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o Zglulol g xe] AL of B-glulo]e{ A M|AHNCBI Reference Sequence: KM233116)S 7]Z%8lo] E-24]slaizlel=
SNPsE 38l 5,500 1914 7,500 9744 2,000nt S 7FEFIALS DNA2.0AL (W)l A 7148kl &=
] &Sl Tk,

AAd] 2, ASO ZEB R LS TEH AX

o Zgufo] g~ SNPE EASHY] 918 22 HQl ASO Z2H 9 LSO L2H P A7 dwky [ Z (18 #Fxe)
Rt

RNA @4kQl o efubole) st Ak Wo] WANMIET} v]$ For] He] ofEehulolezelx & mAW 91
o] 8701= =33 507] LA nonsynonymous WH3FE H|E3F 395 SNPsE F13 H 15t (Gire, SK., Goba, A.,
et al., Genomic surveillance elucidates Ebola virus origin and transmission during the 2014 outbreak.
Science, 2014 DOI: 10.1126/science.1259657).

#Z 1
20149 % o o EEulol g~ Tt V|E A3k 39570 SNPs
Position |Ancestral_| 2014_n Gene Type AA_pos Ancestral_AA 2014_AA
nuc uc

127 C T NP noncoding noncoding noncoding noncoding
155 A C NP noncoding noncoding noncoding noncoding
182 A G NP noncoding noncoding noncoding noncoding
187 A G NP noncoding noncoding noncoding noncoding
236 T C NP noncoding noncoding noncoding noncoding
257 A G NP noncoding noncoding noncoding noncoding
261 C T NP noncoding noncoding noncoding noncoding
263 G A NP noncoding noncoding noncoding noncoding
295 A C NP noncoding noncoding noncoding noncoding
356 C T NP noncoding noncoding noncoding noncoding
369 T C NP noncoding noncoding noncoding noncoding
378 T C NP noncoding noncoding noncoding noncoding
385 T C NP noncoding noncoding noncoding noncoding
392 T C NP noncoding noncoding noncoding noncoding
409 T C NP noncoding noncoding noncoding noncoding
424 G A NP noncoding noncoding noncoding noncoding
434 A T NP noncoding noncoding noncoding noncoding
572 A G NP nonsynonymous 35 Ile Val
655 A T NP synonymous 62 Ala Ala
800 C T NP nonsynonymous 111 Arg Cys
850 A G NP synonymous 127 Gly Gly
852 A G NP nonsynonymous 128 Lys Arg
919 T C NP synonymous 150 Phe Phe
1024 A C NP synonymous 185 Ile Ile
1108 C T NP synonymous 213 Leu Leu
1141 G A NP synonymous 224 Gly Gly
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1199 T C NP synonymous 244 Leu Leu
1288 A T NP synonymous 273 Val Val
1309 T C NP synonymous 280 Phe Phe
1417 A G NP synonymous 316 Leu Leu
1447 A C NP synonymous 326 Ala Ala
1492 A G NP synonymous 341 Gln Gln
1507 T A NP synonymous 346 Ala Ala
1543 A G NP synonymous 358 Ala Ala
1552 C T NP synonymous 361 Arg Arg
1648 T G NP synonymous 393 Ala Ala
1849 T C NP synonymous 460 Asp Asp
1862 A G NP nonsynonymous 465 Ser Gly
1879 G A NP synonymous 470 Gln Gln
1902 A G NP nonsynonymous 478 Asn Ser
1954 T C NP synonymous 495 Thr Thr
2043 G C NP nonsynonymous 525 Arg Thr
2056 T C NP synonymous 529 Asn Asn
2060 C A NP nonsynonymous 531 Pro Thr
2122 T C NP synonymous 551 Asn Asn
2124 A G NP nonsynonymous 552 Glu Gly
2158 A C NP synonymous 563 Thr Thr
2185 G A NP synonymous 572 Leu Leu
2224 G A NP synonymous 585 Leu Leu
2263 C T NP synonymous 598 Ser Ser
2314 T C NP synonymous 615 Ser Ser
2341 G A NP synonymous 624 Glu Glu
2361 C T NP nonsynonymous 631 Thr Ile
2364 A G NP nonsynonymous 632 Gln Arg
2380 G A NP Synonymous 637 Gln Gln
2407 C T NP synonymous 646 His His
2461 T C NP synonymous 664 Ala Ala
2497 A G NP synonymous 676 Val Val
2518 C T NP synonymous 683 Gly Gly
2593 A T NP nonsynonymous 708 Glu Asp
2612 T C NP synonymous 715 Leu Leu
2638 G A NP synonymous 723 Pro Pro
2652 A G NP nonsynonymous 728 Lys Arg
2699 G T noncoding noncoding noncoding noncoding noncoding
2718 C T noncoding noncoding noncoding noncoding noncoding
2815 T G noncoding noncoding noncoding noncoding noncoding
2886 G A noncoding noncoding noncoding noncoding noncoding
