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— M AT AT IERFNMEER

B GuE
[0001] A9 B AR B 29 BOR AU, BARE K T i pom i 5 8 A

BRREAR

[0002]  GLP-22& i MM 35 5L (proglucagon) PR 22 56 5 VR oAb 220 TR R 334 &
HEIRIBEEZ IR, 7 FE 283 9KD.GLP-2J& T WiE & , F 2 H /MW 2 L4 /£ Ak
FLEUE W) a4 , 4 e UM 2 R #6405 1 /3 (proglucagon prohormone convertase 1/3)
Bt ) Jige v LW 21 5 (proglucagon) 3R45 o 534k, 8 70 K b Foh 28 21 i 0,25 73 WA GLP—2 .o £E i
i, GLP-238 5 /R T4 MG BB SZ 4K (GLP-2324K) (8t 1B % /N A KUK & - i 5L
K, GLP-288 (R4 A 52 25 Pl Bz 1 2 8 H 4547 1) o e, 388 T g i 40 v £ S o 8 A i
AT S E A (B 15 AR AN E IR RIEVER R S R 2 SR IR B RS L R AR e T
2 W IR /N ke W A 7y D B LA AR & i e R R A

[0003]  GLP-24K & #5485 [ B e A T 32 23 11k, 9 L T4 7 &/ & i B/ Bkif
BEIGER AR AR MLIBAE IR, GLP-2 (a3) A3 HAL 9 Tmin, JR IR NGLP-24E LR AIZH 24
WA KSR IKEFTV (dipeptidyl peptidase TV,DPP-TV) Mz m 55 247 1 TH 2R (Ala2)
Bl B Ab U 1T 77 A 31 G 22 B T 2 R LG T R GLP -2 a~33) » B 22 P A IR I /K i ol I ¥ 12
(RN R K o B BT 32 EINPSHII 24 2 w) 5 & 1 7] LAARSTDPP-TVEE A4 I GLP-25R A2 A4 %
[EE K (Teduglutide, 7 it 44 4 Gattex®) CL7ERE F 1T 5 8 & IOR R IRGLP-21 55 247 24
Hg (Ala) FHHH 28 Gly) B, B8R RN ESTZE 2514k (0.05mg/kg) FHT BN ML i 71
FWE 4 51k (short bowel syndrome,SBS) Wi J7F (Clin Drug
Investig.Teduglutide:a guide to its use in short bowel syndrome.2015:35(5) :
335-40)

[0004] P& KRR C BTy BT, H S SR R EAER A2, M HALlaRAZ NGy BARRE
FEADPP— TV GLP-2 ¥ B A, N T A BRI 0 B figg 20 TE W AR o 0 1 B GLP-2 253K 3
K28 B 8, U575 58 M7 LS A o 0 T GLP-228/NIK T & sk 5 40 1 8 FAE e 5
W7 iRl A NG B & E HSA) VR A B SR E A Fe i BV B TR A 1K
RE A AR W AR B & s IR B RS R R VR F DR AR MESR A ER AR 45
Ho B ATl i i s AR T F 0 E 1l ORI SRR R AT S s B SR AL AR A
W73, W G (Novo Nordisk A/S) A& FIFE K (Liraglutide, i it & Victoza®
) o AR I I IR E (KRR B AL — R 8 L fGLP- 1k S b At , [RI I T 0 BR B Re 45 &
FANMBEAEA L, K 75,

[00058]  JEif 5 2, 3R1F— PPfa s 1 e A7 AP a A B B R R GLP—2 R AR AR % H 5 K A%
BRI LA BUS PEGERE R 43 288K A& BRI B A RUE T % SR, /IR S K ik A
RlG I B 25 I — AN R IR TR TR T B o B R 7V RTOR R MR S IR (G RIS &
TR R IR BE) ke sl 2 v MR O, SR T, 3% b o 2 JOR e I A& T BT A3 A% 00, [N B 2 1)
FERC B ICEE (1) 4 PEAR ] B 2 38 0 & 11 B /K AR 0 U o & T-GLP-21M 5 , I 3R15 — FhBk &
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P /D GLP- 29 PR A% » SRER LE 88 1 B /KA A e IR B 5 3R AT 29 AR 25 R IR 17 1 R RLGLP-2
SEARBENFIRN H 55 L F

LZRAE

[0006]  RTEAARE:

[0007]  ““figa ey LA 22 ALK -2 (GLP-2) " 45 FH 7 9 W 36 PN 40 Wb 2 i, (L — 241 JH) - B 1) — i
R H g S 2R 5 (proglucagon) Zeid A& N BIIERAT B 1 W& , it & 73 WGLP-2, &
B AR 7T Be 2 3% i S MR U - GLP- 218 i 45 & GLP-252 A4 & A H , A BVR I7 BRI T M 18 =
7 BB I (1 ThEE < GLP-2HH 33 R SE R AL A, KARGLP 21 L TR P H T T

[0008]  GLP-2(1-33)

[0009]  HADGSFSDEMNTILDNLAARDE INWLIQTKITD (SEQ ID NO:1) .

[0010] AR B HH HIGLP-252 AR B3N 1, FE R IRGLP-2 S GLP-2RT A M RAZ K .

[0011]  FEAREH A, “GLP-252 a5 18 7] 45 A GLP- 252 44 1 it B BE GLP- 252 AR Th B
(1) 22 ik , GLP—252 A4 38y 751 i A 2 23 MR N 5 R SRGLP-2AH [R B 4B

[0012]  “GLP-2i7 44" B “GLP-2 R ARAK” AE A SO Al LUAH B8 2 , 17 5 R JRGLP-2AHEL A
HE /D80 % AR 7R FIVEME , HHA 5K IRCLP-24H A B A A 223 PRI £ Bk . Herp 356
Iy EIEPRIR L B ] S EAS M i o FR AL o R A IR U R S o e, A9 R BH I GLP-
24T A A AT 3 I R SRGLP—2 N 2R i e, 2 1 H AR C— 2R i 2 A2 2 VS 11 b 2 B R 8 i
B o TN INBCHUA I R 2L IR 1T DA R AR L-Z A IR B A R AR I D-R AL R 25 .

[0013]  “KAEEED” AR KA E QRS B E KIS E A RN 5%
WThee, HH SR8 DhRe A B 7T DL 2SI A - B RE KA EUAE A AR EA
MRT: S ER e ) (1gG) MIFCE 2 X\ N LG B 8 H B 2k i 1 55 AR N R AU I 7y — F
R, B 2 % (PEG) 28 R T B

[0014]  “GuiEBREA” (16) FRMEL PR W EME 2 5 BRI R R E A
JoT o B % BR AR 1 FH TP 4% A TR 340 450 0 R0 799 2% A () 1) B A o o 0 R B L ] A [XOFIMEL 5
X o 3 TH 8 X @R TP 2 5, A AR B R B2 4% : x fIAE (ColemanZE, Fundamental
Immunology, 5§ R, 1989,55-73) o MR 4 5 4 18 & X FIRFE , Sy SR & A - A AL A2 .
1gG TgA IgD IgE IgM. H P 1gG N1gGl 1gG2. 1gG3FITgGANY B . B i 1Y B va [ Sk 254
W, TgGL AT gGAE A F B 2 PR SR o 3X 2 HH T 1gGL A TgGARI Fe Jy B RE LA RSB Al 1145 &
FeRnSZ AR T ZRAFE IR , IR P 2 AR KK CRIIZIM21R) .

[0015]  “FeRABAE” : AR SCHT 4R I F ¢ IR AR A4 R A8 N R BICH At IR L 3040 S U 1K) TG 58 X
Fe b BeH , o e S J R 4 XA B N5 5 S L R 1T 2 R 1) A4 o SRAZ AT 1 AN IR FeRn
GEAT X, DR X B SR AP AN BT ¢ 58 AR ARAE N KR 2 1 AR 1 b i

[0016] S T v IR A BEAR A AF AL ] R, AR B3R T — Rl &, A4
[0017]  R-L-P I

[0018] M,

[0019]  RNGLP-25Z A&z 7 s

[0020]  PAKEEALE ;

[0021]  LAyi&geikst HH AW~ AN:
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[0022]  (XSSGAPPPS) v-G/S— G-Wi-Wo)w R II

[0023] X% PGP, GGPEINGGPH [{IAF— i 5

[0024]  G/SHGHISIT B 2H B EE , 5 5251 24 1R 5

[0025] Wi, Woad 7 N BR Cy s Z AP LO BT i R SR 2 B IRk A

[0026]  u OB ;m Ay 1200 24 .

[0027] =T+, RAGLP-252 4K EN 77, B HE R IRGLP-2 K GLP-24T ) - GLP- ZﬂIifF@@.%f
RARGLP-2 5 H Al B 3AT IR I AR B L3 N B R IR B 1 L AR R IR L IR e 55
FIRBIGLP- 258 A8 LI , BT IRGLP- 252 AR ZN A R ARGLP-2/7 %1 (SEQ 1D NO:1) E’J
F R AR HE R B A AR AEAE (SEQ 1D NO:2) AEA K B, BTk GLP-2 52 44 %)
FE R LAk 5 RIRGLP-2 7 B 11 55 207 P 2016 4 H 20 B 5 A HLC R g i 2R 1 -6 Sl P ke A
fIGLP-258 2544 , f1ISEQ 1D NO:3HISEQ 1D NO:4 . 7L & B ) — A SE i b, BTk IGLP-25%
M7 5 240 TR R B A H R B AR A8 44 (SEQ 1D NO:2) 5 78 5 — /N SE R 1, Fridk
[RIGLP-25Z A4 5 BN 71 M 58 2 TR ZA PR A H 2 R X L COR I 5 R 64 2 B PR PR ZE K GLP-25R A%
& (SEQ ID NO:4) A KB E A Bin] LUA &P RTAEY X LT AWM DL HA /R T H
AFTE R B 5, e 2 KRR AL R R Fi TR

[0028] ST+, Birad K A ikt B0 48 AHAS R Tl FL BN A U 1 e % 3Kk B 1 1gG 1R 1 g G4
[R4E 58 X F el 4 BUA ML A 8 1 B B i A 5 DI Y, BT iR K e ik 1 0 BN Sy Bk
FE 1 1gG1 (SEQ ID NO:5) B IgG4MK1E & X Fe#li 4 (SEQ 1D NO:6) M HRAA, WAL, BT
AR AR B 1% EIN29T AL TR A B N G 3R e 1 TG 1B T eG4 1EJE X Fe RAZAAK . FE A
R — S SERE A, Ik K AR A ik 3 A S E 3RE E TgG LI 1E E X Fe R A2k H A A
SEQ ID NO:7HIR A1) s FEA KW 5 — AL o, rid KA R B 1k A AN sk E
[gGARIH E X Fe R AR H EL A SEQ 1D NO: SHTik 551 4 T 1 eG4 4 , i — D 1 S228P 3R A8
Fe N T IR TeGATUARF AT I BE A BRI R o IX HeF e v BT A6 I Bt A K GLP-2 R AR AR AE AR
RS R

[0029] AT, LNIERECLP-2R AR 5 KA A B B B0 IE R IR BE . Loy e ikt H H A
T

[0030]  (XSSGAPPPS) v=G/S— (G-Wi-W2)u ZUIT

[0031]  HHXi%k [ PGP, GGPEINGGP H (1) A — s Wi, Wo g Sl B Cy s Z AN LOPT B R SR
FERRAR AL s u 0B smAy 1-20(1) 850 o B iR G/ STAGAISAT 5 4 i) IS , 1 B 5 -25 N 2 0k
MR AR ,G/SNGGGGS (SEQ ID NO:98) LGGGGGS (SEQ ID NO:99) BLGGGGSGGGGS (SEQ 1D
NO: 100) H AR —Fh o AR 3% 1L, TRk W, Wo s 5 A7 i 1 DL N &2 BRAWND Q. E K P SR, 5
PRI, We, Wo s [ 2 ST 3% T AP LSWE.Q.D.

[0032]  fLIEMT, il Li%E F SEQ ID NO:30 ((GGGGS) 2GPPGPA) ,SEQ 1D NO:31 ((GGGGS)
sGPNGAPGPS) , SEQ ID NO:32 ((GGGGS) 2GPSGAPGPPGPEGPA) 1 [ 4T-—Ffr,

[0033] i & i E A S HALE QRS 5, A AT Be S B BRI AR s 1, DU
SEGLP-25Z AR BN I /IR o 3% & BT /N IR 43 AR DN, 52 2% 8] A7 BEL ) 52 e 2K T
ESSEN N TN

[0034] Y 4MA Cik#RIE , Exendin—4 (HGDGSFSDEMNT ILDNLAARDFINWLIQTKITD,SEQ ID NO:
101) 75 i B 2 75 2 tH BN I = JBR R B8 A, T i 5 7 I RESTE 1 3 5E A i U B I g 3

5
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(Prabha L% ,Protein Expr Purif.2009:155-61.Identification of the dipeptidyl
aminopeptidase responsible for N-terminal clipping of recombinant Exendin—4
precursor expressed in Pichia pastoris.) , X Vi T TGLP-2988 K1 5 , 58 f7TA%E
A2 NG VFIAS 2 LRI — IR B A o SR T AR A N RN, £E T BF vh R IAGLP-2 R AR KT
TG 25 Ny [ 7 5] DA 500 e it I 00 o R 5 o DRI b, BB GLP - 258 A8 A4 /1 B BESTE 1 3L Pl 2 7% JEN
I ATSORAT e 4, SR B0 N S R B A AT 2 P ATV 8

[0035]  fEARK B ,G/S— (G-Wi-Wo) ulfJ Bl 7] i 25 AR GLP-2 A A Rl 2 13 IRV TR 400
e oG/SP I & ANFEARGURN R FE R R INEE , 5 F T B A FE R E B R, A
R NKIL, BMIMNG/SHK (B I NGGGGSH7T) 3 AN BE i 25 B RGLP-2 22 44 B 5 771)
I A TG PR AR AE TN (G-W1-Wo) B70 /5 , GLP—-2 R ARAK R P 453 2K I 78 GGGG S B
TCIRA BE R 3 0T 52 450 S el 2D o [RI AR, BN (G-Wa—Weo) BE TT AN ASBE P AIRGLP-252 44
BB A IS TR RO 3 — RS TERBEH  ARRNKI, RAG6/S- G-Wi-
Wo) mif) 2 A T 30 A B8 2 25 Dk /D GLP—-2 98 AR (1) AR W) 23 M 2

[0036] 3 — b, AR B 4 AR (1) 3% 422 K B 34 TT LA I N XSSGAPPPSHRE JT o E AN K B 1,
XSSGAPPPS - BBl FEGLP- 2R AR A4 () CA Sy Ji= » P HG NER 73 GLP- 2R AR A [ B g Pk HLIF R §
MR GLP—-2 5 ARAA [ A= W 2405 1, AT SE K Y GLP—27E A4 P O 3 1 > 3 31 o /E FY B ¥ REGS 1 151
73 WA IEI , PSSCGAPPPS 5 CR Ui i 2 I GLP-2 S ARAK R 5 J » 2D 1 GLP— 25K AR AR 1) i i 5
T, R R IAE .

