGUCAGMUMU
1944 | 1819 UGACCCCAAACACCUUCCAMUMU 3850 UGGAAGGUGUUUGGGGUCAMUMU
1945 | 1820 GACCCCAAACACCUUCCAGMUMU 3851 CUGGAAGGUGUUUGGGGUCMUMU
1946 | 1821 ACCCCAAACACCUUCCAGCMUMU 3852 GCUGGAAGGUGUUUGGGGUMUMU
1947 | 1822 CCCCAAACACCUUCCAGCUMUMU 3853 AGCUGGAAGGUGUUUGGGEGMUMU
1948 | 1823 CCCAAACACCUUCCAGCUCMUMU 3854 GAGCUGGAAGGUGUUUGGGMUMU
1949 | 1824 CCAAACACCUUCCAGCUCCMUMU 3855 GGAGCUGGAAGGUGUUUGGMUMU
1950 | 1825 CAAACACCUUCCAGCUCCUMUMU 3856 AGGAGCUGGAAGGUGUUUGMUMU
1951 | 1826 AAACACCUUCCAGCUCCUGMUMU 3857 CAGGAGCUGGAAGGUGUUUMUMU
1952 | 1827 AACACCUUCCAGCUCCUGUMUMU 3858 ACAGGAGCUGGAAGGUGUUMUMU
1953 | 1828 ACACCUUCCAGCUCCUGUAMUMU 3859 UACAGGAGCUGGAAGGUGUMUMU
1954 | 1829 CACCUUCCAGCUCCUGUAAMUMU 3860 UUACAGGAGCUGGAAGGUGMUMU
1955 | 1830 ACCUUCCAGCUCCUGUAACMUMU 3861 GUUACAGGAGCUGGAAGGUMUMU
1956 | 1831 CCUUCCAGCUCCUGUAACAMUMU 3862 UGUUACAGGAGCUGGAAGGMUMU
1957 | 1832 CUUCCAGCUCCUGUAACAUMUMU 3863 AUGUUACAGGAGCUGGAAGMUMU
1958 | 1833 UUCCAGCUCCUGUAACAUAMUMU 3864 UAUGUUACAGGAGCUGGAAMUMU
1959 | 1834 UCCAGCUCCUGUAACAUACMUMU 3865 GUAUGUUACAGGAGCUGGAMUMU
1960 | 1835 CCAGCUCCUGUAACAUACUMUMU 3866 AGUAUGUUACAGGAGCUGGMUMU
1961 | 1836 CAGCUCCUGUAACAUACUGMUMU 3867 CAGUAUGUUACAGGAGCUGMUMU
1962 | 1837 AGCUCCUGUAACAUACUGGMUMU 3868 CCAGUAUGUUACAGGAGCUMUMU
1963 | 1838 GCUCCUGUAACAUACUGGCMUMU 3869 GCCAGUAUGUUACAGGAGCMUMU
1964 | 1839 CUCCUGUAACAUACUGGCCMUMU 3870 GGCCAGUAUGUUACAGGAGMUMU
1965 | 1840 UCCUGUAACAUACUGGCCUMUMU 3871 AGGCCAGUAUGUUACAGGAMUMU
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1966 | 1841 CCUGUAACAUACUGGCCUGMUMU 3872 CAGGCCAGUAUGUUACAGGMUMU
1967 | 1842 CUGUAACAUACUGGCCUGGMUMU 3873 CCAGGCCAGUAUGUUACAGMUMU
1968 | 1843 UGUAACAUACUGGCCUGGAMUMU 3874 UCCAGGCCAGUAUGUUACAMUMU
1969 | 1844 GUAACAUACUGGCCUGGACMUMU 3875 GUCCAGGCCAGUAUGUUACMUMU
1970 | 1845 UAACAUACUGGCCUGGACUMUMU 3876 AGUCCAGGCCAGUAUGUUAMUMU
1971 | 1846 AACAUACUGGCCUGGACUGMUMU 3877 CAGUCCAGGCCAGUAUGUUMUMU
1972 | 1847 ACAUACUGGCCUGGACUGUMUMU 3878 ACAGUCCAGGCCAGUAUGUMUMU
1973 | 1848 CAUACUGGCCUGGACUGUUMUMU 3879 AACAGUCCAGGCCAGUAUGMUMU
1974 | 1849 AUACUGGCCUGGACUGUUUMUMU 3880 AAACAGUCCAGGCCAGUAUMUMU
1975 | 1850 UACUGGCCUGGACUGUUUUMUMU 3881 AAAACAGUCCAGGCCAGUAMUMU
1976 | 1851 ACUGGCCUGGACUGUUUUCMUMU 3882 GAAAACAGUCCAGGCCAGUMUMU
1977 | 1852 CUGGCCUGGACUGUUUUCUMUMU 3883 AGAAAACAGUCCAGGCCAGMUMU
1978 | 1853 UGGCCUGGACUGUUUUCUCMUMU 3884 GAGAAAACAGUCCAGGCCAMUMU
1979 | 1854 GGCCUGGACUGUUUUCUCUMUMU 3885 AGAGAAAACAGUCCAGGCCMUMU
1980 | 1855 GCCUGGACUGUUUUCUCUCMUMU 3886 GAGAGAAAACAGUCCAGGCMUMU
1981 | 1856 CCUGGACUGUUUUCUCUCGMUMU 3887 CGAGAGAAAACAGUCCAGGMUMU
1982 | 1857 CUGGACUGUUUUCUCUCGGMUMU 3888 CCGAGAGAAAACAGUCCAGMUMU
1983 | 1858 UGGACUGUUUUCUCUCGGCMUMU 3889 GCCGAGAGAAAACAGUCCAMUMU
1984 | 1859 GGACUGUUUUCUCUCGGCUMUMU 3890 AGCCGAGAGAAAACAGUCCMUMU
1985 | 1860 GACUGUUUUCUCUCGGCUCMUMU 3891 GAGCCGAGAGAAAACAGUCMUMU
1986 | 1861 ACUGUUUUCUCUCGGCUCCMUMU 3892 GGAGCCGAGAGAAAACAGUMUMU
1987 | 1862 CUGUUUUCUCUCGGCUCCCmMUMU 3893 GGGAGCCGAGAGAAAACAGMUMU
1988 | 1863 UGUUUUCUCUCGGCUCCCCmMUMU 3894 GGGGAGCCGAGAGAAAACAMUMU
1989 | 1864 GUUUUCUCUCGGCUCCCCAMUMU 3895 UGGGGAGCCGAGAGAAAACMUMU
1990 | 1865 UUUUCUCUCGGCUCCCCAUMUMU 3896 AUGGGGAGCCGAGAGAAAAMUMU
1991 | 1866 UUUCUCUCGGCUCCCCAUGMUMU 3897 CAUGGGGAGCCGAGAGAAAMUMU
1992 | 1867 UUCUCUCGGCUCCCCAUGUMUMU 3898 ACAUGGGGAGCCGAGAGAAMUMU
1993 | 1868 UCUCUCGGCUCCCCAUGUGMUMU 3899 CACAUGGGGAGCCGAGAGAMUMU
1994 | 1869 CUCUCGGCUCCCCAUGUGUMUMU 3900 ACACAUGGGGAGCCGAGAGMUMU
1995 | 1870 UCUCGGCUCCCCAUGUGUCMUMU 3901 GACACAUGGGGAGCCGAGAMUMU
1996 | 1871 CUCGGCUCCCCAUGUGUCCMUMU 3902 GGACACAUGGGGAGCCGAGMUMU
1997 | 1872 UCGGCUCCCCAUGUGUCCUMUMU 3903 AGGACACAUGGGGAGCCGAMUMU
1998 | 1873 CGGCUCCCCAUGUGUCCUGMUMU 3904 CAGGACACAUGGGGAGCCGMUMU
1999 | 1874 GGCUCCCCAUGUGUCCUGGMUMU 3905 CCAGGACACAUGGGGAGCCMUMU
2000 | 1875 GCUCCCCAUGUGUCCUGGUMUMU 3906 ACCAGGACACAUGGGGAGCMUMU
2001 | 1876 CUCCCCAUGUGUCCUGGUUMUMU 3907 AACCAGGACACAUGGGGAGMUMU
2002 | 1877 UCCCCAUGUGUCCUGGUUCMUMU 3908 GAACCAGGACACAUGGGGAMUMU
2003 | 1878 CCCCAUGUGUCCUGGUUCCMUMU 3909 GGAACCAGGACACAUGGGGMUMU
2004 | 1879 CCCAUGUGUCCUGGUUCCCmMUMU 3910 GGGAACCAGGACACAUGGGMUMU
2005 | 1880 CCAUGUGUCCUGGUUCCCGMUMU 3911 CGGGAACCAGGACACAUGGMUMU
2006 | 1881 CAUGUGUCCUGGUUCCCGUMUMU 3912 ACGGGAACCAGGACACAUGMUMU
2007 | 1882 AUGUGUCCUGGUUCCCGUUMUMU 3913 AACGGGAACCAGGACACAUMUMU
2008 | 1883 UGUGUCCUGGUUCCCGUUUMUMU 3914 AAACGGGAACCAGGACACAMUMU
2009 | 1884 GUGUCCUGGUUCCCGUUUCMUMU 3915 GAAACGGGAACCAGGACACMUMU
2010 | 1885 UGUCCUGGUUCCCGUUUCUMUMU 3916 AGAAACGGGAACCAGGACAMUMU
2011 | 1886 GUCCUGGUUCCCGUUUCUCMUMU 3917 GAGAAACGGGAACCAGGACMUMU
2012 | 1887 UCCUGGUUCCCGUUUCUCCMUMU 3918 GGAGAAACGGGAACCAGGAMUMU
2013 | 1888 CCUGGUUCCCGUUUCUCCAMUMU 3919 UGGAGAAACGGGAACCAGGMUMU
2014 | 1889 CUGGUUCCCGUUUCUCCACMUMU 3920 GUGGAGAAACGGGAACCAGMUMU
2015 | 1890 UGGUUCCCGUUUCUCCACCMUMU 3921 GGUGGAGAAACGGGAACCAMUMU
2016 | 1891 GGUUCCCGUUUCUCCACCUMUMU 3922 AGGUGGAGAAACGGGAACCMUMU
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2017 | 1892 GUUCCCGUUUCUCCACCUAMUMU 3923 UAGGUGGAGAAACGGGAACMUMU
2018 | 1893 UUCCCGUUUCUCCACCUAGMUMU 3924 CUAGGUGGAGAAACGGGAAMUMU
2019 | 1894 UCCCGUUUCUCCACCUAGAMUMU 3925 UCUAGGUGGAGAAACGGGAMUMU
2020 | 1895 CCCGUUUCUCCACCUAGACMUMU 3926 GUCUAGGUGGAGAAACGGGMUMU
2021 | 1896 CCGUUUCUCCACCUAGACUMUMU 3927 AGUCUAGGUGGAGAAACGGMUMU
2022 | 1897 CGUUUCUCCACCUAGACUGMUMU 3928 CAGUCUAGGUGGAGAAACGMUMU
2023 | 1898 GUUUCUCCACCUAGACUGUMUMU 3929 ACAGUCUAGGUGGAGAAACTMUMU
2024 | 1899 UUUCUCCACCUAGACUGUAMUMU 3930 UACAGUCUAGGUGGAGAAAMUMU
2025 | 1900 UUCUCCACCUAGACUGUAAMUMU 3931 UUACAGUCUAGGUGGAGAAMUMU
2026 | 1901 UCUCCACCUAGACUGUAAAMUMU 3932 UUUACAGUCUAGGUGGAGAMUMU
2027 | 1902 CUCCACCUAGACUGUAAACMUMU 3933 GUUUACAGUCUAGGUGGAGMUMU
2028 | 1903 UCCACCUAGACUGUAAACCMUMU 3934 GGUUUACAGUCUAGGUGGAMUMU
2029 | 1904 CCACCUAGACUGUAAACCUMUMU 3935 AGGUUUACAGUCUAGGUGGMUMU
2030 | 1905 CACCUAGACUGUAAACCUCMUMU 3936 GAGGUUUACAGUCUAGGUGMUMU
2031 | 1906 ACCUAGACUGUAAACCUCUMUMU 3937 AGAGGUUUACAGUCUAGGUMUMU