2914 T G noncoding noncoding noncoding noncoding noncoding
2933 T C noncoding noncoding noncoding noncoding noncoding
3084 C A VP35 noncoding noncoding noncoding noncoding
3116 C G VP35 noncoding noncoding noncoding noncoding
3120 T C VP35 noncoding noncoding noncoding noncoding
3239 A G VP35 sSynonymous 37 Arg Arg
3250 G A VP35 nonsynonymous 41 Ser Asn
3388 T G VP35 nonsynonymous 87 Val Gly
3638 A G VP35 synonymous 170 Pro Pro
3701 C T VP35 synonymous 191 Thr Thr
3890 C T VP35 synonymous 254 Asn Asn
3902 C T VP35 synonymous 258 lle Ile
3944 T C VP35 synonymous 272 Ser Ser
4161 C T noncoding noncoding noncoding noncoding noncoding
4162 C T noncoding noncoding noncoding noncoding noncoding
4180 G A noncoding noncoding noncoding noncoding noncoding
4219 C T noncoding noncoding noncoding noncoding noncoding
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4277 G A noncoding noncoding noncoding noncoding noncoding
4314 A T noncoding noncoding noncoding noncoding noncoding
4318 T G noncoding noncoding noncoding noncoding noncoding
4340 T C noncoding noncoding noncoding noncoding noncoding
4359 C T noncoding noncoding noncoding noncoding noncoding
4505 T C VP40 synonymous 9 Ala Ala
4537 T C VP40 nonsynonymous 20 Val Ala
4703 T C VP40 synonymous 75 Leu Leu
4709 T C VP40 synonymous 77 Ala Ala
4759 T C VP40 nonsynonymous 94 Ile Thr
4871 A G VP40 synonymous 131 Pro Pro
4970 G A VP40 synonymous 164 Pro Pro
4976 C A VP40 synonymous 166 Val Val
5027 C T VP40 synonymous 183 Thr Thr
5069 A T VP40 synonymous 197 Thr Thr
5312 T C VP40 synonymous 278 Ser Ser
5448 A G VP40 nonsynonymous 324 Ile Val
5461 T C noncoding noncoding noncoding noncoding noncoding
5520 A T noncoding noncoding noncoding noncoding noncoding
5525 G A noncoding noncoding noncoding noncoding noncoding
5537 T C noncoding noncoding noncoding noncoding noncoding
5542 G A noncoding noncoding noncoding noncoding noncoding
5552 T C noncoding noncoding noncoding noncoding noncoding
5614 A G noncoding noncoding noncoding noncoding noncoding
5639 T C noncoding noncoding noncoding noncoding noncoding
5690 T C noncoding noncoding noncoding noncoding noncoding
5725 T C noncoding noncoding noncoding noncoding noncoding
5753 C T noncoding noncoding noncoding noncoding noncoding
5792 T C noncoding noncoding noncoding noncoding noncoding
5824 A G noncoding noncoding noncoding noncoding noncoding
5835 A G noncoding noncoding noncoding noncoding noncoding
5846 G A noncoding noncoding noncoding noncoding noncoding
5860 C T noncoding noncoding noncoding noncoding noncoding
5876 C T noncoding noncoding noncoding noncoding noncoding
5988 C T GP noncoding noncoding noncoding noncoding
5990 T G GP noncoding noncoding noncoding noncoding
6004 A G GP noncoding noncoding noncoding noncoding
6030 A G GP noncoding noncoding noncoding noncoding
6140 A G GP synonymous 34 Pro Pro
6149 C T GP synonymous 37 Val Val
6161 C T GP synonymous 41 Ser Ser
6175 G A GP nonsynonymous 46 Ser Asn
6251 A G GP synonymous 71 Glu Glu
6283 C T GP nonsynonymous 82 Ala Val
6284 A G GP synonymous 82 Val Val
6476 G A GP synonymous 146 Pro Pro
6668 T G GP synonymous 210 Ser Ser
6677 C T GP synonymous 213 Tyr Tyr
6719 C T GP synonymous 227 Thr Thr
6833 A G GP synonymous 265 Lys Lys
6909 T A GP nonsynonymous 291 Trp Arg
6980 G C GP nonsynonymous 315 Ala Pro
7044 C A GP nonsynonymous 336 Thr Asn
7112 G A GP nonsynonymous 359 Glu Lys
7168 C T GP synonymous 377 Pro Pro
7181 C A GP nonsynonymous 382 Pro Thr
7251 A G GP nonsynonymous 405 Glu Gly
7264 C T GP synonymous 409 Arg Arg