[0037]  ARKIINKI, 5A G EEIKFERGLP- 2R 1R & 85 FIR-PAHEL , (XSSGAPPPS) -
G/ S— (G-W1—Weo) ofF 2K 3 322 R BE B A R8Ik 2D GLP—2 58745 4 [ A S AE ) 23 3 P 5 2 o u ] DA
ROEK 1, IX B e TGLP-2 58 4K [ FE 2K o

[0038] A Fy— R, & vk 1 GLP-25Fc v Bl & Ja T8 i) 22 SEAR TR il I,
%, WIGLP-2 MIMETIBODY™) 1R 75 5 JE AR FL A/ i) — A& (Baker AE%:,The dimerization
of glucagon-like peptide—-2 MIMETIBODY' is linked to leucine-17 in the
glucagon—like peptide—2 region.]J Mol Recognit.2012 25(3) :155-64.) . H TGLP-2
MIMETTBODY "4 R , TgGA-Fe F Be 5 GLP-2.2 ] [F) BE 5 A5 F MR G/ ST R IR BE , 48 1 A 2%
[ISEHEE N T (XSSGAPPPS) u=G/S— (G-W1-We) uffIGLP 25875 4R £ 25 19 (1) SEC-HPLC 4,
SRR ENTEAR H I A S ) B AU o IX ] B B T AR R B AR L IR S R IR B B I R 5 GLP-2 K
AR K DX IHAE F S 8 T IRAR I TE B

[0039] 7 HH PR AN AN [R]85 1 2 ) B 85 1 R T4 CRE AR DR R A A () 485 A 3 TR PR A
Gt RIS AR s i Hoe TANFE ), — RS 2R AN A () 2 42 IR B« 31X 2 PR AN
[FvE M A ASF ) S RS 4 E AN ], DAL AE TR il i B 1 I 2 e IR 1)
IR AT o« R G SZH B 2 PR IR BE I B B2 FH T 2 Fh i A, A IR AS 2 DA B ER AR ) 2%
RAERRYI KNS KER LI, K13 T — RIVE XS GLP- 2R A 44 5 K A B ik
B ) IR Rl P 2 B R o 3K 6 O BB AT A8 i /D GLIP- 232 A4 ) 751 1 i M A 2k, T L BB 2%
fide £ VB K A o AR R I I SR A5, SR T AT GLP-2 R A8 A 5 i 4 IR RE 1 20 & T8 Bt & 2R
H P &L o

[0040] 1 FHGLP-28E &8 771
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[0041]
meaEE DNAFF3] | GLP-2 R KB ES
SEQIDNO: | SEQIDNO: | K&tk
9 33 A2G I hlgG4/S228P.
N297A
10 34 A2G GGGGS higG4/S228P.
N297A
11 35 A2G (GGGGS)s higG4/S228P .,
N297A
12 36 A2G GGGGSGPA higG4/S228P,
N297A
13 37 A2G (GGGGS),GPQ hlgG1/N297A
14 38 A2G (GGGGS);GPA higG4/S228P,
N297A
15 39 A2G (GGGGS)sGPD hIgG4/S228P-
N297A
16 40 A2G (GGGGS),GPPGPA hIgG4/8228P.
N297A
17 41 A2G (GGGGS),GPPGPA hIgG1/N297A
18 42 A2G (GGGGS),;GPEGAPGPS higG4/8228P.
N297A
19 43 A2G (GGGGS),GPSGAPGPPGPEG | higG4/S228P.
PA N297A
20 44 A2G (GGGGS), (GPSGAPGPP)3 higG4/8228P-
N297A
21 45 A2G (GGGGS), (GPAGEPGPS)s hlgG4/S228P-
N297A
22 46 A2G (GGGGS), (GPPGPA)yg higG4/8228P.
N297A
23 47 A2G PSSGAPPPS higG4/8228P.
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[0042]
N297A
24 48 A2G. AC6 | GGGGS h1gG4/S228P.
N297A
25 49 A2G. AC3 | (GGGGS) hIgG4/S228P,
N297A
26 50 A2G. AC6 | PSSGAPPPSGGGGS hIgG4/S228P.
N297A
27 51 A2G. AC3 | NGGPSSGAPPPS (GGGGS), | higG4/5228P
N297A
28 52 A2G., AC6 | NGGPSSGAPPPSGGGGSGP | higG4/S228P-
AGPN N297A
29 53 A2G. AC3 | PSSGAPPPSGGGGSGPA hlgG4/S228P.
N297A

[0043]  JE : R GLP- 254K 3 B X b it S AL ) B AL R AL 1, BHA2GER IR R IRGLP-2 )55
(SEQ 1D NO: 1) H1 55 AL HIARE #ONG, ACRIRCARImER I » ACIA KB T RN B ) 2 IR
HH , WA CARRCR m B 6 I IR A GLP-2 R AR  [FI it , h 1G4 J2hTgGl Fe by BURAR
AR RAL AR AL bR NI

[0044] A EAR) 5 — 7 4Rk T gnbd pridml & 8 B R IR T A1 .

[0045] A B I 5L — T3 I A2 S (H 4% 77 Gt 62 A A I BTk it 5 1 G 68 2 DR P P ) B 41 3%
B . B AT HIR B RIA B AR RE EAR T HAZRIEBAE, WpPTCO UKL pPTCOK FHL |
pPICZalpha AJFUKLpcDNA3. 155, JEUZ FRIE BAR WIpET4 1a UKL L pET3 2a UL BRI Ath 47 #4) 2
() BAT b NI SMIR AL 8 3 T 5 Jo AR ) BORE S 5 i P T A SRR AR I ) il %

[0046] AR WK F— Ty T A2 $R A — R RIK P Bl & 82 (V0 U7 i R LI RIS Prid Bk 5
HARNINERGEH LR EE & A iS22 P A A FRIA AR T 15 140, 55 B
R IRAT B PTARL 5 8 (1 P (M 2R5E TG 3] e RETR L KT 18 B S sh 4 55
DL NI , JCHALIE R N AR TR (Pichi pastoris) .

[0047] A BIIAL G S A 2L AL B, FLp AR SR L U0 S IE SR BT AR BOR SO B
AR A Ho S A AT LRI A B A8 K SO S R AT ROR

[0048] A5 v 1) 8 1 5 b SLAT AR ] B AT T 5 R U — Rl 22 A2 5% n] DA g
B2 (R0 AR S AL R 2 W B AR R 2 Y o P 3 ) A0 45 28 2 AT PR R DA S
AOFLRE AT eSS B S L B e RS, RS S A, AR I 2t B ]
Bt D AR AL TR AR 711 o

(00491 AT WY AA) Rl 5 & 19 7T DA A BV 791 o 122 700 RL ) 28 P T DA 4 R 245 2 QU ) 5 BT VR
il 2% o 24 IR AT LA AE T S B B R B R 45, a0 (10 SO B AR o 281 i
FRAE R YBUAA B 7RV R T Al 6 (140 A5 TR N TS T S e A ARV A 77, e 5 K



CN 107987170 B w Bg B 7/12 |

[0050] Ak W 1 & e A S AT AR B 29 AL 50 AR D i AR I R ) T 45
JEU R S BB i 0 12 B B AR B » WM 8L T < Bl 48 12 29 0ia 7™ S (58) 13
S A E TR SORE PRI S5 R R TS I Wkt R A5 0 > AT B I AR/ B % A 55 9 A )
BT

[0051] A B b i i A B 1 S AT AR n] DLE R KR AT, BN R S AL 25 VR TT
LG AL — BU ] A B — R B R S &

Bft 152 AR

[0052]  [&]1JEGLP-258 A8 441 5 03 16 (K] SDS-PAGE L vk [&] s Horpr , Ahyk 1 1-843- W YSEQ 1D
NO:9-11.23-27;BiykiB1-119SEQ 1D NO:12-22:CH %5 FpPI1C TR 4hGST 1531511
RIS FEEN MK F 2B FIMARKER : 97,66 44,29 .21 . 14KD.

[0053] || 242 GLP-22R AF AR 4 A, KL i SDS-PAGE HL vk [l s Horpr, Ykl 1-9°49SEQ 1D NO:12-20
2L R 45 R MM K2 F 2 5 FIMARKER : 97 .66.,44 .29, 21  14KD.

[0054]  J&[3/2GLP-2 5 AR AR A 8 1 A KRR /Mg B & /AR B U R

[0055] 7 SEAFRUERMEA K B N 2 T T 45 B BAR SN AR AR — DI U0

BiEEAR

[0056] "I i HARRYSEHE 52, an e il B 3909 AR UEE AR N SN o R V5 . N R
AR FURL ) A I A S W AR L HR) 7 AR 27 SCR, anor 1 Del B SE 36 45 B ) 38 = Il
(Sambrook J,Russell DW,Molecular cloning:A laboratory manual.3rd edition,New
York:Cold Spring Harkbor Laboratory Press,2001) Bk 2 w) #E AR EEAE U BH 45 P i
[0057]  SjEdsl 1. B A AR ERT ) e e B SR A4 i A i

[0058] 25 AHGLP-25¢ AR AR R L i 42 IR BE AL DR J2 A\ TgG1 AT gGARIFe R RIMR 45 3 1 h L 12
7 51 B W B 92 2580 1 5ot JE b JE R A il B HHSOE-PCR (splicing by overlap
extension, fRIFKSOE) {5147 38 3R 56 B () fab & JE ] o AR GIUECHEOR N ORI R 1 A AR IR Fr
PR LLRE Gyt 5 IR DR e 3], JR BT AR R 51404 39, FEGLP- 2R AR AR FE D1 3% 51 M) A Fy
B T 355 51 0 A S 43 ) A N U147 55 Xho TRIEcoRT , I T ¥ PCR (Polymerase Chain
Reaction, %A BHEER L) P24 35 8 B pP1COF A , £IKSEQ 1D NO:9-20( Bl 2 (. FH T
TN BEAGSEQ 1D NO: 23H I Ak 2 5 R ERAT - 2525 |4 MR 1 h B GLP-2 R A2 AR 5 & A
iR EIEZ/ S IR

[0059] 322 GLP-2RAZIARE & &5 IS I 51 731
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[0060]
SEQ ID NO: P31 (5°-37)
54 glactcgagaaaagacatggtgatggtictitetet
55 gggaccatatttggactcgtcagtgatettggtctg
56 gagtocaaatatggicee
57 accggaattcctattaacctaaagacagggaaagact
58 agaaccaccaccaccgteagtgatettggtetg
59 geteptgptpptictgaptecaadtatggteee
60 agatecteetectecagaaccaccaccacegteagtgatettggtetg
61 gpaggaggaggatctggcggcggeggcagtgagtceaaatatggtece
62 getgstgetgptictggacctgetgagtecaaatatggteee
63 ggaggaggatetggacctcaagacaaaactcacacatge
64 ctagaattcctattaacceggagacagggagagaga
65 gpaggageatctggcggeggcggeagtggacctgetgagtecaaatatggtcee
66 tetggaggaggaggatetggeggeggoggeagtggtagaggegggtetggeggaget
67 | gogictggcggagpteggtagtggacctgatgagtccaaatatggtece
68 ggaggaggaggatctggeccaccaggacetgotgagtocaaatatggteee
69 tetggaggaggaggatetggcccaccaggacctgetgacaaaactcacacatgecea
70 | tetggaggaggaggatctggtocagaaggtgctecaggtocatetgagtecaaatatggteee
71 tctggaggaggaggatetggtecatetggtgetccaggtecaccaggtecagaa
72 ggtccaccaggiccagaaggtecagetgagteccaaatatggteee
73 tetggaggaggaggatctggtecatetggtgetocaggtecaccaggacctice
74 geegggggetccggaaggaccaggaggaccagggectecggaaggtoctggtggacce
75 ccttecggageccecggeccgectgagtecaaatatggtece
76 tetggaggaggaggatctggtecagetggtgaaccaggtecatetggteetgetgga
77 aggacctggctctccagetggiccagaaggaccaggtictccageaggaccagatgg
78 getggagagecaggtecticaggeoctgetggtgaacetggoeotictgggecaget
79 gggaccatatttggactcactagggecgggttcaccagetggeccagaagggec
80 gagtccaaatatggtcee