2032 | 1907 CCUAGACUGUAAACCUCUCMUMU 3938 GAGAGGUUUACAGUCUAGGMUMU
2033 | 1908 CUAGACUGUAAACCUCUCGMUMU 3939 CGAGAGGUUUACAGUCUAGMUMU
2034 | 1909 UAGACUGUAAACCUCUCGAMUMU 3940 UCGAGAGGUUUACAGUCUAMUMU
2035 | 1910 AGACUGUAAACCUCUCGAGMUMU 3941 CUCGAGAGGUUUACAGUCUMUMU
2036 | 1911 GACUGUAAACCUCUCGAGGMUMU 3942 CCUCGAGAGGUUUACAGUCMUMU
2037 | 1912 ACUGUAAACCUCUCGAGGGMUMU 3943 CCCUCGAGAGGUUUACAGUMUMU
2038 | 1913 CUGUAAACCUCUCGAGGGCMUMU 3944 GCCCUCGAGAGGUUUACAGMUMU
2039 | 1914 UGUAAACCUCUCGAGGGCAMUMU 3945 UGCCCUCGAGAGGUUUACAMUMU
2040 | 1915 GUAAACCUCUCGAGGGCAGMUMU 3946 CUGCCCUCGAGAGGUUUACMUMU
2041 | 1916 UAAACCUCUCGAGGGCAGGMUMU 3947 CCUGCCCUCGAGAGGUUUAMUMU
2042 | 1917 AAACCUCUCGAGGGCAGGGMUMU 3948 CCCUGCCCUCGAGAGGUUUMUMU
2043 | 1918 AACCUCUCGAGGGCAGGGAMUMU 3949 UCCCUGCCCUCGAGAGGUUMUMU
2044 | 1919 ACCUCUCGAGGGCAGGGACMUMU 3950 GUCCCUGCCCUCGAGAGGUMUMU
2045 | 1920 CCUCUCGAGGGCAGGGACCMUMU 3951 GGUCCCUGCCCUCGAGAGGMUMU
2046 | 1921 CUCUCGAGGGCAGGGACCAMUMU 3952 UGGUCCCUGCCCUCGAGAGMUMU
2047 | 1922 UCUCGAGGGCAGGGACCACMUMU 3953 GUGGUCCCUGCCCUCGAGAMUMU
2048 | 1923 CUCGAGGGCAGGGACCACAMUMU 3954 UGUGGUCCCUGCCCUCGAGMUMU
2049 | 1924 UCGAGGGCAGGGACCACACMUMU 3955 GUGUGGUCCCUGCCCUCGAMUMU
2050 | 1925 CGAGGGCAGGGACCACACCMUMU 3956 GGUGUGGUCCCUGCCCUCGMUMU
2051 | 1926 GAGGGCAGGGACCACACCCMUMU 3957 GGGUGUGGUCCCUGCCCUCMUMU
2052 | 1927 AGGGCAGGGACCACACCCUMUMU 3958 AGGGUGUGGUCCCUGCCCUMUMU
2053 | 1928 GGGCAGGGACCACACCCUGMUMU 3959 CAGGGUGUGGUCCCUGCCCmMUMU
2054 | 1929 GGCAGGGACCACACCCUGUMUMU 3960 ACAGGGUGUGGUCCCUGCCMUMU
2055 | 1930 GCAGGGACCACACCCUGUAMUMU 3961 UACAGGGUGUGGUCCCUGCMUMU
2056 | 1931 CAGGGACCACACCCUGUACMUMU 3962 GUACAGGGUGUGGUCCCUGMUMU
2057 | 1932 AGGGACCACACCCUGUACUMUMU 3963 AGUACAGGGUGUGGUCCCUMUMU
2058 | 1933 GGGACCACACCCUGUACUGMUMU 3964 CAGUACAGGGUGUGGUCCCmMUMU
2059 | 1934 GGACCACACCCUGUACUGUMUMU 3965 ACAGUACAGGGUGUGGUCCMUMU
2060 | 1935 GACCACACCCUGUACUGUUMUMU 3966 AACAGUACAGGGUGUGGUCMUMU
2061 | 1936 ACCACACCCUGUACUGUUCMUMU 3967 GAACAGUACAGGGUGUGGUMUMU
2062 | 1937 CCACACCCUGUACUGUUCUMUMU 3968 AGAACAGUACAGGGUGUGGMUMU
2063 | 1938 CACACCCUGUACUGUUCUGMUMU 3969 CAGAACAGUACAGGGUGUGMUMU
2064 | 1939 ACACCCUGUACUGUUCUGUMUMU 3970 ACAGAACAGUACAGGGUGUMUMU
2065 | 1940 CACCCUGUACUGUUCUGUGMUMU 3971 CACAGAACAGUACAGGGUGMUMU
2066 | 1941 ACCCUGUACUGUUCUGUGUMUMU 3972 ACACAGAACAGUACAGGGUMUMU
2067 | 1942 CCCUGUACUGUUCUGUGUCMUMU 3973 GACACAGAACAGUACAGGGMUMU
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2068 | 1943 CCUGUACUGUUCUGUGUCUMUMU 3974 AGACACAGAACAGUACAGGMUMU
2069 | 1944 CUGUACUGUUCUGUGUCUUMUMU 3975 AAGACACAGAACAGUACAGMUMU
2070 | 1945 UGUACUGUUCUGUGUCUUUMUMU 3976 AAAGACACAGAACAGUACAMUMU
2071 | 1946 GUACUGUUCUGUGUCUUUCMUMU 3977 GAAAGACACAGAACAGUACMUMU
2072 | 1947 UACUGUUCUGUGUCUUUCAMUMU 3978 UGAAAGACACAGAACAGUAMUMU
2073 | 1948 ACUGUUCUGUGUCUUUCACMUMU 3979 GUGAAAGACACAGAACAGUMUMU
2074 | 1949 CUGUUCUGUGUCUUUCACAMUMU 3980 UGUGAAAGACACAGAACAGMUMU
2075 | 1950 UGUUCUGUGUCUUUCACAGMUMU 3981 CUGUGAAAGACACAGAACAMUMU
2076 | 1951 GUUCUGUGUCUUUCACAGCMUMU 3982 GCUGUGAAAGACACAGAACMUMU
2077 | 1952 UUCUGUGUCUUUCACAGCUMUMU 3983 AGCUGUGAAAGACACAGAAMUMU
2078 | 1953 UCUGUGUCUUUCACAGCUCMUMU 3984 GAGCUGUGAAAGACACAGAMUMU
2079 | 1954 CUGUGUCUUUCACAGCUCCMUMU 3985 GGAGCUGUGAAAGACACAGMUMU
2080 | 1955 UGUGUCUUUCACAGCUCCUMUMU 3986 AGGAGCUGUGAAAGACACAMUMU
2081 | 1956 GUGUCUUUCACAGCUCCUCMUMU 3987 GAGGAGCUGUGAAAGACACMUMU
2082 | 1957 UGUCUUUCACAGCUCCUCCMUMU 3988 GGAGGAGCUGUGAAAGACAMUMU
2083 | 1958 GUCUUUCACAGCUCCUCCCmMUMU 3989 GGGAGGAGCUGUGAAAGACMUMU
2084 | 1959 UCUUUCACAGCUCCUCCCAMUMU 3990 UGGGAGGAGCUGUGAAAGAMUMU
2085 | 1960 CUUUCACAGCUCCUCCCACMUMU 3991 GUGGGAGGAGCUGUGAAAGMUMU
2086 | 1961 UUUCACAGCUCCUCCCACAMUMU 3992 UGUGGGAGGAGCUGUGAAAMUMU
2087 | 1962 UUCACAGCUCCUCCCACAAMUMU 3993 UUGUGGGAGGAGCUGUGAAMUMU
2088 | 1963 UCACAGCUCCUCCCACAAUMUMU 3994 AUUGUGGGAGGAGCUGUGAMUMU
2089 | 1964 CACAGCUCCUCCCACAAUGMUMU 3995 CAUUGUGGGAGGAGCUGUGMUMU
2090 | 1965 ACAGCUCCUCCCACAAUGCMUMU 3996 GCAUUGUGGGAGGAGCUGUMUMU
2091 | 1966 CAGCUCCUCCCACAAUGCUMUMU 3997 AGCAUUGUGGGAGGAGCUGMUMU
2092 | 1967 AGCUCCUCCCACAAUGCUGMUMU 3998 CAGCAUUGUGGGAGGAGCUMUMU
2093 | 1968 GCUCCUCCCACAAUGCUGAMUMU 3999 UCAGCAUUGUGGGAGGAGCMUMU
2094 | 1969 CUCCUCCCACAAUGCUGAAMUMU 4000 UUCAGCAUUGUGGGAGGAGMUMU
2095 | 1970 UCCUCCCACAAUGCUGAAUMUMU 4001 AUUCAGCAUUGUGGGAGGAMUMU
2096 | 1971 CCUCCCACAAUGCUGAAUAMUMU 4002 UAUUCAGCAUUGUGGGAGGMUMU
2097 | 1972 CUCCCACAAUGCUGAAUAUMUMU 4003 AUAUUCAGCAUUGUGGGAGMUMU
2098 | 1973 UCCCACAAUGCUGAAUAUAMUMU 4004 UAUAUUCAGCAUUGUGGGAMUMU
2099 | 1974 CCCACAAUGCUGAAUAUACMUMU 4005 GUAUAUUCAGCAUUGUGGGMUMU
2100 | 1975 CCACAAUGCUGAAUAUACAMUMU 4006 UGUAUAUUCAGCAUUGUGGMUMU
2101 | 1976 CACAAUGCUGAAUAUACAGMUMU 4007 CUGUAUAUUCAGCAUUGUGMUMU
2102 | 1977 ACAAUGCUGAAUAUACAGCMUMU 4008 GCUGUAUAUUCAGCAUUGUMUMU
2103 | 1978 CAAUGCUGAAUAUACAGCAMUMU 4009 UGCUGUAUAUUCAGCAUUGMUMU
2104 | 1979 AAUGCUGAAUAUACAGCAGMUMU 4010 CUGCUGUAUAUUCAGCAUUMUMU
2105 | 1980 AUGCUGAAUAUACAGCAGGMUMU 4011 CCUGCUGUAUAUUCAGCAUMUMU
2106 | 1981 UGCUGAAUAUACAGCAGGUMUMU 4012 ACCUGCUGUAUAUUCAGCAMUMU
2107 | 1982 GCUGAAUAUACAGCAGGUGMUMU 4013 CACCUGCUGUAUAUUCAGCMUMU
2108 | 1983 CUGAAUAUACAGCAGGUGCMUMU 4014 GCACCUGCUGUAUAUUCAGMUMU
2109 | 1984 UGAAUAUACAGCAGGUGCUMUMU 4015 AGCACCUGCUGUAUAUUCAMUMU
2110 | 1985 GAAUAUACAGCAGGUGCUCMUMU 4016 GAGCACCUGCUGUAUAUUCMUMU
2111 | 1986 AAUAUACAGCAGGUGCUCAMUMU 4017 UGAGCACCUGCUGUAUAUUMUMU
2112 | 1987 AUAUACAGCAGGUGCUCAAMUMU 4018 UUGAGCACCUGCUGUAUAUMUMU
2113 | 1988 UAUACAGCAGGUGCUCAAUMUMU 4019 AUUGAGCACCUGCUGUAUAMUMU
2114 | 1989 AUACAGCAGGUGCUCAAUAMUMU 4020 UAUUGAGCACCUGCUGUAUMUMU
2115 | 1990 UACAGCAGGUGCUCAAUAAMUMU 4021 UUAUUGAGCACCUGCUGUAMUMU
2116 | 1991 ACAGCAGGUGCUCAAUAAAMUMU 4022 UUUAUUGAGCACCUGCUGUMUMU
2117 | 1992 CAGCAGGUGCUCAAUAAAUMUMU 4023 AUUUAUUGAGCACCUGCUGMUMU
2118 | 1993 AGCAGGUGCUCAAUAAAUGMUMU 4024 CAUUUAUUGAGCACCUGCUMUMU
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Ref |SEQ ID SENSE STRAND SEQ ID ANTISENSE STRAND
Pos NO (5'==>3") NO (5'==>3")
SEQ ID NOS:2 to 2032 SEQ ID NOS:2033 to 4063