_15_



SIS31 10-2015-0079394

7268 A G GP nonsynonymous 411 Thr Ala
7325 C T GP synonymous 430 Leu Leu
7351 C T GP synonymous 438 Ser Ser
7374 C T GP nonsynonymous 446 Pro Leu
7390 T C GP synonymous 451 Ser Ser
7411 C T GP synonymous 458 Thr Thr
7504 C A GP synonymous 489 Val Val
7531 A G GP synonymous 498 Arg Arg
7545 C T GP nonsynonymous 503 Ala Val
7657 G A GP synonymous 540 Glu Glu
7687 T C GP synonymous 550 Asn Asn
7729 G A GP synonymous 564 Glu Glu
7744 T C GP synonymous 569 Leu Leu
7774 A G GP synonymous 579 Leu Leu
7777 C A GP synonymous 580 Arg Arg
7810 T C GP synonymous 591 Asp Asp
7814 T C GP synonymous 593 Leu Leu
7831 C T GP synonymous 598 Gly Gly
8017 C T GP synonymous 660 Gly Gly
8070 T C noncoding noncoding noncoding noncoding noncoding
8084 C T noncoding noncoding noncoding noncoding noncoding
8089 T C noncoding noncoding noncoding noncoding noncoding
8096 G A noncoding noncoding noncoding noncoding noncoding
8101 G A noncoding noncoding noncoding noncoding noncoding
8136 G A noncoding noncoding noncoding noncoding noncoding
8172 T C noncoding noncoding noncoding noncoding noncoding
8263 T C noncoding noncoding noncoding noncoding noncoding
8273 G A noncoding noncoding noncoding noncoding noncoding
8280 A G noncoding noncoding noncoding noncoding noncoding
8368 G A VP30 noncoding noncoding noncoding noncoding
8372 C A VP30 noncoding noncoding noncoding noncoding
8375 G A VP30 noncoding noncoding noncoding noncoding
8381 G A VP30 noncoding noncoding noncoding noncoding
8417 G A VP30 noncoding noncoding noncoding noncoding
8428 G A VP30 noncoding noncoding noncoding noncoding
8437 C T VP30 noncoding noncoding noncoding noncoding
8451 T C VP30 noncoding noncoding noncoding noncoding
8463 C A VP30 noncoding noncoding noncoding noncoding
8495 G C VP30 noncoding noncoding noncoding noncoding
8504 T C VP30 noncoding noncoding noncoding noncoding
8775 T C VP30 synonymous 89 Asp Asp
8784 G A VP30 synonymous 92 Leu Leu
8928 A C VP30 synonymous 140 Pro Pro
8986 A C VP30 synonymous 160 Arg Arg
9003 A C VP30 synonymous 165 Ser Ser
9012 A G VP30 synonymous 168 Arg Arg
9021 G A VP30 synonymous 171 Leu Leu
9075 A G VP30 synonymous 189 Leu Leu
9099 G A VP30 synonymous 197 Glu Glu
9390 A C noncoding noncoding noncoding noncoding noncoding
9495 G A noncoding noncoding noncoding noncoding noncoding
9505 A G noncoding noncoding noncoding noncoding noncoding
9535 G A noncoding noncoding noncoding noncoding noncoding
9536 A G noncoding noncoding noncoding noncoding noncoding
9549 C T noncoding noncoding noncoding noncoding noncoding