10
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[0061]
81 aggaggaccagatectcciceiccagaaccaccaccaccgicagigatctiggictg
82 ggatctggicetectggtectgetggtectectggtectgetggtectectggtectgetggaccacea
83 geaggacetgggggcceggotggtoctggtgatccggctggicetgptggtccageagg
84 geecccaggteetgetggtectoctggtectgetggtectectggtectgetggaccac
85 accatatttggacteggetggicctggtggtceggetagtectggtegtecageaggac
86 gaccatatftggactcagatgetestooagcaccagaagaagggteagtoatettggtc
87 gggaccatatitggactcagaaccaccaccaccaatcaaccagtigataaa
88 agatcctcetectccagaaccaccaccacecttggtetgaateaacca
89 tetggaggagoaggatctgagiceaaatatggtoce
90 cagaaccaccaccaccagatggtggtggageaccagaagaaggaatcaaccagtigata
91 tetggteptoptgatictgagtecaaatatggteec
92 ccaccagatggtgptgpagcaccagaagaaggtcetecgtictiggtetgaatcaacca
93 ccaccaccatctggtoptoptpptictogagpaggagpatetgagtocaaatatggtee
94 caccaccagatggtogtgpagcaccagaagaaggtectcegttaatcaaccagttgata
95 ccaccatetggtggtgatostictggaccagetggaccaaatgagtceaaatatggtee
96 agaaccaccaccaccagatggteptogagcaccagaagaaggcettggtctgaatcaac
97 tetggtggtgpteotictggaccagetgagtccaaatatggteec

[0062]  PCRZMiAA & (50uL) :5ul 10 XPfu buffer,dNTP mix (200umol/L) , E¥#514 (0.5
umol /L) , FIEFI4) (0. 5mmo1 /1) ,0. Iughiti ,0.5ul. Pfu DNAR AW GU/uL) , EE K E E
50uL, BT PCRIZ S FE FF 341K £ 94 °C AR MR 243 B, 94 'CAZ PE308D , 58 C IR ‘K 30FD, 72°C ZE 3
SR, QTAMIEIR , T2°C IEAH 595 J5 4 ‘CARAF: « PCRPZ W 22 Bt g Wl 5t Fsg FL Wk G N, SR 36 465 S 5 3
W,

[0063]  Fili&5 5 PR e 3ok 79 i ) Xho T RE coR T P VT v P 22 [F) RS2 I U711 T B8 3R A A4 pP 1C9
(Life technologies,USA) /', 3R15 H 240 Rk Fiki. DA iEREBEPichia pastoris GS115
(His™) FFIETE 0 W v e AR 2 PEAL 1) 20 TR A BIGS 11570 o £E 2 A BR BB (1) i
Vo VAR EG IR AL F30°CHIFRIR, B G L

[0064] 52 fg]2 . AL A 3R

[0065] ¥ LI B4 AN B 4 W R B B VA e Pl 22 10mL BMGY IR (A5 3 H v, 30°C 5 250 rpm 7%
24/ 5 B LA, FE B NN 10m1 51 %6 HYRE O BMMY A 55 97 3 , 30°C , 250rpmifs 3 5%
18 o 108 U A R AL B R ) BE AR A s bk o BAR D SR 2 DL AE U W 15 (Pichia Expression
Kit.For Expression ofRecombinant Proteins in Pichia pastoris.Catalog
no.K1710-01) ,

[0066] & fifi e 3R A5G v51 22 4 T ARk 32 P E YPDWRUAA B 57 3 (B REIR: HOH R A 26 W 1 55 3k
H1,30°C, 220rpmi% 5 20-24h 52 0D600ik 10~ 20, V5K - IEP I o 5 35 32 1510 Bh IR EE N
Biostat B Twin MO SLATEGE, 1537 4:4%Life technologies/A\]Pichia Fermentation
Process GuidelinesfiL B ¥ MEN10% , % E K IEEE30°C, pH5. 0, R HIMFE L, FF46 N

11
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F B 3T 15 S R0 R B IS il R BEIR JE 25°C L i S 72/ ININ THURE . 5 S e AR I T LT s
[0067] K 1AFT N, EA ST ERREEISEQ 1D NO: 9AHAL, I35 G/ SF Pk Ik Bk
XSSGAPPPS BTGB 2 4 A I GLP-2 58 AR ARl A 25 [, WISEQ 1D NO:10-11F123-275%f T K ¥
TR B e B 2 AL, i in b 7 G-W1-W2) mEEJo 5 (B[1B) , WISEQ 1D NO:12-22,
T R T 3 2 R R AN 28] B S5 1 B A 2 7

[0068]  sizjifaf4]3 : Fb & B 1 Y 43 S Ak

[0069] & St 51 27 FRAF ) R BEVR 228000 pm, 2 3 5 /00 30 43 BRI B 76, L REZ 252 v
VA (0.5M NaCl,20mM PB,pH 7.0) “FE#7/5GHDiamond Protein A BestChromeZ#rHE (JHAR
B (L) EMHEHRER AR , HREEMPRATH G R ZrP#B (0. 1M Gly-HC1,pH
3.0) Pl , B L/ 10WE AR K o AR (IM Tris-HCL,pHS. 0) #75 pHo N2 B F /KA B 2
B S /NT4ms/cem)5 , FREEZZZ A (20mM PB,pH 7.0) 45 5 I TOSOH Super Q 650-MZ
MTAE , FRIR 48 22 PR A4 5 RV I 22 #9B (0. M NaCl,20mM PB,pH 7.0) ¥/l . SuperQit
JBRAE i FHPBSIE BT B 48t o FH T 25 PIGLP- 25 A AR & 8 1 E A MBI 2 5T, HProtein AXfFc
FEFIR e e PR AT AL T Al 8 BR (OR 1T B Al AR XEAS) IS 5 65%) , 1T Super  QUIIBE 2 BRI H)
YRR WA AR I A B 1, DR SR 240 28 SR AR T o 35 93 GLP- 2 98 A A il 25 2 (1 Al AL B ot T ] 2
FIr s o B ZH B UK R FHIBCAVEINGE o

[0070] sy fo AR A g A B ERAL PR S A

[0071]  4ifk.45 3 () 25 (9 8 5 SDS-PAGE  SEC-HPLC . RP-HPLC . J5 1 &5 8 Ak, 2k JooAdy ) 25 5 . 20
K1~ ,GS1IbH RN EHED 5B IR S F & AN T XSSGAPPPS) —G/S- (G-Wi-
Wo) wiE 2 IR BE A GLP- 298 A A il & 25 4 #ESDS-PAGE | 2 88— 464 (K1B) , T & A T-44 40
29KD 73 EMARKERT? 2 [8] , H I A L BH 5 (1) B gy B AN SR A4, iy o i # e IR BE I GLP-2 R A%
PR & B R 2O B IR RE R R AR T H I 2 248 T 3 iR o FE R (BN RN
et fig iz

[0072] X HiSepax SRT SEC-300 (7.8%300mm,5um, 300A.) % 4l 44 1) k¢ 53k 4T SEC-HPLC 4y
. MBI 100mM PBS, pH6 . 4, 25 FEEE B, A T A LAG/ SHE N R IR ) GLP-2 R AL A4 Rl &
B (SEQ 1D NO:10-11A2SEQ 1D NO:23-27) LA o4 IKIISEQ 1D NO:9, I T G/S- (G-
Wi-Wo) miE 42 K BE I GLP-2 98 AR AR B A2 (1 (SEQ 1D NO:12-22) 7ESECHE I+ 2 5, H IF AR I
BH 2 1 SR AR B4 S /S B P A, T o 32 IR BE () GLP-2 8 {5 2 1 (SEQ 1D NO:9)
DL HH TR 2 A 2% i S SR AR U s 5 4h i3t — 20 5 AT XSSGAPPPS A ST SEQ 1D NO: 28-29[F] 4 A
H R EW BB ES GR) .

[0073]  3R3 GLP-25 A5 {ARl A& 8 1 7E SEC-HPLC_ [ AR & & 0 #r

[0074]

SEQ 1D NO: AR (%) SEQ TD NO: AR (%)
9 26 21 94

10 30 29 96

11 21 23 27

12 95 24 17

16 99 25 23

17 99 26 29

12
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18 98 27 21
19 96 28 89
20 94 29 91

[0075]  BAAA%%, JHAL 8 T4 F B I FEN TR B TR PR 2 1

[0076] T B R AR S &, B NS bR R 2L A & A P .

[0077] XM Phenomenex Jupiter C4 (4.6%150mm,5um,300A) X454k K+ 5 347 RP-HPLC
M IR0 1 % TFA+IK (A) 0. 1% TFA+Z.JE B) , 86 5% B-100%B (0-30min) . 45 H
R, NN T (XSSGAPPPS) u=G/S— (G-W1-W2) i 82 SR BE FIGLP-2 R AR A 8 1 /ERPAE L 2
BRI , T H A 3 2 B B TS YE S IR BE R GLP -2 5 AR A R & 2 1 U L R 22 AN P A, 55 e Yk &
RILF—E

[0078]  fifb )5 i AL S BEAT S 44, 45 BRI T (XSSGAPPPS) oG/ S— (G-Wi—We) wiZE 4%
IREERIGLP-2 5 8RR A SR R B 53 g o F & — 8 F0§ (=90%) , HAtE a5 TH
VK B2 RP—HPLCTE 144 WU 381 ity N P& gl (<10 %) 5 i HoAth [ GLP-2 R A (AR & 8 (1 H it 4
FEHNIEEE/D (520%) , K3 /N THERIR S FER FTER,

[0079]  SEZJita 5115 « A A/ 200 L 2 P A 0

[0080]  GLP-2fl & g [ 44 4041 i 25355 TS IR FH 2 D't 2 g 4 7 22 DR V2 o B GLP—2R
i B 220 LAY 40 B 23K FURLpCDNAS L 1 H , 4) 42 i . 2H 38 ORI pCDNAS . 1-GLP-2R,, [F] iy
P ER (Luciferase) 2K Fil% FpCRE-EGFPF R | , B #EGFPHE A , 49 B|pCRE-Luc H
H JBUkE o pCDNA3 . 1-GLP-2RAIpCRE-Luc i A #% B8 /R Lh 1 2 101 bL 45 5% L CHOZM ML , i e AR 4 3%
IARR, 3RS L GLP-2R/Luc—CHORR &4 41 o Ak

[0081]  7E10-cmZH a2 M A4 10 % FBSHI300ug/ml G4 18[KIDMEM/F1 235 3% 4% 3 41
Mo, SEC A A 90% LA, FE L5 R BIE, IO 2mL IR EG v Ak 2min 5, A 2m1 75 10 %6 FBSAH
300ng/ml GA18MDMEM/F1285 72 A AT, 5688 22 15m 1 B0 v, 800rpm &5 Labmin &, 77 25 |
&, N 2ml 710 % FBSHI300ug/ml G418HIDMEM/F123% 37 3 8 2, 1% FI & 10 % FBSHY
DMEM/F 1235 5% HE A B 41 M 22 3% 10°, 96 FLAR " A FLAH 100u 1, RIAEFL3 7T 40 Ml , W R Ji5 460 il 75
0.1%FBSHIDMEM/F128%5 55 L1557

[0082]  HE96ALAR AT 5 GG, B SL i 3h 24k i B4 8 9 % 0. 1 %6 FBSIH)
DMEM/F 1285 7R B B 22— R YIHR B, I B 40 f B5 7= 4L, 1001 /£L , 386 h f5A I .
HWRHilucifersae reporter kit (Ray Biotech,Cat:68-LuciR-S200) il -FEEEATH I 45
WIFE 3T o AN [F) 2 Kk T4 18] A7 BB RNG LP—2 598 A5 4 B i ) A FH 22 S S 380 A My e
AN AP T-SEQ 1D NO:9-118523-271M 5 , BARK ™A (SEit4) n] Ge it — D ss 1 42

T
[0083] 3% FHGLP-25 AR {Afil & 8 1 A SR AN PEAG T &5 2R
[0084]
SEQ ID NO: EC50 (nM) SEQ 1D NO: EC50 (nM)
9 85.8 20 13.1
10 80.2 21 14.4
11 92.6 22 12.5
12 25.8 23 82.4

13
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13 19.6 24 95.8
14 21.9 25 83.4
15 24.1 26 81.7
16 7.8 27 92.1
17 6.4 28 23.2
18 10.7 29 27.3
19 11.0 2 (A26) 1.8

[0085] it {4116 - A P Bl A2 24 250k

[0086]  JEAE AL ST 25 iE L 5 5 A0 I RO 40 e R B e e el AR R, TR S S
B W b Rz 4 M ) 454 5 1S B0 W R I 28 LIRS S B ILE 5 BRI IO R ) TR i
GLP-2C 4 I BN T i e 53 4 e B A 2 25 M P TR, elcE T 254 5 LR I i iE &6
FIEE 2% o 2SI Ji 4511300 3k A SRR B 25t 4% RHGLP -2 98 AR A4 R 5 2 1 1) A P A 3R 2k o

[0087]  SDK B, MEAfE %K, 2 NS4, FR2H6 R« 1) FRMENE (5-FU) +GLP-25845 K1 (SEQ 1D
NO: 16) ;2) FIRMENE (5-FU) +GLP-258 2542 (SEQ 1D NO:17) ;3) R MENE (5-FU) +GLP-2584%
3 (SEQ 1D NO:18) ;4) FREEIE (5-FU) +GLP-298 458444 (SEQ 1D NO:9) 5) SR EENE (5-FU) +
GLP-25875445 (SEQ 1D NO:10) ;6) F RS IE (5-FU) +GLP-298745 446 (SEQ 1D NO:25) ;7) iR
BEE (5-FU) +A R #h7K 5 8) AR Eh /K o e A HOK BRI AR T, 70 9 5-FURT 3R FF 4R T 427
K1) F416) BL25nmol /kg )& K R ESFGLP-258 A8 44 , B K — I 417) F18) 34 S AH [ 44
B AR K AR B HTR, A1) BAT) FEL45K L50mg/ kg 7= 18 s iE515-FU, B i
—IRIEF5-FUJG 247N, BT K BR AR o B FF K R IR I , E UK, SRR BRI /N KW
FHAEEE Eh K bl i, 0 & LK IR RAT IR 5 . 1 BN s S AR LL ], AN FIGLP-298 48
PRl A g 0 BB R AR R LSS R 3FT s

[0088] W3 HTR, 55-FU+AFE £h K i FEZH AL , GLP-298 A5 {4 1 264K RE HH ok Hb 2% 5-FU
XN R A 5 Frp SEARAR L -3 T A T RAZ AR 4-6 B A IR, i S B AE AR
1) 25 3850 5544 A A0 2 8 VAR T B o A3 2H P 6 R K B, 1) 24 2850 2 B0 - TR) 22 e v SR A1 22 (SD)
X HEAH , 5-FU+A 78 Eh 7K 20 , 5-FU+ 4844 1, 5-FU+ SR AF K2, 5-FU+R AR K3, 5-FU+5 48444 , 5-
FU+SS A4S , 5-FU+ZE A 4A6 (1 SD4 5194 . 21 +0.79,1.88+0.24,3.85+0.53,3.77+0.22,
3.58+0.73,2.48+0.44,2.76 0. 27f13.41+0.14.