2119 1994 GCAGGUGCUCAAUAAAUGAMUMU 4025 UCAUUUAUUGAGCACCUGCMUMU
2120 1995 CAGGUGCUCAAUAAAUGAUMUMU 4026 AUCAUUUAUUGAGCACCUGMUMU
2121 1996 AGGUGCUCAAUAAAUGAUUMUMU 4027 AAUCAUUUAUUGAGCACCUMUMU
2122 1997 GGUGCUCAAUAAAUGAUUCMUMU 4028 GAAUCAUUUAUUGAGCACCMUMU
2123 1998 GUGCUCAAUAAAUGAUUCUMUMU 4029 AGAAUCAUUUAUUGAGCACMUMU
2124 1999 UGCUCAAUAAAUGAUUCUUMUMU 4030 AAGAAUCAUUUAUUGAGCAMUMU
2125 2000 GCUCAAUAAAUGAUUCUUAMUMU 4031 UAAGAAUCAUUUAUUGAGCMUMU
2126 2001 CUCAAUAAAUGAUUCUUAGMUMU 4032 CUAAGAAUCAUUUAUUGAGMUMU
2127 2002 UCAAUAAAUGAUUCUUAGUMUMU 4033 ACUAAGAAUCAUUUAUUGAMUMU
2128 2003 CAAUAAAUGAUUCUUAGUGMUMU 4034 CACUAAGAAUCAUUUAUUGMUMU
2129 2004 AAUAAAUGAUUCUUAGUGAMUMU 4035 UCACUAAGAAUCAUUUAUUMUMU
2130 2005 AUAAAUGAUUCUUAGUGACMUMU 4036 GUCACUAAGAAUCAUUUAUMUMU
2131 2006 UAAAUGAUUCUUAGUGACUMUMU 4037 AGUCACUAAGAAUCAUUUAMUMU
2132 2007 AAAUGAUUCUUAGUGACUUMUMU 4038 AAGUCACUAAGAAUCAUUUMUMU
2133 2008 AAUGAUUCUUAGUGACUUUMUMU 4039 AAAGUCACUAAGAAUCAUUMUMU
2134 2009 AUGAUUCUUAGUGACUUUAMUMU 4040 UAAAGUCACUAAGAAUCAUMUMU
2135 2010 UGAUUCUUAGUGACUUUACIMUMU 4041 GUAAAGUCACUAAGAAUCAMUMU
2136 2011 GAUUCUUAGUGACUUUACUMUMU 4042 AGUAAAGUCACUAAGAAUCMUMU
2137 2012 AUUCUUAGUGACUUUACUUMUMU 4043 AAGUAAAGUCACUAAGAAUMUMU
2138 2013 UUCUUAGUGACUUUACUUGMUMU 4044 CAAGUAAAGUCACUAAGAAMUMU
2139 2014 UCUUAGUGACUUUACUUGUMUMU 4045 ACAAGUAAAGUCACUAAGAMUMU
2140 2015 CUUAGUGACUUUACUUGUAMUMU 4046 UACAAGUAAAGUCACUAAGMUMU
2141 2016 UUAGUGACUUUACUUGUAAMUMU 4047 UUACAAGUAAAGUCACUAAMUMU
2142 2017 UAGUGACUUUACUUGUAAAMUMU 4048 UUUACAAGUAAAGUCACUAMUMU
2143 2018 AGUGACUUUACUUGUAAAAMUMU 4049 UUUUACAAGUAAAGUCACUMUMU
2144 2019 GUGACUUUACUUGUAAAAAMUMU 4050 UUUUUACAAGUAAAGUCACIMUMU
2145 2020 UGACUUUACUUGUAAAAAAMUMU 4051 UUUUUUACAAGUAAAGUCAMUMU
2146 2021 GACUUUACUUGUAAAAAAAMUMU 4052 UUUUUUUACAAGUAAAGUCIMUMU
2147 2022 ACUUUACUUGUAAAAAAAAMUMU 4053 UUUUUUUUACAAGUAAAGUMUMU
2148 2023 CUUUACUUGUAAAAAAAAAMUMU 4054 UUUUUUUUUACAAGUAAAGMUMU
2149 2024 UUUACUUGUAAAAAAAAAAMUMU 4055 UUUUUUUUUUACAAGUAAAMUMU
2150 2025 UUACUUGUAAAAAAAAAAAMUMU 4056 UUUUUUUUUUUACAAGUAAMUMU
2151 2026 UACUUGUAAAAAAAAAAAAMUMU 4057 UUUUUUUUUUUUACAAGUAMUMU
2152 2027 ACUUGUAAAAAAAAAAAAAMUMU 4058 UUUUUUUUUUUUUACAAGUMUMU
2153 2028 CUUGUAAAAAAAAAAAAAAMUMU 4059 UUUUUUUUUUUUUUACAAGMUMU
2154 2029 UUGUAAAAAAAAAAAAAAAMUMU 4060 UUUUUUUUUUUUUUUACAAMUMU
2155 2030 UGUAAAAAAAAAAAAAAAAMUMU 4061 UUUUUUUUUUUUUUUUACAMUMU
2156 2031 GUAAAAAAAAAAAAAAAAAMUMU 4062 UUUUUUUUUUUUUUUUUACMUMU
2157 2032 UAAAAAAAAAAAAAAAAAAMUMU 4063 UUUUUUUUUUUUUUUUUUAMUMU
[0058] Key for Table 1: Upper case A, G, C and U referred to for ribo-A, ribo-G,