9555 T A noncoding noncoding noncoding noncoding noncoding
9560 G T noncoding noncoding noncoding noncoding noncoding
9594 T C noncoding noncoding noncoding noncoding noncoding
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9654 T G noncoding noncoding noncoding noncoding noncoding
9708 C T noncoding noncoding noncoding noncoding noncoding
9787 T A noncoding noncoding noncoding noncoding noncoding
9795 G C noncoding noncoding noncoding noncoding noncoding
9851 A G noncoding noncoding noncoding noncoding noncoding
9858 G T noncoding noncoding noncoding noncoding noncoding
9911 A G VP24 noncoding noncoding noncoding noncoding
9923 T C VP24 noncoding noncoding noncoding noncoding
9973 G A VP24 noncoding noncoding noncoding noncoding
9986 G A VP24 noncoding noncoding noncoding noncoding
9994 A G VP24 noncoding noncoding noncoding noncoding
9995 T C VP24 noncoding noncoding noncoding noncoding
10005 G A VP24 noncoding noncoding noncoding noncoding
10026 C T VP24 noncoding noncoding noncoding noncoding
10057 A G VP24 noncoding noncoding noncoding noncoding
10065 T G VP24 noncoding noncoding noncoding noncoding
10125 G A VP24 noncoding noncoding noncoding noncoding
10208 C T VP24 noncoding noncoding noncoding noncoding
10218 G A VP24 noncoding noncoding noncoding noncoding
10238 G A VP24 noncoding noncoding noncoding noncoding
10252 A G VP24 noncoding noncoding noncoding noncoding
10268 T C VP24 noncoding noncoding noncoding noncoding
10270 T A VP24 noncoding noncoding noncoding noncoding
10350 T C VP24 synonymous 2 Ala Ala
10461 G A VP24 synonymous 39 Lys Lys
10509 C T VP24 synonymous 55 Ala Ala
10566 T C VP24 synonymous 74 Asn Asn
10575 T C VP24 synonymous 77 Pro Pro
10602 A T VP24 Synonymous 86 Thr Thr
10624 T C VP24 synonymous 94 Leu Leu
10660 C T VP24 synonymous 106 Leu Leu
10662 G A VP24 synonymous 106 Leu Leu
10743 T C VP24 synonymous 133 His His
10801 A G VP24 nonsynonymous 153 Ile Val
10863 C T VP24 synonymous 173 Asn Asn
10869 G A VP24 synonymous 175 Leu Leu
11067 G A VP24 synonymous 241 Leu Leu
11079 T C VP24 synonymous 245 Phe Phe
11124 A G noncoding noncoding noncoding noncoding noncoding
11142 G A noncoding noncoding noncoding noncoding noncoding
11155 T A noncoding noncoding noncoding noncoding noncoding
11170 T C noncoding noncoding noncoding noncoding noncoding
11350 G T noncoding noncoding noncoding noncoding noncoding
11368 C T noncoding noncoding noncoding noncoding noncoding
11384 T G noncoding noncoding noncoding noncoding noncoding
11403 G A noncoding noncoding noncoding noncoding noncoding
11417 C T noncoding noncoding noncoding noncoding noncoding