14
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[0001]
[0002]
[0003]
[0004]
[0005]
[0006]
[0007]
[0008]
[0009]
[0010]
[0011]
[0012]
[0013]
[0014]
[0015]
[0016]
[0017]
[0018]
[0019]
[0020]
[0021]
[0022]
[0023]
[0024]
[0025]
[0026]
[0027]
[0028]
[0029]
[0030]
[0031]
[0032]
[0033]
[0034]
[0035]
[0036]
[0037]
[0038]

Feak

<110> WHTIE/RAEVFHTAR A 7

<120> —#H TRy 7 IiE pom ) Rl & B A

<130> DOER001

<160> 101

{170> PatentlIn version 3.5

<210> 1

<211> 33

<212> PRT

213> & A\ Fh (Homo sapiens)

<400> 1

His Ala Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn

1 5 10 15

Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
20 25 30

Asp

<210> 2

<211> 33

<212> PRT

213> Artificial

<220>

223> GLP-29¢45 {4

<400> 2

His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn

1 5 10 15

Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
20 25 30

Asp

<210> 3

<211> 30

<212> PRT

<213> Artificial

<2202

<223> GLP-257F {4

<400> 3

His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn

1 5 10 15

Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys

15
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[0039] 20 25 30

[0040] <210> 4

[0041] <211> 27

[0042]  <212> PRT

[0043] <213> Artificial

[0044]  <220>

[0045]  <223> GLP-2584A%{A

[0046]  <400> 4

[0047] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Tle Leu Asp Asn
[0048] 1 5 10 15
[0049] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile

[0050] 20 25

[0051] <210> 5

[0052] <211> 227

[0053] <212> PRT

[0054]  <213> & AFh (Homo sapiens)

[0055]  <400> 5

[0056] Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
[0057] 1 5 10 15
[0058] Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
[0059] 20 25 30

[0060] Tle Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His
[0061] 35 40 45

[0062] Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val
[0063] 50 hh 60

[0064] His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr
[0065] 65 70 75 80
[0066] Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
[0067] 85 90 95
[0068] Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
[0069] 100 105 110

[0070] Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
[0071] 115 120 125

[0072]  Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser
[0073] 130 135 140

[0074] Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
[0075] 145 150 1565 160
[0076]  Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
[0077] 165 170 175

16
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[0078] Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val
[0079] 180 185 190

[0080] Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
[0081] 195 200 205

[0082] His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
[0083] 210 2156 220

[0084] Pro Gly Lys

[0085] 225

[0086] <210> 6

[0087] <211> 229

[0088] <212> PRT

[0089] <213> & AFh (Homo sapiens)

[0090] <400> 6

[0091]  Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro Ala Pro Glu Phe
[0092] 1 5 10 15
[0093] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[0094] 20 25 30

[0095] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[0096] 35 40 45

[0097]  Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
[0098] 50 hh 60

[0099] Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser
[0100] 65 70 75 80
[0101]  Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[0102] 85 90 95
[0103] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
[0104] 100 105 110

[0105] Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[0106] 115 120 125

[0107]  Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln
[0108] 130 135 140

[0109] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
[0110] 145 150 1565 160
[0111]  Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[0112] 165 170 175
[0113]  Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
[0114] 180 185 190

[0115]  Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser
[0116] 195 200 205
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[0117]
[0118]
[0119]
[0120]
[0121]
[0122]
[0123]
[0124]
[0125]
[0126]
[0127]
[0128]
[0129]
[0130]
[0131]
[0132]
[0133]
[0134]
[0135]
[0136]
[0137]
[0138]
[0139]
[0140]
[0141]
[0142]
[0143]
[0144]
[0145]
[0146]
[0147]
[0148]
[0149]
[0150]
[0151]
[0152]
[0153]
[0154]
[0155]

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser

210

Leu Ser Leu Gly Lys

225

210> 7

211>
<212>
<213>

<220>

<223>

<400> 7

Asp
1
Gly
Ile
Glu
His
65
Arg
Lys
Glu
Tyr
Leu
145
Trp
Val

Asp

His

Lys

Pro

Ser

Asp

50

Asn

Val

Glu

Lys

Thr

130

Thr

Glu

Leu

Lys

Glu
210

226
PRT
Artificial

Thr His Thr

Ser
Arg
35

Pro
Ala
Val
Tyr
Thr
115
Leu
Cys
Ser
Asp
Ser

195
Ala

Val
20

Thr
Glu
Lys
Ser
Lys
100
Ile
Pro
Leu
Asn
Ser
180

Arg

Leu

5
Phe

Pro
Val
Thr
Val
85

Cys
Ser
Pro
Val
Gly
165
Asp

Trp

His

Cys

Leu

Glu

Lys

Lys

70

Leu

Lys

Lys

Ser

Lys

150

Gln

Gly

Gln

Asn

215

Pro

Phe

Val

Phe

95

Pro

Thr

Val

Ala

Arg

135

Gly

Pro

Ser

Gln

His
215

Pro
Pro
Thr
40

Asn
Arg
Val
Ser
Lys
120
Asp
Phe
Glu
Phe
Gly

200
Tyr

18

Cys
Pro
25

Cys
Trp
Glu
Leu
Asn
105
Gly
Glu
Tyr
Asn
Phe
185

Asn

Thr

N IEEREE I TGN E 5E X Fe R AR

Pro

10

Lys

Val

Tyr

Glu

His

90

Gln

Leu

Pro

Asn

170

Leu

Val

Gln

Ala

Pro

Val

Val

Gln

75

Gln

Ala

Pro

Thr

Ser

155

Tyr

Tyr

Phe

Lys

220

Pro

Lys

Val

Asp

60

Tyr

Asp

Leu

Arg

Lys

140

Asp

Lys

Ser

Ser

Ser
220

Glu

Asp

Asp

45

Gly

Ala

Trp

Pro

Glu

125

Asn

Ile

Thr

Lys

205
Leu

Leu

Thr

30

Val

Val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

190

Ser

Ser

Leu

15

Leu

Ser

Glu

Thr

Asn

95

Pro

Gln

Val

Val

Pro

175

Thr

Val

Leu

Gly

Met

His

Val

Tyr

80

Gly

Ile

Val

Ser

Glu

160

Pro

Val

Met

Ser
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[0156]
[0157]
[0158]
[0159]
[0160]
[0161]
[0162]
[0163]
[0164]
[0165]
[0166]
[0167]
[0168]
[0169]
[0170]
[0171]
[0172]
[0173]
[0174]
[0175]
[0176]
[0177]
[0178]
[0179]
[0180]
[0181]
[0182]
[0183]
[0184]
[0185]
[0186]
[0187]
[0188]
[0189]
[0190]
[0191]
[0192]
[0193]
[0194]

Pro
225

Gly

<210> 8

211>
<212>
<213>

<220>

<223>

<400> 8
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro

1

Leu

Leu

Ser

Glu

65

Thr

Asn

Ser

Gln

Val

145

Val

Pro

Thr

Val

Leu
225

Gly
Met
Gln
50

Val
Tyr
Gly
Ile
Val
130
Ser
Glu
Pro
Val
Met

210
Ser

228
PRT
Artificial

Gly
Ile
35

Glu
His
Arg
Lys
Glu
115
Tyr
Leu
Trp
Val
Asp
195
His

Leu

Pro
20

Ser
Asp
Asn
Val
Glu
100
Lys
Thr
Thr
Glu
Leu
180
Lys

Glu

Gly

5

Ser
Arg
Pro
Ala
Val
85

Tyr
Thr
Leu
Cys
Ser
165
Asp

Ser

Ala

Val
Thr
Glu
Lys
70

Ser
Lys
Ile
Pro
Leu
150
Asn
Ser

Arg

Leu

Phe
Pro
Val
55

Thr
Val
Cys
Ser
Pro
135
Val
Gly
Asp

Trp

His
215

Leu
Glu
40

Gln
Lys
Leu
Lys
Lys
120
Ser
Lys
Gln
Gly
Gln

200
Asn

19

Phe
25

Val
Phe
Pro
Thr
Val
105
Ala
Gln
Gly
Pro
Ser
185

Glu

His

NAEBRE 1 TeGARIE E X F e RAZ K

10

Pro

Thr

Asn

Arg

Val

90

Ser

Glu
Phe
Glu
170
Phe

Gly

Tyr

Cys

Pro

Cys

Trp

Glu

75

Leu

Asn

Gly

Glu

Tyr

155

Asn

Phe

Asn

Thr

Pro

Lys

Val

Tyr

60

Glu

His

Lys

Gln

Met

140

Pro

Asn

Leu

Val

Gln
220

Ala
Pro
Val
45

Val
Gln
Gln
Gly
Pro
125
Thr
Ser
Tyr
Tyr
Phe

205
Lys

Pro
Lys
30

Val
Asp
Phe
Asp
Leu
110
Arg
Lys
Asp
Lys
Ser
190

Ser

Ser

Glu
15

Asp
Asp
Gly
Ala
Trp
95

Pro
Glu
Asn
Ile
Thr
175
Arg

Cys

Leu

Phe

Thr

Val

Val

Ser

80

Leu

Ser

Pro

Gln

Ala

160

Thr

Leu

Ser

Ser
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[0195]
[0196]
[0197]
[0198]
[0199]
[0200]
[0201]
[0202]
[0203]
[0204]
[0205]
[0206]
[0207]
[0208]
[0209]
[0210]
[0211]
[0212]
[0213]
[0214]
[0215]
[0216]
[0217]
[0218]
[0219]
[0220]
[0221]
[0222]
[0223]
[0224]
[0225]
[0226]
[0227]
[0228]
[0229]
[0230]
[0231]
[0232]
[0233]

<210> 9
211> 261
<212> PRT
213> Artificial
<220>
223> GLP-2RAZ{K-hIgGA TR AR A
<400> 9
His Gly Asp Gly Ser Phe Ser Asp Glu Met
1 5 10
Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu
20 25
Asp Glu Ser Lys Tyr Gly Pro Pro Cys Pro
35 40
Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
50 55
Thr Leu Met Ile Ser Arg Thr Pro Glu Val
65 70
Val Ser Gln Glu Asp Pro Glu Val Gln Phe
85 90
Val Glu Val His Asn Ala Lys Thr Lys Pro
100 105
Ser Thr Tyr Arg Val Val Ser Val Leu Thr
115 120
Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
130 135
Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
145 150
Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
165 170
Gln Val Ser Leu Thr Cys Leu Val Lys Gly
180 185
Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
195 200
Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
210 215
Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
225 230
Ser Val Met His Glu Ala Leu His Asn His
245 250

20

Asn
Ile
Pro
Pro
Thr
75

Asn
Arg
Val
Ser
Lys
155
Glu
Phe
Glu
Phe
Gly

235
Tyr

Thr
Gln
Cys
Pro
60

Cys
Trp
Glu
Leu
Asn
140
Gly
Glu
Tyr
Asn
Phe
220

Asn

Thr

Ile

Thr

Pro

45

Lys

Val

Tyr

Glu

His

125

Gln

Met

Pro

Asn

205

Leu

Val

Gln

Leu
Lys
30

Ala
Pro
Val
Val
Gln
110
Gln
Gly
Pro
Thr
Ser
190
Tyr
Tyr

Phe

Lys

Asp
15

Ile
Pro
Lys
Val
Asp
95

Phe
Asp
Leu
Arg
Lys
175
Asp
Lys
Ser

Ser

Ser
255

Asn
Thr
Glu
Asp
Asp
80

Gly
Ala
Trp
Pro
Glu
160
Asn
Ile
Thr
Arg
Cys

240

Leu
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[0234]
[0235]
[0236]
[0237]
[0238]
[0239]
[0240]
[0241]
[0242]
[0243]
[0244]
[0245]
[0246]
[0247]
[0248]
[0249]
[0250]
[0251]
[0252]
[0253]
[0254]
[0255]
[0256]
[0257]
[0258]
[0259]
[0260]
[0261]
[0262]
[0263]
[0264]
[0265]
[0266]
[0267]
[0268]
[0269]
[0270]
[0271]
[0272]