ribo-C and ribo-U respectively. The lower case letters a, g, ¢, t represent 2’-deoxy-A, 2’-

deoxy-G, 2’-deoxy-C and thymidine respectively. mU is 2’-methoxy-U.
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Table 2: RNAIi molecule sequences for p21

ID llief SEQ SENSE STRAND SEQ ANTISENSE STRAND
os ID . ' ID ' '
NO (5'-->3") NO (5'-->3")
SEQ ID NOS:4064 to 4091 SEQ ID NOS:4092 t0 4119

1 2085 | 4064| CUUAGUGACUUUACUUGUAMUmMU | 4092| UACAAGUAAAGUCACUAAGmMUMU
2 500 | 4065| CAGACCAGCAUGACAGAUUMUnU | 4093| AAUCUGUCAUGCUGGUCUGmMUMU
3 540 | 4066| UGAUCUUCUCCAAGAGGAAMUMU | 4094 | UUCCUCUUGGAGAAGAUCAMUMU
4 1706 | 4067| GUUCAUUGCACUUUGAUUAMUMU | 4095| UAAUCAAAGUGCAAUGAACMUMU
5 1709 | 4068| CAUUGCACUUUGAUUAGCAMUmU | 4096| UGCUAAUCAAAGUGCAAUGMUMU
6 210 | 4069| AGCGAUGGAACUUCGACUUMUmU | 4097| AAGUCGAAGUUCCAUCGCUMUMU
7 211 | 4070| GCGAUGGAACUUCGACUUUmMUmU | 4098| AAAGUCGAAGUUCCAUCGCmMUMU
8 1473 | 4071| GGGAAGGGACACACAAGAAMUmMU | 4099| UUCUUGUGUGUCCCUUCCCMUmU
9 1507 | 4072| UCUACCUCAGGCAGCUCAAMUMU | 4100 | UUGAGCUGCCUGAGGUAGAMUMU
10 | 2067 | 4073| GGUGCUCAAUAAAUGAUUCMUmMU | 4101 | GAAUCAUUUAUUGAGCACCmMUmMU
11 | 1063 | 4074| CAUCAUCAAAAACUUUGGAMUMU | 4102| UCCAAAGUUUUUGAUGAUGMUMU
12 | 1735 | 4075| AAGGAGUCAGACAUUUUAAMUmMU | 4103| UUAAAAUGUCUGACUCCUUMUmMU
13 | 783 | 4076| GUGCUGGGCAUUUUUAUUUMUmMU | 4104 | AAAUAAAAAUGCCCAGCACMUmMU
14 | 869 | 4077| GCCGGCUUCAUGCCAGCUAMUmMU | 4105| UAGCUGGCAUGAAGCCGGCmMUmMU
15 | 1060 | 4078| GGGCAUCAUCAAAAACUUUMUmMU | 4106| AAAGUUUUUGAUGAUGCCCmUmU
16 | 1492 | 4079| GAAGGGCACCCUAGUUCUAMUmMU | 4107 | UAGAACUAGGGUGCCCUUCMUmMU
17 | 1704 | 4080| CAGUUCAUUGCACUUUGAUmMUmU | 4108| AUCAAAGUGCAAUGAACUGmMUMU
18 | 1733 | 4081| ACAAGGAGUCAGACAUUUUMUmMU | 4109| AAAAUGUCUGACUCCUUGUmMUmMU
19 | 1847 | 4082| UGGAGGCACUGAAGUGCUUMUmU | 4110| AAGCACUUCAGUGCCUCCAmMUmMU
20 [ 2000 | 4083| GCAGGGACCACACCCUGUAMUMU | 4111| UACAGGGUGUGGUCCCUGCMUmMU
21 [ 2014 | 4084| CUGUACUGUUCUGUGUCUUMUmU | 4112| AAGACACAGAACAGUACAGMUmMU
22 | 677 | 4085| UUAAACACCUCCUCAUGUAMUMU | 4113| UACAUGAGGAGGUGUUUAAMUMU
23 | 475 | 4086| AGACUCUCAGGGUCGAAAAMUMU | 4114 | UUUUCGACCCUGAGAGUCUMUmMU
24 | 508 | 4087| CAUGACAGAUUUCUACCACMUmU | 4115| GUGGUAGAAAUCUGUCAUGMUMU
25 | 514 | 4088| AGAUUUCUACCACUCCAAAMUMU | 4116| UUUGGAGUGGUAGAAAUCUMUMU
26 549 | 4089| CCAAGAGGAAGCCCUAAUCMUMU 4117| GAUUAGGGCUUCCUCUUGGMUMU
27 | 382 | 4090| GACAGCAGAGGAAGACCAUMUMU | 4118| AUGGUCUUCCUCUGCUGUCMUmMU
28 (2042 | 4091| CUCCCACAAUGCUGAAUAUMUMU 4119| AUAUUCAGCAUUGUGGGAGMUMU
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[0059] Key for Table 2: Upper case A, G, C and U referred to for ribo-A, ribo-G,
ribo-C and ribo-U respectively. The lower case letters a, g, ¢, t represent 2’-deoxy-A, 2’-

deoxy-G, 2’-deoxy-C and thymidine respectively. mU is 2’-methoxy-U.