11435 G A noncoding noncoding noncoding noncoding noncoding
11467 T C noncoding noncoding noncoding noncoding noncoding
11485 A G noncoding noncoding noncoding noncoding noncoding
11652 A T L synonymous 24 Leu Leu
11673 A G L synonymous 31 Leu Leu
11730 C A L synonymous 50 lle Ile
11811 C T L synonymous 77 Val Val
11832 G A L synonymous 84 Leu Leu
11889 C T L synonymous 103 Ile Ile
11943 G A L synonymous 121 Val Val
11982 G A L synonymous 134 Glu Glu
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12096 A G L synonymous 172 Thr Thr
12169 A C L nonsynonymous 197 Met Leu
12223 G A L nonsynonymous 215 Ala Thr
12285 C T L synonymous 235 Asp Asp
12363 T C L synonymous 261 Asp Asp
12372 T C L synonymous 264 Cys Cys
12462 T C L synonymous 294 lle Ile
12471 C T L synonymous 297 Phe Phe
12492 C T L synonymous 304 Ala Ala
12504 A G L synonymous 308 Leu Leu
12591 G A L nonsynonymous 337 Met Ile
12618 A C L nonsynonymous 346 Gln His
12693 T A L synonymous 371 lle Ile
12786 A C L synonymous 402 Ile Ile
12822 T C L synonymous 414 Ser Ser
12870 T C L synonymous 430 Thr Thr
12878 G A L nonsynonymous 433 Arg Lys
12879 G A L synonymous 433 Arg Arg
12885 A C L synonymous 435 Leu Leu
12951 A G L synonymous 457 Leu Leu
13089 A G L synonymous 503 Leu Leu
13119 T C L synonymous 513 Thr Thr
13380 G A L synonymous 600 Glu Glu
13434 T C L synonymous 618 Phe Phe
13503 A G L synonymous 641 Arg Arg
13654 G A L nonsynonymous 692 Asp Asn
13665 C T L synonymous 695 Pro Pro
13785 A G L synonymous 735 Leu Leu
13851 C T L synonymous 757 Asp Asp
13856 G A L nonsynonymous 759 Gly Asp
13878 A G L synonymous 766 Glu Glu
13923 T C L synonymous 781 Ser Ser
14019 T C L synonymous 813 Pro Pro
14103 C T L synonymous 841 Gly Gly
14154 G A L sSynonymous 858 Arg Arg
14178 T C L synonymous 866 Phe Phe
14217 C T L sSynonymous 879 Phe Phe
14232 C T L synonymous 884 Asp Asp
14502 C T L synonymous 974 Val Val
14601 G A L synonymous 1007 Ala Ala
14634 A G L synonymous 1018 Lys Lys
14640 A C L synonymous 1020 Leu Leu
14670 T C L synonymous 1030 Phe Phe
14682 C A L synonymous 1034 Ile Ile
14728 C T L synonymous 1050 Leu Leu
14784 A G L synonymous 1068 Thr Thr
14808 A G L synonymous 1076 Lys Lys
15048 A C L synonymous 1156 Ala Ala
15081 G A L synonymous 1167 Val Val
15114 G A L synonymous 1178 Pro Pro
15117 C T L synonymous 1179 Asn Asn
15189 A G L synonymous 1203 Gly Gly
15372 A G L synonymous 1264 Ser Ser
15387 C T L synonymous 1269 His His
15441 T C L synonymous 1287 Asn Asn
15501 G A L synonymous 1307 Gln Gln
15504 T G L synonymous 1308 Ser Ser
15599 A G L nonsynonymous 1340 Arg Gln