Ser Leu Ser Leu Gly

260
<210> 10
<211> 266
<212> PRT
213> Artificial
<220>

223> GLP-2RASAR-TEFHE-h TG4 TRAL A
<400> 10
His Gly Asp Gly Ser Phe Ser Asp Glu Met
1 5 10
Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu
20 25
Asp Gly Gly Gly Gly Ser Glu Ser Lys Tyr
35 40
Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro
50 55
Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
65 70
Cys Val Val Val Asp Val Ser Gln Glu Asp
85 90
Trp Tyr Val Asp Gly Val Glu Val His Asn
100 105
Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val
115 120
Leu His Gln Asp Trp Leu Asn Gly Lys Glu
130 135
Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys
145 150
Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
165 170
Glu Met Thr Lys Asn Gln Val Ser Leu Thr
180 185
Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
195 200
Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
210 215
Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys
225 230

21

Asn

Ile

Gly

Ser

Arg

75

Pro

Ala

Val

Tyr

Thr

155

Leu

Cys

Ser

Asp

Ser
235

Thr
Gln
Pro
Val
60

Thr
Glu
Lys
Ser
Lys
140
Ile
Pro
Leu
Asn
Ser

220
Arg

Ile
Thr
Pro
45

Phe
Pro
Val
Thr
Val
125
Cys
Ser
Pro
Val
Gly
205

Asp

Trp

Leu
Lys
30

Cys
Leu
Glu
Gln
Lys
110
Leu
Lys
Lys
Ser
Lys
190
Gln

Gly

Gln

Asp
15

Ile
Pro
Phe
Val
Phe
95

Pro
Thr
Val
Ala
Gln
175
Gly
Pro

Ser

Glu

Asn

Thr

Pro

Pro

Thr

80

Asn

Arg

Val

Ser

Lys

160

Glu

Phe

Glu

Phe

Gly
240
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[0273]
[0274]
[0275]
[0276]
[0277]
[0278]
[0279]
[0280]
[0281]
[0282]
[0283]
[0284]
[0285]
[0286]
[0287]
[0288]
[0289]
[0290]
[0291]
[0292]
[0293]
[0294]
[0295]
[0296]
[0297]
[0298]
[0299]
[0300]
[0301]
[0302]
[0303]
[0304]
[0305]
[0306]
[0307]
[0308]
[0309]
[0310]
[0311]

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr

245

250

Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

<210> 11

211> 276
<212> PRT

213> Artificial

(220>
<223> GLP-2587 1A it -h1gG4 5B ik

<400> 11

His Gly Asp

1

Leu

Asp

Glu

Leu

65

Leu

Ser

Glu

Thr

Asn

145

Ser

Gln

Val

Val

Ala
Gly
Ser
50

Gly
Met
Gln
Val
Tyr
130
Gly
Ile
Val

Ser

Glu
210

Ala
Gly
35

Lys
Gly
Ile
Glu
His
115
Arg
Lys
Glu
Tyr
Leu

195
Trp

260

Gly
Arg
20

Gly
Tyr
Pro
Ser
Asp
100
Asn
Val
Glu
Lys
Thr
180

Thr

Glu

Ser
5
Asp
Gly
Gly
Ser
Arg
85
Pro
Ala
Val
Tyr
Thr
165
Leu

Cys

Ser

Phe

Phe

Ser

Pro

Val

70

Thr

Glu

Lys

Ser

Lys

150

Ile

Pro

Leu

Asn

Ser

Ile

Gly

Pro

95

Phe

Pro

Val

Thr

Val

135

Cys

Ser

Pro

Val

Gly
215

Asp
Asn
Gly
40

Cys
Leu
Glu
Gln
Lys
120
Leu
Lys
Lys
Ser
Lys

200
Gln

22

265

Glu Met
10

Trp Leu

25

Gly Gly

Pro Pro

Phe Pro

Val Thr
90

Phe Asn

105

Pro Arg

Thr Val

Val Ser

Ala Lys
170

Gln Glu

185

Gly Phe

Pro Glu

Asn

Ile

Ser

Pro
75
Cys

Glu
Leu
Asn
155

Gly

Glu

Asn

Thr

Gln

Gly

Pro

60

Lys

Val

Tyr

Glu

His

140

Lys

Gln

Met

Pro

Asn
220

Ile
Thr
Gly
45

Ala
Pro
Val
Val
Gln
125
Gln
Gly
Pro
Thr
Ser

205
Tyr

Leu
Lys
30

Gly
Pro
Lys
Val
Asp
110
Phe
Asp
Leu
Arg
Lys
190

Asp

Lys

255

Asp
15

Ile
Gly
Glu
Asp
Asp
95

Gly
Ala
Trp
Pro
Glu
175
Asn

Ile

Thr

Asn

Thr

Ser

Phe

Thr

80

Val

Val

Ser

Leu

Ser

160

Pro

Gln

Ala

Thr
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[0312]
[0313]
[0314]
[0315]
[0316]
[0317]
[0318]
[0319]
[0320]
[0321]
[0322]
[0323]
[0324]
[0325]
[0326]
[0327]
[0328]
[0329]
[0330]
[0331]
[0332]
[0333]
[0334]
[0335]
[0336]
[0337]
[0338]
[0339]
[0340]
[0341]
[0342]
[0343]
[0344]
[0345]
[0346]
[0347]
[0348]
[0349]
[0350]

Pro Pro Val Leu Asp Ser Asp Gly Ser
225 230
Thr Val Asp Lys Ser Arg Trp Gln Glu
245
Val Met His Glu Ala Leu His Asn His
260 265
Leu Ser Leu Gly
275
<210> 12
<211> 269
<212> PRT
213> Artificial
<220>
223> GLP-2RARAR-TEFEHE-h TG4 TR ALAA
<400> 12
His Gly Asp Gly Ser Phe Ser Asp Glu
1 5
Leu Ala Ala Arg Asp Phe Ile Asn Trp
20 25
Asp Gly Gly Gly Gly Ser Gly Pro Ala
35 40
Cys Pro Pro Cys Pro Ala Pro Glu Phe
50 55
Leu Phe Pro Pro Lys Pro Lys Asp Thr
65 70
Glu Val Thr Cys Val Val Val Asp Val
85
Gln Phe Asn Trp Tyr Val Asp Gly Val
100 105
Lys Pro Arg Glu Glu Gln Phe Ala Ser
115 120
Leu Thr Val Leu His Gln Asp Trp Leu
130 135
Lys Val Ser Asn Lys Gly Leu Pro Ser
145 150
Lys Ala Lys Gly Gln Pro Arg Glu Pro
165
Ser Gln Glu Glu Met Thr Lys Asn Gln
180 185

23

Phe
Gly

250
Tyr

Met
10

Leu
Glu
Leu
Leu
Ser
90

Glu
Thr
Asn
Ser
Gln

170
Val

Phe Leu Tyr Ser

235

Asn

Thr

Asn
Ile
Ser
Gly
Met
75

Gln

Val

Gly
Tle
155
Val

Ser

Val Phe Ser

Gln Lys Ser

Thr
Gln
Lys
Gly
60

Ile
Glu
His
Arg
Lys
140
Glu

Tyr

Leu

Ile
Thr
Tyr
45

Pro
Ser
Asp
Asn
Val
125
Glu
Lys

Thr

Thr

270

Leu

30

Gly

Ser

Pro
Ala
110
Val
Tyr
Thr

Leu

Cys
190

Arg
Cys

255

Leu

Asp
15

Ile
Pro
Val
Thr
Glu
95

Lys
Ser
Lys
Ile
Pro

175

Leu

Leu
240

Ser

Ser

Asn
Thr
Pro
Phe
Pro
80

Val
Thr
Val
Cys
Ser
160

Pro

Val
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[0351] Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
[0352] 195 200 205

[0353] Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
[0354] 210 215 220

[0355] Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
[0356] 225 230 235 240
[0357] Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
[0358] 245 250 255
[0359] Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0360] 260 265

[0361] <210> 13

[0362] <211> 272

[0363] <212> PRT

[0364] <213> Artificial

[0365]  <220>

[0366]  <223> GLP-23RAAK—TEFLHE-h1gC1 AL

[0367]  <400> 13

[0368] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0369] 1 5 10 15
[0370] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0371] 20 25 30

[0372] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Gln Asp Lys
[0373] 35 40 45

[0374]  Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro
[0375] 50 55 60

[0376] Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser
[0377] 65 70 75 80
[0378] Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp
[0379] 85 90 95
[0380] Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn
[0381] 100 105 110

[0382] Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr Tyr Arg Val
[0383] 115 120 125

[0384] Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu
[0385] 130 135 140

[0386] Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys
[0387] 145 150 1565 160
[0388] Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
[0389] 165 170 175

24



F 5 &

CN 107987170 B 11/51 1L
[0390] Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr
[0391] 180 185 190

[0392] Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu
[0393] 195 200 205

[0394]  Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu
[0395] 210 2156 220

[0396] Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys
[0397] 225 230 235 240
[0398] Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu
[0399] 245 250 255
[0400] Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
[0401] 260 265 270

[0402] <210> 14

[0403] <211> 279

[0404]  <212> PRT

[0405] <213> Artificial

[0406] <220>

[0407]  <223> GLP-2RAAK—TEFEHE-h1gCATRALIE

[0408] <400> 14

[0409] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0410] 1 5 10 15
[0411]  Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0412] 20 25 30

[0413]  Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[0414] 35 40 45

[0415]  Gly Pro Ala Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
[0416] 50 hh 60

[0417]  Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
[0418] 65 70 75 80
[0419] Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val
[0420] 85 90 95
[0421]  Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val
[0422] 100 105 110

[0423]  Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
[0424] 115 120 125

[0425] Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
[0426] 130 135 140

[0427]  Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
[0428] 145 150 1565 160

25
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[0429] Leu Pro Ser Ser Ile Glu Lys Thr ITle Ser Lys Ala Lys Gly Gln Pro
[0430] 165 170 175
[0431]  Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
[0432] 180 185 190

[0433] Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
[0434] 195 200 205

[0435] Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
[0436] 210 2156 220

[0437] Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
[0438] 225 230 235 240
[0439] Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe
[0440] 245 250 255
[0441]  Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
[0442] 260 265 270

[0443]  Ser Leu Ser Leu Ser Leu Gly

[0444] 275

[0445]  <210> 15

[0446] <211> 289

[0447]  <212> PRT

[0448] <213> Artificial

[0449]  <220>

[0450]  <223> GLP-2RARAR—TEFEHE-h1gGA TR AL A

[0451]  <400> 15

[0452] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0453] 1 b 10 15
[0454]  Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0455] 20 25 30

[0456] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[0457] 35 40 45

[0458]  Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Asp Glu Ser Lys
[0459] 50 55 60

[0460] Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
[0461] 65 70 75 80
[0462]  Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
[0463] 85 90 95
[0464]  Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
[0465] 100 105 110

[0466]  Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
[0467] 115 120 125

26
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[0468] Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg
[0469] 130 135 140

[0470] Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
[0471] 145 150 155 160
[0472] Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
[0473] 165 170 175
[0474] Lys Thr Tle Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
[0475] 180 185 190

[0476] Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
[0477] 195 200 205

[0478] Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
[0479] 210 2156 220

[0480] Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
[0481] 225 230 235 240
[0482] Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
[0483] 245 250 255
[0484] Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
[0485] 260 265 270

[0486] Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
[0487] 275 280 285

[0488] Gly

[0489] <210> 16

[0490] <211> 277

[0491]  <212> PRT

[0492] <213> Artificial

[0493]  <220>

[0494]  <223> GLP-2ARAK-TEHEHE-h TG4 AL IA

[0495]  <400> 16

[0496] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0497] 1 5 10 15
[0498] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0499] 20 25 30

[0500] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Pro Gly Pro
[0501] 35 40 45

[0502] Ala Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu
[0503] 50 5H 60

[0504] Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp
[0505] 65 70 75 80
[0506] Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp

27
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[0507] 856 90 95
[0508] Val Ser Gln Glu Asp Pro Glu Val GIn Phe Asn Trp Tyr Val Asp Gly
[0509] 100 105 110

[0510] Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Ala
[0511] 115 120 125

[0512] Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp
[0513] 130 135 140

[0514] Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro
[0515] 145 150 155 160
[0516] Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu
[0517] 165 170 175
[0518] Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn
[0519] 180 185 190

[0520] Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile
[0521] 195 200 205

[0522] Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr
[0523] 210 2156 220

[0524]  Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg
[0525] 225 230 235 240
[0526] Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys
[0527] 245 250 255
[0528] Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu
[0529] 260 265 270

[0530] Ser Leu Ser Leu Gly

[0531] 275

[0532] <210> 17

[0533] <211> 275

[0534]  <212> PRT

[0535] <213> Artificial

[0536] <220

[0537]  <223> GLP-2RR/BIA-TEHRE-h1gG 1 RAZ /A

[0538]  <400> 17

[0539] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0540] 1 5 10 15
[0541] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0542] 20 25 30

[0543] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Pro Gly Pro
[0544] 35 40 45

[0545] Ala Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu

28
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[0546] 50 hh 60

[0547] Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
[0548] 65 70 75 80
[0549] Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
[0550] 856 90 95
[0551] His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu
[0552] 100 105 110

[0553] Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Ala Ser Thr
[0554] 115 120 125