[0060] For example, a siRNA of this invention may have an antisense strand
which is SEQ ID NO:4103, and a sense strand which is SEQ ID NO:4075, or chemically

modified strands thereof.

[0061] For example, a siRNA of this invention may have an antisense strand
which is SEQ ID NO:4119, and a sense strand which is SEQ ID NO:4091, or chemically

modified strands thereof.

[0062] Chemical modifications may comprise a 2’-OMe substituent group on any

nucleotide in any position in a strand, as well as other modifications known in the art.

[0063] Methods for modulating p21 and treating malignant tumor

[0064] Embodiments of this invention can provide RNAi molecules that can be

used to down regulate or inhibit the expression of p21 and/or p21 proteins.

[0065] In some embodiments, a RNAi molecule of this invention can be used to
down regulate or inhibit the expression of CDKNI1A and/or p21 proteins arising from
CDKNT1A haplotype polymorphisms that may be associated with a disease or condition

such as malignant tumor.

[0066] Monitoring of p21 protein or mRNA levels can be used to characterize
gene silencing, and to determine the efficacy of compounds and compositions of this

invention.

[0067] The RNA1 molecules of this disclosure can be used individually, or in

combination with other siRNAs for modulating the expression of one or more genes.

[0068] The RNA1 molecules of this disclosure can be used individually, or in
combination, or in conjunction with other known drugs for preventing or treating
diseases, or ameliorating symptoms of conditions or disorders associated with p21,

including malignant tumor.
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[0069] The RNAI1 molecules of this invention can be used to modulate or inhibit

the expression of p21 in a sequence-specific manner.

[0070] The RNA1 molecules of this disclosure can include a guide strand for
which a series of contiguous nucleotides are at least partially complementary to a p21

mRNA.

[0071] In certain aspects, malignant tumor may be treated by RNA interference

using a RNAi1 molecule of this invention.

[0072] Treatment of malignant tumor may be characterized in suitable cell-based

models, as well as ex vivo or in vivo animal models.

[0073] Treatment of malignant tumor may be characterized by determining the

level of p21 mRNA or the level of p21 protein in cells of affected tissue.

[0074] Treatment of malignant tumor may be characterized by non-invasive

medical scanning of an affected organ or tissue.

[0075] Embodiments of this invention may include methods for preventing,
treating, or ameliorating the symptoms of a p21 associated disease or condition in a

subject in need thereof.

[0076] In some embodiments, methods for preventing, treating, or ameliorating
the symptoms of malignant tumor in a subject can include administering to the subject a
RNAI1 molecule of this invention to modulate the expression of a CDKN1A gene (p21) in

the subject or organism.

[0077] In some embodiments, this invention contemplates methods for down
regulating the expression of a CDKN1A gene (p21) in a cell or organism, by contacting

the cell or organism with a RNA1 molecule of this invention.

[0078] RNA Interference

[0079] RNA interference (RNAI1) refers to sequence-specific post-transcriptional
gene silencing in animals mediated by short interfering RNAs (siRNAs). See, e.g.,
Zamore et al., Cell, 2000, Vol. 101, pp. 25-33; Fire et al., Nature, 1998, Vol. 391, pp.
806811; Sharp, Genes & Development, 1999, Vol. 13, pp. 139-141.
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[0080] An RNAI response in cells can be triggered by a double stranded RNA
(dsRNA), although the mechanism is not yet fully understood. Certain dsRNAs in cells
can undergo the action of Dicer enzyme, a ribonuclease III enzyme. See, e.g., Zamore et
al., Cell, 2000, Vol. 101, pp. 25-33; Hammond et al., Nature, 2000, Vol. 404, pp. 293-
296. Dicer can process the dsRNA into shorter pieces of dsSRNA, which are siRNAs.

[0081] In general, siRNAs can be from about 21 to about 23 nucleotides in length

and include a base pair duplex region about 19 nucleotides in length.

[0082] RNAIi involves an endonuclease complex known as the RNA induced
silencing complex (RISC). An siRNA has an antisense or guide strand which enters the
RISC complex and mediates cleavage of a single stranded RNA target having a sequence
complementary to the antisense strand of the siRNA duplex. The other strand of the
siRNA is the passenger strand. Cleavage of the target RNA takes place in the middle of
the region complementary to the antisense strand of the siRNA duplex See, e.g., Elbashir
et al., Genes & Development, 2001, Vol. 15, pp. 188-200.

[0083] As used herein, the term “sense strand” refers to a nucleotide sequence of
a siIRNA molecule that is partially or fully complementary to at least a portion of a
corresponding antisense strand of the siRNA molecule. The sense strand of a siRNA
molecule can include a nucleic acid sequence having homology with a target nucleic acid

sequence.

[0084] As used herein, the term “antisense strand” refers to a nucleotide sequence
of a siIRNA molecule that is partially or fully complementary to at least a portion of a
target nucleic acid sequence. The antisense strand of a siRNA molecule can include a
nucleic acid sequence that is complementary to at least a portion of a corresponding sense

strand of the siRNA molecule.

[0085] RNAI1 molecules can down regulate or knock down gene expression by
mediating RNA interference in a sequence-specific manner. See, e.g., Zamore et al ,
Cell, 2000, Vol. 101, pp. 25-33; Elbashir et al., Nature, 2001, Vol. 411, pp. 494-498;
Kreutzer et al., W02000/044895; Zernicka-Goetz et al., WO2001/36646; Fire et al.,
WO01999/032619; Plaetinck et al., W0O2000/01846; Mello et al., W0O2001/029058.
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[0086] As used herein, the terms “inhibit,” “down-regulate,” or “reduce” with
respect to gene expression means that the expression of the gene, or the level of mRNA
molecules encoding one or more proteins, or the activity of one or more of the encoded
proteins is reduced below that observed in the absence of a RNAi1 molecule or siRNA of
this invention. For example, the level of expression, level of mRNA, or level of encoded
protein activity may be reduced by at least 1%, or at least 10%, or at least 20%, or at least
50%, or at least 90%, or more from that observed in the absence of a RNAi molecule or

siRNA of this invention.

[0087] RNAi molecules can also be used to knock down viral gene expression,

and therefore affect viral replication.

[0088] RNAi molecules can be made from separate polynucleotide strands: a
sense strand or passenger strand, and an antisense strand or guide strand. The guide and
passenger strands are at least partially complementary. The guide strand and passenger

strand can form a duplex region having from about 15 to about 49 base pairs.

[0089] In some embodiments, the duplex region of a siRNA can have 17, 18, 19,
20, 21, 22, 23, 24, 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 43,
44,45, 46, 47, 48, or 49 base pairs.

[0090] In certain embodiments, a RNAi molecule can be active in a RISC

complex, with a length of duplex region active for RISC.

[0091] In additional embodiments, a RNAi molecule can be active as a Dicer

substrate, to be converted to a RNAi molecule that can be active in a RISC complex.

[0092] In some aspects, a RNAi molecule can have complementary guide and
passenger sequence portions at opposing ends of a long molecule, so that the molecule
can form a duplex region with the complementary sequence portions, and the strands are
linked at one end of the duplex region by either nucleotide or non-nucleotide linkers. For
example, a hairpin arrangement, or a stem and loop arrangement. The linker interactions

with the strands can be covalent bonds or non-covalent interactions.

[0093] A RNAI1 molecule of this disclosure may include a nucleotide, non-

nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the
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nucleic acid to the antisense region of the nucleic acid. A nucleotide linker can be a

linker of =2 nucleotides in length, for example about 3, 4, 5, 6, 7, 8, 9, or 10 nucleotides

in length. The nucleotide linker can be a nucleic acid aptamer. By “aptamer” or “nucleic
acid aptamer” as used herein refers to a nucleic acid molecule that binds specifically to a
target molecule wherein the nucleic acid molecule has sequence that includes a sequence
recognized by the target molecule in its natural setting. Alternately, an aptamer can be a
nucleic acid molecule that binds to a target molecule, where the target molecule does not
naturally bind to a nucleic acid. For example, the aptamer can be used to bind to a
ligand-binding domain of a protein, thereby preventing interaction of the naturally
occurring ligand with the protein. See, e.g., Gold et al., Annu Rev Biochem, 1995, Vol.
64, pp. 763-797; Brody et al., J. Biotechnol., 2000, Vol. 74, pp. 5-13; Hermann et al ,
Science, 2000, Vol. 287, pp. 820-825.