_18_



SIS31 10-2015-0079394

15600 A G L synonymous 1340 Arg Arg
15645 A G L synonymous 1355 Glu Glu
15660 T C L synonymous 1360 Tyr Tyr
15711 C T L synonymous 1377 Asn Asn
15768 C T L synonymous 1396 Phe Phe
15789 T C L synonymous 1403 Gly Gly
15816 T C L synonymous 1412 Asp Asp
15855 C T L synonymous 1425 Ala Ala
15891 C T L synonymous 1437 Asn Asn
15963 G A L synonymous 1461 Lys Lys
16054 T A L nonsynonymous 1492 Leu Ile
16146 G A L synonymous 1522 Arg Arg
16164 T C L synonymous 1528 Pro Pro
16269 A G L synonymous 1563 Lys Lys
16320 G A L synonymous 1580 Pro Pro
16321 C T L synonymous 1581 Leu Leu
16335 C T L synonymous 1585 Asn Asn
16401 A C L nonsynonymous 1607 Gln His
16424 G A L nonsynonymous 1615 Ser Asn
16455 T C L synonymous 1625 Val Val
16540 T G L nonsynonymous 1654 Tyr Asp
16546 G A L nonsynonymous 1656 Ala Thr
16552 G A L nonsynonymous 1658 Asp Asn
16597 G A L nonsynonymous 1673 Glu Lys
16649 A G L nonsynonymous 1690 Asn Ser
16659 A G L synonymous 1693 Leu Leu
16701 A G L synonymous 1707 Glu Glu
16750 T C L nonsynonymous 1724 Cys Arg
16752 T C L synonymous 1724 Cys Cys
16764 T C L synonymous 1728 Asn Asn
16857 C T L synonymous 1759 His His
16935 C T L synonymous 1785 Asp Asp
17057 G A L nonsynonymous 1826 Ser Asn
17079 A G L synonymous 1833 Leu Leu
17142 T C L synonymous 1854 Phe Phe
17410 T C L nonsynonymous 1944 Tyr His
17431 A G L nonsynonymous 1951 lle Val
17484 T C L synonymous 1968 Thr Thr
17512 T C L synonymous 1978 Leu Leu
17535 T G L synonymous 1985 Gly Gly
17565 T C L synonymous 1995 Ala Ala
17568 A G L synonymous 1996 Arg Arg
17649 A G L synonymous 2023 Lys Lys
17745 T C L synonymous 2055 Ser Ser
17802 C T L synonymous 2074 Leu Leu
17833 A G L nonsynonymous 2085 Ile Val
17859 A G L synonymous 2093 Arg Arg
17880 T C L synonymous 2100 Thr Thr
17985 T C L synonymous 2135 Phe Phe
17994 G A L synonymous 2138 Val Val
18090 C T L synonymous 2170 Cys Cys
18195 G A L synonymous 2205 Pro Pro
18213 T C L synonymous 2211 Phe Phe
18222 T A noncoding noncoding noncoding noncoding noncoding
18237 C T noncoding noncoding noncoding noncoding noncoding
18238 C T noncoding noncoding noncoding noncoding noncoding
18308 A C noncoding noncoding noncoding noncoding noncoding
18338 A G noncoding noncoding noncoding noncoding noncoding
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18358 T C noncoding noncoding noncoding noncoding noncoding
18375 A G noncoding noncoding noncoding noncoding noncoding
18412 T C noncoding noncoding noncoding noncoding noncoding
18413 G A noncoding noncoding noncoding noncoding noncoding
18437 C T noncoding noncoding noncoding noncoding noncoding
18445 A G noncoding noncoding noncoding noncoding noncoding
18468 T C noncoding noncoding noncoding noncoding noncoding
18496 A T noncoding noncoding noncoding noncoding noncoding
18526 A G noncoding noncoding noncoding noncoding noncoding
18545 C T noncoding noncoding noncoding noncoding noncoding
18548 T C noncoding noncoding noncoding noncoding noncoding
18563 T C noncoding noncoding noncoding noncoding noncoding
18596 T C noncoding noncoding noncoding noncoding noncoding
18626 A G noncoding noncoding noncoding noncoding noncoding
18632 A G noncoding noncoding noncoding noncoding noncoding
18734 T C noncoding noncoding noncoding noncoding noncoding
18738 A T noncoding noncoding noncoding noncoding noncoding
18764 G A noncoding noncoding noncoding noncoding noncoding
18842 A G noncoding noncoding noncoding noncoding noncoding
18871 C T noncoding noncoding noncoding noncoding noncoding
18895 C T noncoding noncoding noncoding noncoding noncoding

A7 E A 7L Zaire ebolavirus 21 (H.sapiens—wt/SLE/2014/ManoRiver-NM042.1)2] A A a4t
18,926 bp (NCBI Reference Sequence: KM233116)S.& 3&}ith. ol Eetulo]l#] A9 GP(Glycoprptein) H&HE
H

Aol wel9IXi= A AL 1A 6175, 6009 H 7044e] SNP(E DT LG
33 gl AFste] ALgatsinh.