[0555] Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
[0556] 130 135 140

[0557] Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro
[0558] 145 150 155 160
[0559] Tle Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
[0560] 165 170 175
[0561]  Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val
[0562] 180 185 190

[0563] Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
[0564] 195 200 205

[0565] Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
[0566] 210 215 220

[0567]  Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr
[0568] 225 230 235 240
[0569] Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val
[0570] 245 250 255
[0571] Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
[0572] 260 265 270

[0573]  Ser Pro Gly

[0574] 275

[0575]  <210> 18

[0576]  <211> 280

[0577]  <212> PRT

[0578] <213> Artificial

[0579]  <220>

[0580]  <223> GLP-29 1AM -h1gG4 R AL 1

[0581]  <400> 18

[0582] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0583] | 5 10 15
[0584] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
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[0585] 20 25 30

[0586] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Glu Gly Ala
[0587] 35 40 45

[0588] Pro Gly Pro Ser Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro
[0589] 50 hh 60

[0590] Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
[0591] 65 70 75 80
[0592] Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val
[0593] 85 90 95
[0594] Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr
[0595] 100 105 110

[0596] Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
[0597] 115 120 125

[0598] Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His
[0599] 130 135 140

[0600] Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys
[0601] 145 150 155 160
[0602] Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
[0603] 165 170 175
[0604]  Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met
[0605] 180 185 190

[0606] Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
[0607] 195 200 205

[0608] Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
[0609] 210 215 220

[0610] Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
[0611] 225 230 235 240
[0612]  Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val
[0613] 245 250 255
[0614]  Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
[0615] 260 265 270

[0616] Lys Ser Leu Ser Leu Ser Leu Gly

[0617] 275 280

[0618]  <210> 19

[0619] <211> 286

[0620]  <212> PRT

[0621]  <213> Artificial

[0622]  <220>

[0623]  <223> GLP-2RARAA—-TEFLHE-hTgCA TR AR A
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[0624]  <400> 19

[0625] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Tle Leu Asp Asn
[0626] 1 5 10 15
[0627] Leu Ala Ala Arg Asp Phe Tle Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0628] 20 25 30

[0629] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Ser Gly Ala
[0630] 35 40 45

[0631]  Pro Gly Pro Pro Gly Pro Glu Gly Pro Ala Glu Ser Lys Tyr Gly Pro
[0632] 50 hh 60

[0633] Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
[0634] 65 70 75 80
[0635] Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
[0636] 85 90 95
[0637]  Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
[0638] 100 105 110

[0639] Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
[0640] 115 120 125

[0641]  Thr Lys Pro Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser
[0642] 130 135 140

[0643]  Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
[0644] 145 150 155 160
[0645] Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
[0646] 165 170 175
[0647]  Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro
[0648] 180 185 190

[0649]  Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
[0650] 195 200 205

[0651]  Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
[0652] 210 215 220

[0653] Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
[0654] 225 230 235 240
[0655] Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
[0656] 245 250 255
[0657]  Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
[0658] 260 265 270

[0659] His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0660] 275 280 285

[0661]  <210> 20

[0662] <211> 298
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[0663]  <212> PRT

[0664] <213> Artificial

[0665]  <220>

[0666]  <223> GLP-2RAAA—TEILHE-h1gCATRAL A

[0667]  <400> 20

[0668] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Tle Leu Asp Asn
[0669] 1 5 10 15
[0670] Leu Ala Ala Arg Asp Phe Tle Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0671] 20 25 30

[0672]  Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Ser Gly Ala
[0673] 35 40 45

[0674]  Pro Gly Pro Pro Gly Pro Ser Gly Ala Pro Gly Pro Pro Gly Pro Ser
[0675] 50 55 60

[0676] Gly Ala Pro Gly Pro Pro Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro
[0677] 65 70 75 80
[0678] Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro
[0679] 85 90 95
[0680] Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr
[0681] 100 105 110

[0682] Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn
[0683] 115 120 125

[0684]  Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
[0685] 130 135 140

[0686] Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
[0687] 145 150 155 160
[0688] Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
[0689] 165 170 175
[0690] Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys
[0691] 180 185 190

[0692] Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu
[0693] 195 200 205

[0694]  Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
[0695] 210 215 220

[0696]  Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
[0697] 225 230 235 240
[0698] Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
[0699] 245 250 2bH
[0700] Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly
[0701] 260 265 270
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[0702]
[0703]
[0704]
[0705]
[0706]
[0707]
[0708]
[0709]
[0710]
[0711]
[0712]
[0713]
[0714]
[0715]
[0716]
[0717]
[0718]
[0719]
[0720]
[0721]
[0722]
[0723]
[0724]
[0725]
[0726]
[0727]
[0728]
[0729]
[0730]
[0731]
[0732]
[0733]
[0734]
[0735]
[0736]
[0737]
[0738]
[0739]
[0740]

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr

275

280

Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

<210> 21

290

211> 316
<212> PRT

213> Artificial

<220>

<223> GLP-2587 1A it -h1gG4 5B ik
400> 21

His Gly Asp

1

Leu
Asp
Pro
Gly
65

Pro
Pro
Phe
Val
Phe
145
Pro
Thr

Val

Ala

Ala
Gly
Gly
50

Glu
Ala
Pro
Pro
Thr
130
Asn
Arg
Val

Ser

Lys
210

Ala
Gly
35

Pro
Pro
Gly
Cys
Pro
115
Cys
Trp
Glu
Leu
Asn

195
Gly

295

Gly Ser Phe Ser Asp

Arg
20

Gly
Ser
Gly

Glu

Pro
100
Lys

Val
Tyr
Glu
His
180

Lys

Gln

5
Asp

Gly
Gly
Pro
Pro
85

Ala
Pro
Val
Val
Gln
165
Gln

Gly

Pro

Phe
Ser
Pro
Ser
70

Gly
Pro
Lys
Val
Asp
150
Phe
Asp

Leu

Arg

Ile
Gly
Ala
55

Gly
Pro
Glu
Asp
Asp
135
Gly
Ala
Trp

Pro

Glu
215

Asn
Gly
40

Gly
Pro
Ser
Phe
Thr
120
Val
Val
Ser
Leu
Ser

200
Pro

33

Glu
Trp
25

Gly
Glu
Ala
Glu
Leu
105
Leu
Ser
Glu
Thr
Asn
185

Ser

Gln

Met
10

Leu
Gly
Pro
Gly
Ser
90

Gly
Met
Gln
Val
Tyr
170
Gly

Tle

Val

Asn

Ile

Ser

Gly

Glu

75

Lys

Gly

Ile

Glu

His

155

Arg

Lys

Glu

Tyr

Thr
Gln
Gly
Pro
60

Pro
Tyr
Pro
Ser
Asp
140
Asn

Val

Glu

Thr
220

285

Ile
Thr
Pro
45

Ser
Gly
Gly
Ser
Arg
125
Pro
Ala
Val
Tyr
Thr

205
Leu

Leu
Lys
30

Ala
Gly
Pro
Pro
Val
110
Thr
Glu
Lys
Ser
Lys
190

Ile

Pro

Asp
15

Ile
Gly
Pro
Ser
Pro
95

Phe
Pro
Val
Thr
Val
175
Cys

Ser

Pro

Asn
Thr
Glu
Ala
Gly
80

Cys
Leu
Glu
Gln
Lys
160

Leu

Lys

Ser
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[0741]  Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
[0742] 225 230 235 240
[0743] Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
[0744] 245 250 255
[0745]  Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
[0746] 260 265 270

[0747]  Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln
[0748] 275 280 285

[0749] Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
[0750] 290 295 300

[0751] His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0752] 305 310 315

[0753] <210> 22

[0754] <211> 331

[0755]  <212> PRT

[0756] <213> Artificial

[0757]  <220>

[0758]  <223> GLP-2RARAK—TEFEHE-h1gCATRAL A

[0759]  <400> 22

[0760] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0761] 1 5 10 15
[0762] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0763] 20 25 30

[0764] Asp Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Pro Gly Pro
[0765] 35 40 45

[0766] Ala Gly Pro Pro Gly Pro Ala Gly Pro Pro Gly Pro Ala Gly Pro Pro
[0767] 50 55 60

[0768] Gly Pro Ala Gly Pro Pro Gly Pro Ala Gly Pro Pro Gly Pro Ala Gly
[0769] 65 70 75 80
[0770]  Pro Pro Gly Pro Ala Gly Pro Pro Gly Pro Ala Gly Pro Pro Gly Pro
[0771] 85 90 95
[0772] Ala Gly Pro Pro Gly Pro Ala Glu Ser Lys Tyr Gly Pro Pro Cys Pro
[0773] 100 105 110

[0774]  Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
[0775] 115 120 125

[0776]  Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val
[0777] 130 135 140

[0778]  Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe
[0779] 145 150 1565 160
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[0780] Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
[0781] 165 170 175
[0782] Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr
[0783] 180 185 190
[0784] Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
[0785] 195 200 205
[0786] Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Tle Ser Lys Ala
[0787] 210 2156 220
[0788] Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
[0789] 225 230 235 240
[0790] Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
[0791] 245 250 255
[0792] Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
[0793] 260 265 270
[0794]  Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
[0795] 275 280 285
[0796] Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
[0797] 290 295 300
[0798] Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
[0799] 305 310 3156 320
[0800] Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
[0801] 325 330
[0802] <210> 23
[0803] <211> 270
[0804]  <212> PRT
[0805] <213> Artificial
[0806]  <220>
[0807]  <223> GLP-2RASK—ZEHEHE-hTgGAT AL 1
[0808]  <400> 23
[0809] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0810] 1| 5 10 15
[0811] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[0812] 20 25 30
[0813] Asp Pro Ser Ser Gly Ala Pro Pro Pro Ser Glu Ser Lys Tyr Gly Pro
[0814] 35 40 45
[0815]  Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val
[0816] 50 5H 60
[0817]  Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr
[0818] 65 70 75 80
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[0819] Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu
[0820] 85 90 95
[0821] Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys
[0822] 100 105 110

[0823] Thr Lys Pro Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser
[0824] 115 120 125

[0825] Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys
[0826] 130 135 140

[0827] Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile
[0828] 145 150 155 160
[0829] Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro
[0830] 165 170 175
[0831] Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu
[0832] 180 185 190

[0833] Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn
[0834] 195 200 205

[0835] Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
[0836] 210 2156 220

[0837] Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg
[0838] 225 230 235 240
[0839] Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu
[0840] 245 250 255
[0841] His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0842] 260 265 270

[0843] <210> 24

[0844] <211> 260

[0845]  <212> PRT

[0846] <213> Artificial

[0847] <220

[0848]  <223> GLP-297 1A &A% -h1gG4 R AL 1k

[0849]  <400> 24

[0850] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0851] 1 5 10 15
[0852] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gly Gly Gly Gly Ser
[0853] 20 25 30

[0854] Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe
[0855] 35 40 45

[0856] Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
[0857] 50 5h) 60
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[0858] Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val
[0859] 65 70 75 80
[0860] Ser GIn Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
[0861] 856 90 95
[0862] Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Ala Ser
[0863] 100 105 110

[0864] Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
[0865] 115 120 125

[0866] Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
[0867] 130 135 140

[0868] Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
[0869] 145 150 155 160
[0870] Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln
[0871] 165 170 175
[0872] Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
[0873] 180 185 190

[0874] Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
[0875] 195 200 205

[0876] Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
[0877] 210 2156 220

[0878] Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser
[0879] 225 230 235 240
[0880] Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
[0881] 245 250 255
[0882] Leu Ser Leu Gly

[0883] 260

[0884] <210> 25

[0885]  <211> 268

[0886] <212> PRT

[0887] <213> Artificial

[0888] <220

[0889]  <223> GLP-29 1AM -h1gG4 R AL 1

[0890]  <400> 25

[0891] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0892] 1| 5 10 15
[0893] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Gly Gly
[0894] 20 25 30

[0895] Gly Gly Ser Gly Gly Gly Gly Ser Glu Ser Lys Tyr Gly Pro Pro Cys
[0896] 35 40 45
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[0897] Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu
[0898] 50 hh 60

[0899] Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu
[0900] 65 70 75 80
[0901]  Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln
[0902] 856 90 95
[0903] Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
[0904] 100 105 110

[0905] Pro Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu
[0906] 115 120 125

[0907]  Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
[0908] 130 135 140

[0909] Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys
[0910] 145 150 155 160
[0911]  Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser
[0912] 165 170 175
[0913]  Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
[0914] 180 185 190

[0915] Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
[0916] 195 200 205

[0917]  Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
[0918] 210 215 220

[0919]  Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln
[0920] 225 230 235 240
[0921]  Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
[0922] 245 250 255
[0923] His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0924] 260 265

[0925] <210> 26

[0926] <211> 269

[0927]  <212> PRT

[0928] <213> Artificial

[0929]  <220>

[0930]  <223> GLP-20/B A& HeHE-h1gG4 R AL 1

[0931]  <400> 26

[0932] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0933] 1 5 10 15
[0934] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Pro Ser Ser Gly Ala
[0935] 20 25 30
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[0936] Pro Pro Pro Ser Gly Gly Gly Gly Ser Glu Ser Lys Tyr Gly Pro Pro
[0937] 35 40 45

[0938] Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe
[0939] 50 hh 60

[0940] Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro
[0941] 65 70 75 80
[0942] Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val
[0943] 856 90 95
[0944]  Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
[0945] 100 105 110

[0946] Lys Pro Arg Glu Glu Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val
[0947] 115 120 125

[0948] Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
[0949] 130 135 140

[0950] Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser
[0951] 145 150 155 160
[0952] Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
[0953] 165 170 175
[0954] Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
[0955] 180 185 190

[0956] Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
[0957] 195 200 205

[0958] Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp
[0959] 210 215 220

[0960] Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp
[0961] 225 230 235 240
[0962] Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His
[0963] 245 250 255
[0964]  Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