[0094] Examples of a non-nucleotide linker include an abasic nucleotide,
polyether, polyamine, polyamide, peptide, carbohydrate, lipid, polyhydrocarbon, or other
polymeric compounds, for example polyethylene glycols such as those having from 2 to
100 ethylene glycol units. Some examples are described in Seela et al., Nucleic Acids
Research, 1987, Vol. 15, pp. 3113-3129; Cload et al., J. Am. Chem. Soc., 1991, Vol. 113,
pp. 6324-6326; Jaeschke et al., Tetrahedron Lett., 1993, Vol. 34, pp. 301; Arnold et al,
WO01989/002439; Usman et al., WO1995/006731; Dudycz et al., WO1995/011910, and
Ferentz et al., J. Am. Chem. Soc., 1991, Vol. 113, pp. 4000-4002.

[0095] A RNAIi molecule can have one or more overhangs from the duplex
region. The overhangs, which are non-base-paired, single strand regions, can be from
one to eight nucleotides in length, or longer. An overhang can be a 3’-end overhang,
wherein the 3'-end of a strand has a single strand region of from one to eight nucleotides.
An overhang can be a 5'-end overhang, wherein the 5'-end of a strand has a single strand

region of from one to eight nucleotides.

[0096] The overhangs of a RNAi molecule can have the same length, or can be
different lengths.
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[0097] A RNAI1 molecule can have one or more blunt ends, in which the duplex
region ends with no overhang, and the strands are base paired to the end of the duplex
region.

[0098] A RNAI1 molecule of this disclosure can have one or more blunt ends, or

can have one or more overhangs, or can have a combination of a blunt end and an

overhang end.

[0099] A 5'-end of a strand of a RNAi molecule may be in a blunt end, or can be
in an overhang. A 3'-end of a strand of a RNAi molecule may be in a blunt end, or can

be in an overhang.

[00100] A 5'-end of a strand of a RNAi molecule may be in a blunt end, while the
3’-end is in an overhang. A 3'-end of a strand of a RNAi molecule may be in a blunt end,

while the 5'-end is in an overhang.
[00101] In some embodiments, both ends of a RNAi1 molecule are blunt ends.

[00102] In additional embodiments, both ends of a RNAi molecule have an

overhang.
[00103] The overhangs at the 5'- and 3'-ends may be of different lengths.

[00104] In certain embodiments, a RNAi molecule may have a blunt end where the
5'-end of the antisense strand and the 3'-end of the sense strand do not have any

overhanging nucleotides.

[00105] In further embodiments, a RNAi molecule may have a blunt end where the
3'-end of the antisense strand and the 5'-end of the sense strand do not have any

overhanging nucleotides.

[00106] A RNAi molecule may have mismatches in base pairing in the duplex

region.

[00107] Any nucleotide in an overhang of a RNAi molecule can be a

deoxyribonucleotide, or a ribonucleotide.
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[00108] One or more deoxyribonucleotides may be at the 5'-end, where the 3'-end
of the other strand of the RNAi molecule may not have an overhang, or may not have a

deoxyribonucleotide overhang.

[00109] One or more deoxyribonucleotides may be at the 3'-end, where the 5'-end
of the other strand of the RNAi molecule may not have an overhang, or may not have a

deoxyribonucleotide overhang.

[00110] In some embodiments, one or more, or all of the overhang nucleotides of a

RNAI1 molecule may be 2'-deoxyribonucleotides.

[00111] Dicer Substrate RNAi Molecules

[00112] In some aspects, a RNA1 molecule can be of a length suitable as a Dicer
substrate, which can be processed to produce a RISC active RNAi molecule. See, e.g.,

Rossi et al., US2005/0244858.

[00113] A double stranded RNA (dsRNA) that is a Dicer substrate can be of a
length sufficient such that it is processed by Dicer to produce an active RNAi molecule,
and may further include one or more of the following properties: (i) the Dicer substrate
dsRNA can be asymmetric, for example, having a 3’ overhang on the antisense strand,
and (i1) the Dicer substrate dsSRNA can have a modified 3’ end on the sense strand to
direct orientation of Dicer binding and processing of the dSRNA to an active RNAi

molecule.

[00114] In certain embodiments, the longest strand in a Dicer substrate dSRNA

may be 24-30 nucleotides in length.
[00115] A Dicer substrate dsSRNA can be symmetric or asymmetric.

[00116] In some embodiments, a Dicer substrate dSRNA can have a sense strand of

22-28 nucleotides and an antisense strand of 24-30 nucleotides.

[00117] In certain embodiments, a Dicer substrate dSSRNA may have an overhang

on the 3’ end of the antisense strand.

[00118] In further embodiments, a Dicer substrate dsSRNA may have a sense strand

25 nucleotides in length, and an antisense strand 27 nucleotides in length, with a 2 base
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3’-overhang. The overhang may be 1, 2 or 3 nucleotides in length. The sense strand may

also have a 5' phosphate.

[00119] An asymmetric Dicer substrate dSSRNA may have two
deoxyribonucleotides at the 3'-end of the sense strand in place of two of the

ribonucleotides.

[00120] The sense strand of a Dicer substrate dsSRNA may be from about 22 to
about 30, or from about 22 to about 28; or from about 24 to about 30; or from about 25 to
about 30; or from about 26 to about 30; or from about 26 and 29; or from about 27 to

about 28 nucleotides in length.

[00121] The sense strand of a Dicer substrate dsSRNA may be 22, 23, 24, 25, 26,
27,28, 29 or 30 nucleotides in length.

[00122] In certain embodiments, a Dicer substrate dSRNA may have sense and
antisense strands that are at least about 25 nucleotides in length, and no longer than about

30 nucleotides in length.

[00123] In certain embodiments, a Dicer substrate dSRNA may have sense and

antisense strands that are 26 to 29 nucleotides in length.

[00124] In certain embodiments, a Dicer substrate dSRNA may have sense and

antisense strands that are 27 nucleotides in length.

[00125] The sense and antisense strands of a Dicer substrate dSSRNA may be the
same length as in being blunt ended, or different lengths as in having overhangs, or may

have a blunt end and an overhang.

[00126] A Dicer substrate dSRNA may have a duplex region of 19, 20, 21, 22, 23,
24,25, 26 or 27 nucleotides in length.

[00127] The antisense strand of a Dicer substrate dSRNA may have any sequence
that anneals to at least a portion of the sequence of the sense strand under biological

conditions, such as within the cytoplasm of a eukaryotic cell.
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[00128] A Dicer substrate with a sense and an antisense strand can be linked by a
third structure, such as a linker group or a linker oligonucleotide. The linker connects the

two strands of the dsRNA, for example, so that a hairpin is formed upon annealing.

[00129] The sense and antisense strands of a Dicer substrate are in general

complementary, but may have mismatches in base pairing.

[00130] In some embodiments, a Dicer substrate dSRNA can be asymmetric such
that the sense strand has 22-28 nucleotides and the antisense strand has 24-30

nucleotides.

[00131] A region of one of the strands, particularly the antisense strand, of the
Dicer substrate dsSRNA may have a sequence length of at least 19 nucleotides, wherein
these nucleotides are in the 21-nucleotide region adjacent to the 3’ end of the antisense
strand and are sufficiently complementary to a nucleotide sequence of the RNA produced

from the target gene.

[00132] An antisense strand of a Dicer substrate dSRNA can have from 1to 9

ribonucleotides on the 5'-end, to give a length of 22-28 nucleotides. When the antisense
strand has a length of 21 nucleotides, then 1-7 ribonucleotides, or 2-5 ribonucleotides, or
4 ribonucleotides may be added on the 3'-end. The added ribonucleotides may have any

sequence.

[00133] A sense strand of a Dicer substrate dSRNA may have 24-30 nucleotides.
The sense strand may be substantially complementary with the antisense strand to anneal

to the antisense strand under biological conditions.

[00134] Methods of use of RNAi molecules

[00135] The nucleic acid molecules and RNAi molecules of this invention may be
delivered to a cell or tissue by direct application of the molecules, or with the molecules

combined with a carrier or a diluent.

[00136] The nucleic acid molecules and RNAi molecules of this invention can be
delivered or administered to a cell, tissue, organ, or subject by direct application of the

molecules with a carrier or diluent, or any other delivery vehicle that acts to assist,
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promote or facilitate entry into a cell, for example, viral sequences, viral material, or lipid

or liposome formulations.

[00137] The nucleic acid molecules and RNAi molecules of this invention can be
complexed with cationic lipids, packaged within liposomes, or otherwise delivered to
target cells or tissues. The nucleic acid or nucleic acid complexes can be locally
administered to relevant tissues ex vivo, or in vivo through direct dermal application,

transdermal application, or injection.