938k ASO T2H F 150 T

* 2
A7 ol e} vpoje| o] SNP
Position |Ancestral_| 2014_n Gene Type AA_pos Ancestral_AA 2014_AA
nuc uc
6175 G A GP nonsynonymous 46 Ser Asn
6909 T A GP nonsynonymous 291 Trp Arg
7044 C A GP Nnonsynonymous 336 Thr Asn

of ZEfulo] g 29] GPoll THE 6175 x|, 6909 $1x E 7044 $x]2] SNPe]
= b, A7) ASO ZEHE W[50 XRHE 5
3 ZZ AR F7] A7) ASO ZTEH W [0 ZRHE Hlo] @ 1o}(

=43, 0%
5

| AEEE Z2Ho 97|49

2B 9 [S0 Z2H

WS FHE T PR
=

3] Aol A188

Position

LSO ZzHel ¥4
o] 971 <

A 2GR

6175 KM233116 | gtcgacaaactagtttgtcgtgacaa ggcttcaggtccggtgtceccacce
SNP gtcgacaaactagtttgtcgtgacag
6909 KM233116 | ggaaactaaaaaaacctcactagaaaaat ccgacccagagaccaacac
SNP ggaaactaaaaaaacctcactagaaaaaa
7044 KM233116 ccacaaaatcatggcttcagaaaa cagcacccataatacacccgtg
SNP ccacaaaatcatggcttcagaaac
AAE 3. ARFNS 2D AZFnkg
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A ool JoiA], 0.5 nge] AAg 104 13 47] PCR AHES 0.5 pmole ASO 28 9} LSO X2 H (nH}o]
o}, 3k=), 0.5 U AmpLigase (Epicentre, ™=), 2 U Platinum Tfi Exo(-) DNA Polymerase (Invitrogen,

)
), 1 oM dNTP, 2 1x AmpLigase buffer® A ® 20 w¥h-ggde] W . 95Ce|A 58, 60T oA 5%
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’

Zj] o]%ﬂ-z}— 611)\}0]] /\];q—a]-
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ACTTCGTCAGTAACGGAC-3'; 50 uM), 0.08x09] UwjA PCR 94 fz, sZgtoln] (P2 5'-Cy5-GACTCACTATAGGCAGAC-3';
50 uM) ¢ 1040¢] 2x pfu-PCR T x(vlo] 9 Yo}, Fb)o) 33 FHFE AREdte] 20wz ZH3 wS-gas
95 Col A 30%, 60CoIA 30%, 72ColA 30%Z 353 3t AT o]|Frletallals ZZAZAT

EAE A79E5S ABI 3130XL Genetic Analyzer (36-cm capillary array and POP7 polymer; Applied
Biosystems, Foster City, CA, USA)E A}&sle] Aldw TREFS v} $F33A. 0.7uLe] PCR ¥HES
9uL®] Hi-Di formamide = 0.3102] GeneScan 500 ROX Size Standard (Applied Biosystems) <} &3ts}al, 809l
A2 B3 AEeAZL F 0 A 4t MEES BAd Fdst 1.6 kVe] Aol 15x3 H & &
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o Eefufolg 2~ BAE TR frzke] WMol X 6175, 6909 ¥ 70440 tiE BT wd AL JERRTH 9
2] 6175 SNPE& 146bp, 1A 6909 SNPi= 128bpolal 91X 7044 SNPE= 165bpE X A2 Zaire ebolavirus
isolate Ebola virus?l H.sapiens-wt/SLE/2014/ManoRiver-NM042.1,2] A ;A 18926 bp (NCBI Reference
Sequence: KM233116)] 4% A7IANER Az AdS & & At

Ao 5 PR ¥ AEL ZTZHE 0|3 P(R FTEZAE 24

FHPORE 4 o HAAH 394 FAHE kAT olFvH A, 0.08ue] fFUMAE PCR AW Epolw (Pl 5'-
ACTTCGTCAGTAACGGAC-3"; 50 uM), 0.08u02] U A PCR w3k Zalo]m (P2 5'-Cy5-GACTCACTATAGGCAGAC-3';
50 uM ), 0.1x09] FAM =28 6175(50 uM) 2 100 9] 2x pfu-P(R Zg|u] (o] @Yo}, db)o] 33k HFES
ARSI 20C 2 248 WSS 50T 28, 95T 1079 Z7] 7F4 $, 95To| 15%, 65Tel 179 A}o]
22 28D 50 AtolE WHEEIGITE. AEE R M= ofefel Zo] 5 wrholE FANS FF MARA, 3 wd
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o]-&-3h).
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kS A= ZE]5 7900HT(Applied Biosystems, Foster City, CA, USA)E AM&3}ATH. 617591%1¢] SNPE 59|
Aoz AT F U A4S & 5 Atk
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i g Fleltk
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