[0965] 260 265

[0966]  <210> 27

[0967] <211> 280

[0968] <212> PRT

[0969]  <213> Artificial

[0970]  <220>

[0971]  <223> GLP-29 B {A &M -h1gG4 R AL 1

[0972]  <400> 27

[0973] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[0974] 1 5 10 15
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[0975] Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Asn Gly
[0976] 20 25 30

[0977] Gly Pro Ser Ser Gly Ala Pro Pro Pro Ser Gly Gly Gly Gly Ser Gly
[0978] 35 40 45

[0979] Gly Gly Gly Ser Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro
[0980] 50 hh 60

[0981] Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
[0982] 65 70 75 80
[0983] Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val
[0984] 856 90 95
[0985] Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr
[0986] 100 105 110

[0987] Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
[0988] 115 120 125

[0989] Gln Phe Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His
[0990] 130 135 140

[0991]  Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys
[0992] 145 150 155 160
[0993] Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
[0994] 165 170 175
[0995] Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met
[0996] 180 185 190

[0997]  Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
[0998] 195 200 205

[0999] Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
[1000] 210 215 220

[1001]  Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
[1002] 225 230 235 240
[1003]  Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val
[1004] 245 250 265
[1005] Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
[1006] 260 265 270

[1007] Lys Ser Leu Ser Leu Ser Leu Gly

[1008] 275 280

[1009] <210> 28

[1010] <211> 278

[1011]  <212> PRT

[1012]
[1013]

213> Artificial

<220>
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[1014]  <223> GLP-2RAAA—TEILHE-h1gCA TR AL A

[10158]  <400> 28

[1016] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Tle Leu Asp Asn
[1017] 1 5 10 15
[1018] Leu Ala Ala Arg Asp Phe Tle Asn Trp Leu Ile Asn Gly Gly Pro Ser
[1019] 20 25 30

[1020] Ser Gly Ala Pro Pro Pro Ser Gly Gly Gly Gly Ser Gly Pro Ala Gly
[1021] 35 40 45

[1022]  Pro Asn Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro
[1023] 50 hh 60

[1024] Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
[1025] 65 70 75 80
[1026] Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
[1027] 856 90 95
[1028] Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp
[1029] 100 105 110

[1030] Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe
[1031] 115 120 125

[1032] Ala Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
[1033] 130 135 140

[1034]  Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
[1035] 145 150 155 160
[1036] Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
[1037] 165 170 175
[1038] Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys
[1039] 180 185 190

[1040] Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
[1041] 195 200 205

[1042] Tle Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
[1043] 210 215 220

[1044]  Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
[1045] 225 230 235 240
[1046] Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser
[1047] 245 250 265
[1048] Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
[1049] 260 265 270

[1050] Leu Ser Leu Ser Leu Gly

[1051] 275

[1052] <210> 29
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[1053] <211> 275

[1054]  <212> PRT

[1055]  <213> Artificial

[1056] <220>

[1057]  <223> GLP-2RAAKA—TEILHE-h1gCA TR AL A

[1058]  <400> 29

[1059] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Tle Leu Asp Asn
[1060] 1 5 10 15
[1061] Leu Ala Ala Arg Asp Phe Tle Asn Trp Leu Ile Gln Thr Lys Pro Ser
[1062] 20 25 30

[1063] Ser Gly Ala Pro Pro Pro Ser Gly Gly Gly Gly Ser Gly Pro Ala Glu
[1064] 35 40 45

[1065] Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu
[1066] 50 hh 60

[1067] Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
[1068] 65 70 75 80
[1069] Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser
[1070] 85 90 95
[1071]  Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu
[1072] 100 105 110

[1073]  Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Ala Ser Thr
[1074] 115 120 125

[1075]  Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
[1076] 130 135 140

[1077]  Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser
[1078] 145 150 155 160
[1079] Tle Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
[1080] 165 170 175
[1081]  Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val
[1082] 180 185 190

[1083]  Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
[1084] 195 200 205

[1085]  Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
[1086] 210 215 220

[1087]  Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr
[1088] 225 230 235 240
[1089] Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val
[1090] 245 250 255
[1091] Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
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[1092]
[1093]
[1094]
[1095]
[1096]
[1097]
[1098]
[1099]
[1100]
[1101]
[1102]
[1103]
[1104]
[1105]
[1106]
[1107]
[1108]
[1109]
[1110]
[1111]
[1112]
[1113]
[1114]
[1115]
[1116]
[1117]
[1118]
[1119]
[1120]
[1121]
[1122]
[1123]
[1124]
[1125]
[1126]
[1127]
[1128]
[1129]
[1130]

260 265 270

Ser Leu Gly
275

<210> 30
211> 16
<212> PRT
213> Artificial
220>
223> HEHAE
<400> 30
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Pro Gly Pro Ala
1 5 10 15
<210> 31
211> 19
<212> PRT
213> Artificial
<220>
<223> TEIEHE
<400> 31
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Glu Gly Ala Pro
1 5 10 15
Gly Pro Ser
<210> 32
211> 25
<212> PRT
213> Artificial
<2202
223> HLHE
<400> 32
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Pro Ser Gly Ala Pro
1 5 10 15
Gly Pro Pro Gly Pro Glu Gly Pro Ala

20 25
<210> 33
<211> 814
<212> DNA
<213> Artificial
<220>
223> GLP-2AZ{A-h1gGARAZA
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[1131]
[1132]
[1133]
[1134]
[1135]
[1136]
[1137]
[1138]
[1139]
[1140]
[1141]
[1142]
[1143]
[1144]
[1145]
[1146]
[1147]
[1148]
[1149]
[1150]
[1151]
[1152]
[1153]
[1154]
[1155]
[1156]
[1157]
[1158]
[1159]
[1160]
[1161]
[1162]
[1163]
[1164]
[1165]
[1166]
[1167]
[1168]
[1169]

<400> 33

gtactcgaga
aaccttgccg
aaatatggtc
tttcetgttee
tgtgttgtgg
ggtgttgaag
agagttgttt
tgtaaggtct
ggtcaaccaa
aaccaagttt
tgggaatcta
gatggttctt
aatgtcttct
ctttceetgt
210> 34

211> 829

<212> DNA

aaagacatgg
ccagagactt
ccceatgece
ccccaaaacc
ttgatgtcte
ttcataacgc
ctgttttgac
ccaacaaagg
gagaaccaca
ctttgacttg
acggtcaacc
tcttcttgta
catgctccgt
ctttaggtta

213> Artificial

<220>

tgatggttct
tatcaactgg
accttgccca
caaggatact
tcaagaggac
taagactaag
tgttttgecat
ccttecegtcee
agtttacact
tttggttaag
agaaaacaac
ctccagattg
gatgcatgag
ataggaattc

<223> GLP-29878{A-h1gG4 5B {4

<400> 34

gtactcgaga
aaccttgececg
ggtggttcetg
ggaggaccat
actcctgaag
aactggtacg
tttgcttcta
ggtaaggaat
atctccaagg
gaagaaatga
gacattgctg
ccagttttgg
agatggcagg
tacacacaga
<210> 35

211> 859

<212> DNA

aaagacatgg
ccagagactt
agtccaaata
cagtctttcet
ttacttgtgt
ttgatggtgt
cttacagagt
acaagtgtaa
ctaagggtca
ctaagaacca
ttgaatggga
attctgatgg
agggaaatgt
agagtctttce

tgatggttct
tatcaactgg
tggtcccecca
gttcccecececea
tgtggttgat
tgaagttcat
tgtttectgtt
ggtctccaac
accaagagaa
agtttctttg
atctaacggt
ttctttette
cttctcatge
cctgtcttta

44

ttctctgatg
ttgattcaga
gcacctgagt
ttgatgattt
ccagaagttc
ccaagagaag
caagattggt
tccatcgaga
ttgccaccat
ggtttttacc
tataagacta
actgttgaca
gctcetgeaca
cggt 814

ttctctgatg
ttgattcaga
tgcccaccett
aaacccaagg
gtctctcaag
aacgctaaga
ttgactgttt
aaaggccttce
ccacaagttt
acttgtttgg
caaccagaaa
ttgtactcca
tcecgtgatge
ggttaatagg

agatgaacac
ccaagatcac
tcetgggagg
ccagaactcc
aatttaactg
aacaatttgc
tgaacggtaa
aaaccatctc
ctcaagaaga
catctgacat
ctccaccagt
agtcaagatg

accactacac

agatgaacac
ccaagatcac
gcecageace
atactttgat
aggacccaga
ctaagccaag
tgcatcaaga
cgtcctecat
acactttgcce
ttaagggttt
acaactataa
gattgactgt
atgaggctct

cattcttgat
tgacgagtcc
accatcagtc
tgaagttact
gtacgttgat
ttctacttac
ggaatacaag
caaggctaag
aatgactaag
tgctgttgaa
tttggattct
gcaggaggga
acagaagagt

cattcttgat
tgacggtggt
tgagttcctg
gatttccaga
agttcaattt
agaagaacaa
ttggttgaac
cgagaaaacc
accatctcaa
ttacccatct
gactactcca
tgacaagtca

gcacaaccac

aattccggt 829

120
180
240
300
360
420
480
540
600
660
720
780

60

120
180
240
300
360
420
480
540
600
660
720
780
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[1170]
[1171]
[1172]
[1173]
[1174]
[1175]
[1176]
[1177]
[1178]
[1179]
[1180]
[1181]
[1182]
[1183]
[1184]
[1185]
[1186]
[1187]
[1188]
[1189]
[1190]
[1191]
[1192]
[1193]
[1194]
[1195]
[1196]
[1197]
[1198]
[1199]
[1200]
[1201]
[1202]
[1203]
[1204]
[1205]
[1206]
[1207]
[1208]

213> Artificial

<220>

<223> GLP-2587F{&-h1gG45 B {4

<400> 35

gtactcgaga
aaccttgecg
ggtggttcety
tgcccacctt
aaacccaagg
gtctctcaag
aacgctaaga
ttgactgttt
aaaggccttc
ccacaagttt
acttgtttgg
caaccagaaa
ttgtactcca
tccgtgatge
ggttaatagg
<210> 36

211> 838

<212> DNA

aaagacatgg
ccagagactt
gaggaggage
gcccageace
atactttgat
aggacccaga
ctaagccaag
tgcatcaaga
cgtectecat
acactttgcc
ttaagggttt
acaactataa
gattgactgt
atgaggctct

tgatggttct
tatcaactgg
atctggceggce
tgagttcctg
gatttccaga
agttcaattt
agaagaacaa
ttggttgaac
cgagaaaacc
accatctcaa
ttacccatct
gactactcca
tgacaagtca

gcacaaccac

aattccggt 859

213> Artificial

<220>

<223> GLP-2987A8{A-h1gG4 B {4

<400> 36

gtactcgaga
aaccttgecg
ggtggtictg
gagttcctgg
atttccagaa
gttcaattta
gaagaacaat
tggttgaacg
gagaaaacca
ccatctcaag
tacccatctg
actactccac

gacaagtcaa

aaagacatgg
ccagagactt
gacctgctga
gaggaccatce
ctcctgaagt
actggtacgt
ttgettetac
gtaaggaata
tctccaagge
aagaaatgac
acattgctgt
cagttttgga

gatggcagga

tgatggttct
tatcaactgg
gtccaaatat
agtctttctg
tacttgtgtt
tgatggtgtt
ttacagagtt
caagtgtaag
taagggtcaa
taagaaccaa
tgaatgggaa
ttctgatggt
gggaaatgte

45

ttctctgatg
ttgattcaga
ggcggeagtg
ggaggaccat
actcctgaag
aactggtacg
tttgcttcta
ggtaaggaat
atctccaagg
gaagaaatga
gacattgctg
ccagttttgg
agatggcagg
tacacacaga

ttctctgatg
ttgattcaga
ggtccecececat
ttcceecccaa
glggttgatg
gaagttcata
gtttctgttt
gtctccaaca
ccaagagaac
gtttctttga
tctaacggtc
tetttettet
ttctcatget

agatgaacac
ccaagatcac
agtccaaata
cagtctttct
ttacttgtgt
ttgatggtgt
cttacagagt
acaagtgtaa
ctaagggtca
ctaagaacca
ttgaatggga
attctgatgg
agggaaatgt
agagtctttc

agatgaacac
ccaagatcac
gcccaccttg
aacccaagga
tctctcaaga
acgctaagac
tgactgtttt
aaggccttce
cacaagttta
cttgtttggt
aaccagaaaa
tgtactccag
ccgtgatgea

cattcttgat
tgacggtggt
tggtccceccea
gttcccceccea
tgtggttgat
tgaagttcat
tgtttctgtt
ggtctccaac
accaagagaa
agtttctttg
atctaacggt
ttctttette
cttctcatge
cctgtettta

cattcttgat
tgacggtggt
cccagcacct
tactttgatg
ggacccagaa
taagccaaga
gcatcaagat
gtcctccate
cactttgcca
taagggtttt
caactataag
attgactgtt
tgaggctctg