[00138] Delivery systems may include, for example, aqueous and nonaqueous gels,
creams, emulsions, microemulsions, liposomes, ointments, aqueous and nonaqueous
solutions, lotions, aerosols, hydrocarbon bases and powders, and can contain excipients

such as solubilizers and permeation enhancers.

[00139] Compositions and methods of this disclosure can include an expression
vector that includes a nucleic acid sequence encoding at least one RNAi molecule of this

invention in a manner that allows expression of the nucleic acid molecule.

[00140] The nucleic acid molecules and RNAi molecules of this invention can be
expressed from transcription units inserted into DNA or RNA vectors. Recombinant
vectors can be DNA plasmids or viral vectors. Viral vectors can be used that provide for

transient expression of nucleic acid molecules.

[00141] For example, the vector may contain sequences encoding both strands of a
RNAI1 molecule of a duplex, or a single nucleic acid molecule that is self-complementary
and thus forms a RNAi molecule. An expression vector may include a nucleic acid

sequence encoding two or more nucleic acid molecules.

[00142] A nucleic acid molecule may be expressed within cells from eukaryotic
promoters. Those skilled in the art realize that any nucleic acid can be expressed in

eukaryotic cells from the appropriate DNA/RNA vector.

[00143] In some aspects, a viral construct can be used to introduce an expression
construct into a cell, for transcription of a dSRNA construct encoded by the expression

construct.
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[00144] Lipid formulations can be administered to animals by intravenous,
intramuscular, or intraperitoneal injection, or orally or by inhalation or other methods as

are known in the art.

[00145] Pharmaceutically acceptable formulations for administering

oligonucleotides are known and can be used.
[00146] EXAMPLES
[00147] Example 1: In vitro knockdown using p21 siRNAs.

[00148] Fig. 2 shows p21 siRNAs tested for ability to down regulate p21 mRNA in
AS549 cells. A549 cells were plated at 2000/well, 24 hours before transfection. Cells
were then transfected with p21 siRNAs at 0.1, 1, and 10 nM concentrations for 24 hours.
The fold change of p21 expression level was measured using qRT-PCR (n=3). All of the
p21 siRNAs in Fig. 2 achieved significant knockdown of p21 mRNA in A549 cells.

[00149] Example 2: Protocol for in vitro knockdown.

[00150] One day before the transfection, plate the cells in a 96-well plate at 2 x
103 cells per well with 100 pl of DMEM (HyClone Cat. # SH30243.01) containing 10%
FBS and culture in a 37°C incubator containing a humidified atmosphere of 5% CO2 in
air. Before transfection, change medium to 90 ul of Opti-MEM I Reduced Serum
Medium (Life Technologies Cat. # 31985-070) containing 2% FBS. Mix 0.2 ul of
Lipofectamine RNAiMax (Life Technologies Cat. # 13778-100) with 4.8 pl of Opti-
MEM I for 5 minutes at room temperature. Mix 1 pl of siRNA with 4 ul of Opti-MEM I
and combine with the LF2000 solution and then mix gently, without vortex. Wait for 5
minutes at room temperature. Incubate the mixture for 10 minutes at room temperature
to allow the RNA-RNAiMax complexes to form. Add the 10 pl of RNA-RNAiMax
complexes to a well and shake the plate gently by hand. Incubate the cells in a 37°C
incubator containing a humidified atmosphere of 5% CO2 in air for 2 hours. Change
medium to fresh -MEM I Reduced Serum Medium (Life Technologies Cat. # 31985-070)
containing 2% FBS. 24 hours after transfection, wash the cells with ice-cold PBS once.
Lyse the cells with 50 ul of Cell-to-Ct Lysis Buffer (Life Technologies Cat. # 4391851

C) for 5-30 minutes at room temperature. Add 5 pl of Stop Solution and incubate for 2
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minutes at room temperature. Measure mRNA level by RT-qPCR with TAQMAN
immediately. Alternatively, the samples can be frozen at -80 °C and assayed at a later

time.

[00151] The positive control for the screening measurement was a molecule having
the sense and antisense strand pair of SEQ ID NO:4120 and 4121 (Ref. Pos. 830)
(Ambion, Austin).

[00152]  SEQIDNO:4120

[00153]  Sense: TCCTAAGAGTGCTGGGCATmMUmU
[00154]  SEQIDNO:4121

[00155]  Antisense: AUGCCCAGCACUCUUAGGAMUmU.

[00156] Example 3. siRNAs of this invention targeted to p21 were found to be
active for gene silencing in vitro. The dose—dependent activities of p21 siRNAs for gene
knockdown were found to exhibit an IC50 below about 3 picomolar (pM), and as low as

1 pM.

[00157] In vitro transfection was performed in an A549 cell line to determine
siRNA knockdown efficacy. Dose dependent knockdown for p21 mRNA was observed
with siRNAs of Table 1, as shown in Table 3.

Table 3: Dose dependent knockdown for p21 mRNA in an A549 cell line

P21 siRNA structure IC50 (pM)
1735 (SEQ ID NOs:4075 and 03
4103) '
2042 (SEQ ID NOs:4091 and 10
4119)

[00158] As shown in Table 3, the activities of p21 siRNAs of Table 1 were in the
range 0.3-10 pM, which is suitable for many uses, including as a drug agent to be used in

vivo.

[00159] The embodiments described herein are not limiting and one skilled in the

art can readily appreciate that specific combinations of the modifications described herein
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can be tested without undue experimentation toward identifying nucleic acid molecules

with improved RNAI activity.

[00160] All publications, patents and literature specifically mentioned herein are

incorporated by reference in their entirety for all purposes.

[00161] It is understood that this invention is not limited to the particular
methodology, protocols, materials, and reagents described, as these may vary. It is also
to be understood that the terminology used herein is for the purpose of describing
particular embodiments only, and is not intended to limit the scope of the present
invention. It will be readily apparent to one skilled in the art that varying substitutions
and modifications can be made to the description disclosed herein without departing from
the scope and spirit of the description, and that those embodiments are within the scope
of this description and the appended claims.

[00162] It must be noted that as used herein and in the appended claims, the
singular forms "a", "an", and "the" include plural reference unless the context clearly

dictates otherwise. As well, the terms "a" (or "an"), "one or more" and "at least one" can

be used interchangeably herein. It is also to be noted that the terms “comprises,”

"o«
2

” n:

"comprising", “containing,” "including", and "having" can be used interchangeably, and

shall be read expansively and without limitation.

[00163] Recitation of ranges of values herein are merely intended to serve as a
shorthand method of referring individually to each separate value falling within the
range, unless otherwise indicated herein, and each separate value is incorporated into the
specification as if it were individually recited herein. For Markush groups, those skilled
in the art will recognize that this description includes the individual members, as well as

subgroups of the members of the Markush group.

[00164] Without further elaboration, it is believed that one skilled in the art can,
based on the above description, utilize the present invention to its fullest extent. The
following specific embodiments are, therefore, to be construed as merely illustrative, and

not limitative of the remainder of the disclosure in any way whatsoever.
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[00165] All of the features disclosed in this specification may be combined in any
combination. Each feature disclosed in this specification may be replaced by an

alternative feature serving the same, equivalent, or similar purpose.
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WHAT IS CLAIMED IS:

1. A nucleic acid molecule, wherein:

a) the molecule has a polynucleotide sense strand and a polynucleotide antisense
strand;

b) each strand of the molecule is from 15 to 30 nucleotides in length;

¢) a contiguous region of from 15 to 30 nucleotides of the antisense strand is
complementary to a sequence of an mRNA encoding p21;

d) at least a portion of the sense strand is complementary to at least a portion of
the antisense strand, and the molecule has a duplex region of from 15 to 30 nucleotides in

length.

2. The nucleic acid molecule of claim 1, wherein the antisense strand is SEQ ID
NO:4103 and the sense strand is SEQ ID NO:4075, or chemically modified strands
thereof.

3. The nucleic acid molecule of claim 1, wherein the antisense strand is SEQ ID
NO:4119 and the sense strand is SEQ ID NO:4091, or chemically modified strands
thereof.

4. The nucleic acid molecule of claim 1, wherein the contiguous region of from 15
to 30 nucleotides of the antisense strand that is complementary to a sequence of an

mRNA encoding p21 is located in the duplex region of the molecule.

5. The nucleic acid molecule of claim 1, wherein the contiguous region of from 15
to 30 nucleotides of the antisense strand that is complementary to a sequence of an

mRNA encoding p21 is selected from a sequence of human p21 mRNA in SEQ ID NO:1.

6. The nucleic acid molecule of claim 1, wherein the contiguous region of from 15
to 30 nucleotides of the antisense strand that is complementary to a sequence of an
mRNA encoding p21 is selected from a sequence of human p21, wherein the sequence of
human p21 is selected from the group of positions 1 to 125 of SEQ ID NO:1, positions
126 to 620 of SEQ ID NO:1, positions 621 to 2175 of SEQ ID NO:1.
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7. The nucleic acid molecule of claim 1, wherein the antisense strand contains a

sequence selected from SEQ ID NOs:2033 to 4063.

8. The nucleic acid molecule of claim 1, wherein the antisense strand contains a

sequence selected from SEQ ID NOs:4092 to 4119.

9. The nucleic acid molecule of claim 1, wherein the molecule is composed of an
sense and antisense strand pair selected from the group of SEQ ID NO:4066 and 4094
SEQ ID NO:4067 and 4095, SEQ ID NO:4068 and 4096, SEQ ID NO:4073 and 4101
SEQ ID NO:4075 and 4103, SEQ ID NO:4080 and 4108, SEQ ID NO:4084 and 4112
SEQ ID NO:4085 and 4113, SEQ ID NO:4088 and 4116, and SEQ ID NO:4091 and
4119.

2
2

2

10. The nucleic acid molecule of claim 1, wherein each strand of the molecule is from

18 to 22 nucleotides in length.

11. The nucleic acid molecule of claim 1, wherein the duplex region is 19 nucleotides
in length.
12. The nucleic acid molecule of claim 1, wherein the polynucleotide sense strand

and the polynucleotide antisense strand are connected as a single strand, and form a

duplex region connected at one end by a loop.

13. The nucleic acid molecule of claim 1, wherein the molecule has a blunt end.

14. The nucleic acid molecule of claim 1, wherein the molecule has one or more 3’
overhangs.

15. The nucleic acid molecule of claim 1, wherein the molecule is an RNAi molecule

active for gene silencing.

16. The nucleic acid molecule of claim 1, wherein the molecule is a molecule active
for gene silencing selected from a siRNA, a micro-RNA, a shRNA, a dsRNA, a DNA-
directed RNA (ddRNA), a Piwi-interacting RNA (piRNA), and a repeat associated
siRNA (rasiRNA).
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17. The nucleic acid molecule of claim 1, wherein the molecule is active for

inhibiting expression of p21.

18. The nucleic acid molecule of claim 1, wherein the molecule has an IC50 for

knockdown of p21 of less than 100 pM.

19. A composition comprising one or more nucleic acid molecules of any one of

claims 1-18 and a pharmaceutically acceptable carrier.
20. The composition of claim 19, wherein the carrier is a lipid molecule or liposome.

21. A method for treating a disease associated with p21 expression, comprising

administering to a subject in need a composition of claim 19.

22. The method of claim 21, wherein the disease is malignant tumor that is presented
in a disease selected from the group consisting of cancers associated with p21 expression,
sarcomas, fibrosarcoma, malignant fibrous histiocytoma, liposarcoma,
rhabdomyosarcoma, leilomyosarcoma, angiosarcoma, Kaposi's sarcoma,
lymphangiosarcoma, synovial sarcoma, chondrosarcoma, osteosarcoma, carcinomas,
brain tumor, head and neck cancer, breast cancer, lung cancer, esophageal cancer,
stomach cancer, duodenal cancer, colorectal cancer, colon cancer, liver cancer, pancreatic
cancer, gallbladder cancer, bile duct cancer, kidney cancer, urethral cancer, bladder
cancer, prostate cancer, testicular cancer, penile cancer, uterine cancer, ovarian cancer,
skin cancer, bone cancer, leukemia, malignant lymphoma, epithelial malignant tumors,

and non-epithelial malignant tumors.
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SEQ ID NO:1

GTTGTATATCAGGGCCGCGCTGAGCTGCGCCAGCTGAGGTGTGAGCAGCTGCCGAAGTCAGTTCCTITGTG
GAGCCGGAGCTGGGCGCGGATTCGCCGAGGCACCGAGGCACTCAGAGGAGGCGCCATGTCAGAACCGGCT
GGGGATGTCCGTCAGAACCCATGCGGCAGCAAGGCCTGCCGCCGCCTCTTCGGCCCAGTGGACAGCGAGC
AGCTGAGCCGCGACTGTGATGCGCTAATGGCGGGCTGCATCCAGGAGGCCCGTGAGCGATGGAACTTCGA
CTTTGTCACCGAGACACCACTGGAGGGTGACTTCGCCTGGGAGCGTGTGCGGGGCCTTGGCCTGCCCAAG
CTCTACCTTCCCACGGGGCCCCGGCGAGGCCGGGATGAGTTGGGAGGAGGCAGGCGGCCTGGCACCTCAC
CTGCTCTGCTGCAGGGGACAGCAGAGGAAGACCATGTGGACCTGTCACTGTCTTGTACCCTTGTGCCTCG
CTCAGGGGAGCAGGCTGAAGGGTCCCCAGGTGGACCTGGAGACTCTCAGGGTCGAAAACGGCGGCAGACC
AGCATGACAGATTTCTACCACTCCAAACGCCGGCTGATCTTCTCCAAGAGGAAGCCCTAATCCGCCCACA
GGAAGCCTGCAGTCCTGGAAGCGCGAGGGCCTCAAAGGCCCGCTCTACATCTTCTGCCTTAGTCTCAGTT
TGTGTGTCTTAATTATTATTTGTGTTTTAATTTAAACACCTCCTCATGTACATACCCTGGCCGCCCCCTG
CCCCCCAGCCTCTGGCATTAGAATTATTTAAACAAAAACTAGGCGGTTGAATGAGAGGTTCCTAAGAGTG
CTGGGCATTTTTATTTTATGAAATACTATTTAAAGCCTCCTCATCCCGTGTTCTCCTTTTCCTCTCTCCC
GGAGGTTGGGTGGGCCGGCTTCATGCCAGCTACTTCCTCCTCCCCACTTGTCCGCTGGGTGGTACCCTCT
GGAGGGGTGTGGCTCCTTCCCATCGCTGTCACAGGCGGTTATGAAATTCACCCCCTTTCCTGGACACTCA
GACCTGAATTCTITTTTCATTTGAGAAGTAAACAGATGGCACTTTGAAGGGGCCTCACCGAGTGGGGGCAT
CATCAAAAACTTTGGAGTCCCCTCACCTCCTCTAAGGTTGGGCAGGGTGACCCTGAAGTGAGCACAGCCT
AGGGCTGAGCTGGGGACCTGGTACCCTCCTGGCTCTTGATACCCCCCTCTGTCTTGTGAAGGCAGGGGGA
AGGTGGGGTCCTGGAGCAGACCACCCCGCCTGCCCTCATGGCCCCTCTGACCTGCACTGGGGAGCCCGTC
TCAGTGTTGAGCCTTTTCCCTCTTTGGCTCCCCTGTACCTTTTGAGGAGCCCCAGCTACCCTTCTTCTCC
AGCTGGGCTCTGCAATTCCCCTCTGCTGCTGTCCCTCCCCCTTGTCCTTTCCCTTCAGTACCCTCTCAGC
TCCAGGTGGCTCTGAGGTGCCTGTCCCACCCCCACCCCCAGCTCAATGGACTGGAAGGGGAAGGGACACA
CAAGAAGAAGGGCACCCTAGTTCTACCTCAGGCAGCTCAAGCAGCGACCGCCCCCTCCTCTAGCTGTGGG
GGTGAGGGTCCCATGTGGTGGCACAGGCCCCCTTGAGTGGGGTTATCTCTGTGTTAGGGGTATATGATGG
GGGAGTAGATCTTTCTAGGAGGGAGACACTGGCCCCTCAAATCGTCCAGCGACCTTCCTCATCCACCCCA
TCCCTCCCCAGTTCATTGCACTTTGATTAGCAGCGGAACAAGGAGTCAGACATTTTAAGATGGTGGCAGT
AGAGGCTATGGACAGGGCATGCCACGTGGGCTCATATGGGGCTGGGAGTAGTTGTCTTTCCTGGCACTAA
CGTTGAGCCCCTGGAGGCACTGAAGTGCTTAGTGTACTTGGAGTATTGGGGTCTGACCCCAAACACCTTC
CAGCTCCTGTAACATACTGGCCTGGACTGTTTTCTCTCGGCTCCCCATGTGTCCTGGTTCCCGTTTCTCC
ACCTAGACTGTAAACCTCTCGAGGGCAGGGACCACACCCTGTACTGTTCTGTGTCTTTCACAGCTCCTCC
CACAATGCTGAATATACAGCAGGTGCTCAATAAATGATTCTTAGTGACTTTACTTGTAAAAAAAAAAAAA
AAAAA
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