120
180
240
300
360
420
480
540
600
660
720
780
840

60

120
180
240
300
360
420
480
540
600
660
720
780



CN 107987170 B

F 3

3

32/51 T

[1209]
[1210]
[1211]
[1212]
[1213]
[1214]
[1215]
[1216]
[1217]
[1218]
[1219]
[1220]
[1221]
[1222]
[1223]
[1224]
[1225]
[1226]
[1227]
[1228]
[1229]
[1230]
[1231]
[1232]
[1233]
[1234]
[1235]
[1236]
[1237]
[1238]
[1239]
[1240]
[1241]
[1242]
[1243]
[1244]
[1245]
[1246]
[1247]

cacaaccact acacacagaa gagtctttcc ctgtctttag gttaatagga attccggt 838

<210> 37
<211> 846
<212> DNA

213> Artificial

<220>

<223> GLP-2587F{&-h1gG1 58 A5 {4

<400> 37
gtactcgaga
aaccttgecg
ggtggttcty
ccagcacctg
actttgatga
gatccagaag
aagccaagag
catcaagatt
gccececcateg
actttgccac
aagggttttt
aactacaaga
ttgactgttg
gaagctctge
ttctag 846
<210> 38
211> 868
<212> DNA

aaagacatgg
ccagagactt
gaggaggagg
aactcctggg
tttccagaac
ttaagtttaa
aagaacaata
ggttgaatgg
agaaaaccat
catcaagaga
acccatctga
ccacgcectcee
ataagagtag

acaaccacta

213> Artificial

<220>

tgatggttct
tatcaactgg
atctggacct
tggaccgtca
tccagaagtt
ctggtacgtt
cgcttctact
aaaggagtac
ctccaaagct
tgaattgact
tattgectgtt
cgtgetggac
atggcaacaa

cacgcagaag

<223> GLP-2987A8{A-h1gG4 8 AB {4k

<400> 38

gtactcgaga
aaccttgecg
ggtggtictg
ggtccceccat
ttccecccaa
gtggttgatg
gaagttcata
gtttctgttt

gtctccaaca

aaagacatgg
ccagagactt
gaggaggagg
gcccaccttg
aacccaagga
tctctcaaga
acgctaagac
tgactgtttt

aaggccttee

tgatggttct
tatcaactgg
atctggegge
cccagcacct
tactttgatg
ggacccagaa
taagccaaga
gcatcaagat

gtcctecate

46

ttctctgatg
ttgattcaga
caagacaaaa
gtcttcctet
acttgtgttg
gatggtgttyg
tacagagttg
aagtgcaagg
aagggtcaac
aagaaccaag
gaatgggaat
tccgacggat
ggtaacgttt

tctetetece

ttctctgatg
ttgattcaga
ggeggeagty
gagttcctgg
atttccagaa
gttcaattta
gaagaacaat
tggttgaacg

gagaaaacca

agatgaacac
ccaagatcac
ctcacacatg
tccececcaaa
ttgttgatgt
aagttcataa
tttetgtttt
tctccaacaa
caagagaacc
tttetttgac
ctaacggtca
ctttcttett
ttagttgttc
tgtcteeggg

agatgaacac
ccaagatcac
gacctgctga
gaggaccatce
ctcctgaagt
actggtacgt
ttgecttectac
gtaaggaata

tctccaaggce

cattcttgat
tgacggtggt
cccaccgtge
acccaaggat
ttctcatgaa
cgctaagact
gactgttttg
agccctcecca
acaagtttac
ttgtttggtt
accagagaac
gtactctaag
tgttatgcat
ttaataggaa

cattcttgat
tgacggtggt
gtccaaatat
agtctttctg
tacttgtgtt
tgatggtgtt
ttacagagtt
caagtgtaag
taagggtcaa

120
180
240
300
360
420
480
540
600
660
720
780
840

60

120
180
240
300
360
420
480
540
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[1248] ccaagagaac cacaagttta cactttgcca ccatctcaag aagaaatgac taagaaccaa 600
[1249] gtttctttga cttgtttggt taagggtttt tacccatctg acattgetgt tgaatgggaa 660
[1250] tctaacggtc aaccagaaaa caactataag actactccac cagttttgga ttctgatggt 720
[1251] tectttettet tgtactccag attgactgtt gacaagtcaa gatggcagga gggaaatgte 780
[1252] ttctcatget ccgtgatgeca tgaggctctg cacaaccact acacacagaa gagtctttce 840
[1253] ctgtctttag gttaatagga attccggt 868

[1254]  <210> 39

[1255]  <211> 898

[1256]  <212> DNA

[1257]  <213> Artificial

[1258]  <220>

[1259]  <223> GLP-2AR4K-hTgG4RA (K

[1260]  <400> 39

[1261] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1262] aaccttgecg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1263]  ggtggttctg gaggaggagg atctggegge ggeggeagty gtggaggegy gtetggegga 180
[1264] ggtggtagtg gacctgatga gtccaaatat ggtcccccat geccaccttg cccageacct 240
[1265] gagttcctgg gaggaccatc agtctttctg ttcccecccaa aacccaagga tactttgatg 300
[1266] atttccagaa ctcctgaagt tacttgtgtt gtggttgatg tctctcaaga ggacccagaa 360
[1267] gttcaattta actggtacgt tgatggtgtt gaagttcata acgctaagac taagccaaga 420
[1268] gaagaacaat ttgcttctac ttacagagtt gtttctgttt tgactgtttt gcatcaagat 480
[1269] tggttgaacg gtaaggaata caagtgtaag gtctccaaca aaggccttce gtcctecate 540
[1270] gagaaaacca tctccaaggce taagggtcaa ccaagagaac cacaagttta cactttgcca 600
[1271] ccatctcaag aagaaatgac taagaaccaa gtttctttga cttgtttggt taagggtttt 660
[1272]  tacccatctg acattgctgt tgaatgggaa tctaacggtc aaccagaaaa caactataag 720
[1273] actactccac cagttttgga ttctgatggt tctttcttct tgtactccag attgactgtt 780
[1274] gacaagtcaa gatggcagga gggaaatgtc ttctcatget ccgtgatgea tgaggetcetg 840
[1275] cacaaccact acacacagaa gagtctttcc ctgtctttag gttaatagga attccggt 898
[1276]  <210> 40

[1277]  <211> 862

[1278]  <212> DNA

[1279]  <213> Artificial

[1280]  <220>

[1281]  <223> GLP-2RAZM-hIgG4RAZ 1A

[1282]  <400> 40

[1283] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1284] aaccttgceg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1285] ggtggttctg gaggaggagg atctggecca ccaggacctg ctgagtccaa atatggtcce 180
[1286] ccatgcccac cttgcccage acctgagtte ctgggaggac catcagtcett tetgttcece 240

47
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[1287] ccaaaaccca aggatacttt gatgatttcc agaactcctg aagttacttg tgttgtggtt 300
[1288] gatgtctctc aagaggaccc agaagttcaa tttaactggt acgttgatgg tgttgaagtt 360
[1289] cataacgcta agactaagcc aagagaagaa caatttgett ctacttacag agttgtttcet 420
[1290] gttttgactg ttttgcatca agattggttg aacggtaagg aatacaagtg taaggtctcc 480
[1291] aacaaaggcc ttccgtecte catcgagaaa accatctcca aggctaaggg tcaaccaaga 540
[1292] gaaccacaag tttacacttt gccaccatct caagaagaaa tgactaagaa ccaagtttct 600
[1293] ttgacttgtt tggttaagge tttttaccca tctgacattg ctgttgaatg ggaatctaac 660
[1294] ggtcaaccag aaaacaacta taagactact ccaccagttt tggattctga tggttcttte 720
[1295] ttcttgtact ccagattgac tgttgacaag tcaagatggce aggagggaaa tgtcttctca 780
[1296] tgctccgtga tgcatgagge tctgcacaac cactacacac agaagagtct ttccctgtet 840
[1297] ttaggttaat aggaattccg gt 862

[1298] <210> 41

[1299] <211> 855

[1300] <212> DNA

[1301]  <213> Artificial

[1302] <220

[1303]  <223> GLP-25AF{k-h1gGlZEAF4Ak

[1304]  <400> 41

[1305] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1306] aaccttgeccg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1307] ggtggttctg gaggaggagg atctggecca ccaggacctg ctgacaaaac tcacacatge 180
[1308] ccaccgtgce cagcacctga actcctgggt ggaccgtcag tcettcetett ccceccaaaa 240
[1309] cccaaggata ctttgatgat ttccagaact ccagaagtta cttgtgttgt tgttgatgtt 300
[1310] tctcatgaag atccagaagt taagtttaac tggtacgttg atggtgttga agttcataac 360
[1311] gctaagacta agccaagaga agaacaatac gcttctactt acagagttgt ttctgttttg 420
[1312] actgttttge atcaagattg gttgaatgga aaggagtaca agtgcaaggt ctccaacaaa 480
[1313] gceceteccag cccccatega gaaaaccate tccaaageta agggtcaacc aagagaacca 540
[1314] caagtttaca ctttgccacc atcaagagat gaattgacta agaaccaagt ttctttgact 600
[1315] tgtttggtta agggttttta cccatctgat attgctgttyg aatgggaatc taacggtcaa 660
[1316] ccagagaaca actacaagac cacgcctcce gtgetggact cegacggate tttcttettg 720
[1317] tactctaagt tgactgttga taagagtaga tggcaacaag gtaacgtttt tagttgttct 780
[1318] gttatgcatg aagctctgea caaccactac acgcagaagt ctctcteeet gteteegggt 840
[1319]  taataggaat tctag 855

[1320]  <210> 42

[1321]  <211> 871

[1322]  <212> DNA

[1323] <213> Artificial

[1324]  <220>

[1325]  <223> GLP-2587AB{A-h1gG4o ARk
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[1326]  <400> 42

[1327] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1328] aaccttgccg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1329] ggtggttctg gaggaggage atctggtcca gaaggtgete caggtccate tgagtccaaa 180
[1330] tatggtccce catgcccace ttgeccagea cctgagttce tgggaggace atcagtettt 240
[1331] ctgttccece caaaacccaa ggatactttg atgatttcca gaactcctga agttacttgt 300
[1332] gttgtggttg atgtctctca agaggaccca gaagttcaat ttaactggta cgttgatggt 360
[1333] gttgaagttc ataacgctaa gactaagcca agagaagaac aatttgcettc tacttacaga 420
[1334] gttgtttctg ttttgactgt tttgcatcaa gattggttga acggtaagga atacaagtgt 480
[1335] aaggtctcca acaaaggecct tccgtecctee atcgagaaaa ccatctccaa ggctaagggt 540
[1336] caaccaagag aaccacaagt ttacactttg ccaccatctc aagaagaaat gactaagaac 600
[1337] caagtttctt tgacttgttt ggttaagggt ttttacccat ctgacattge tgttgaatgg 660
[1338] gaatctaacg gtcaaccaga aaacaactat aagactactc caccagtttt ggattctgat 720
[1339] ggttctttct tcttgtactc cagattgact gttgacaagt caagatggca ggagggaaat 780
[1340] gtcttcteat getccgtgat geatgagget ctgecacaace actacacaca gaagagtctt 840
[1341]  tccctgtett taggttaata ggaattcegg t 871

[1342]  <210> 43

[1343] <211> 889

[1344]  <212> DNA

[1345]  <213> Artificial

[1346]  <220>

[1347]  <223> GLP-25874K-h1gG4RAL Ik

[1348]  <400> 43

[1349] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1350] aaccttgccg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1351] gotggttcty gaggaggagg atctggtcca tctggtgete caggtccace aggtccagaa 180
[1352] ggtccagetg agtccaaata tggtccccca tgeccacctt geccageace tgagttectg 240
[1353] ggaggaccat cagtctttct gttccccecca aaacccaagg atactttgat gatttccaga 300
[1354] actcctgaag ttacttgtgt tgtggttgat gtctctcaag aggacccaga agttcaattt 360
[1355] aactggtacg ttgatggtgt tgaagttcat aacgctaaga ctaagccaag agaagaacaa 420
[1356] tttgcttcta cttacagagt tgtttctgtt ttgactgttt tgcatcaaga ttggttgaac 480
[1357] ggtaaggaat acaagtgtaa ggtctccaac aaaggectte cgtecteccat cgagaaaacc 540
[1358] atctccaagg ctaagggtca accaagagaa ccacaagttt acactttgcc accatctcaa 600
[1359] gaagaaatga ctaagaacca agtttctttg acttgtttgg ttaagggttt ttacccatct 660
[1360] gacattgctg ttgaatggga atctaacggt caaccagaaa acaactataa gactactcca 720
[1361] ccagttttgg attctgatgg ttctttette ttgtactcca gattgactgt tgacaagtca 780
[1362] agatggcagg agggaaatgt cttctcatge tccgtgatge atgaggetct geacaaccac 840
[1363] tacacacaga agagtctttc cctgtcttta ggttaatagg aattccggt 889

[1364]  <210> 44
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[1365]  <211> 925

[1366]  <212> DNA

[1367] <213> Artificial

[1368]  <220>

[1369]  <223> GLP-2%87AF{A-h1gG45 A4

[1370]  <400> 44

[1371] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1372] aaccttgecg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1373] ggtggttctg gaggaggagg atctggtcca tctggtgete caggtccace aggaccttee 180
[1374] ggagcecectg gtecteetgg tectteecgga geccecggee cgectgagte caaatatggt 240
[1375] cccecatgee caccttgece agecacctgag ttecectgggag gaccatcagt ctttetgtte 300
[1376] cccccaaaac ccaaggatac tttgatgatt tccagaactc ctgaagttac ttgtgttgtg 360
[1377] gttgatgtct ctcaagagga cccagaagtt caatttaact ggtacgttga tggtgttgaa 420
[1378] gttcataacg ctaagactaa gccaagagaa gaacaatttg cttctactta cagagttgtt 480
[1379] tctgttttga ctgttttgeca tcaagattgg ttgaacggta aggaatacaa gtgtaaggtc 540
[1380] tccaacaaag gccttecgte ctccatcgag aaaaccatct ccaaggctaa gggtcaacca 600
[1381] agagaaccac aagtttacac tttgccacca tctcaagaag aaatgactaa gaaccaagtt 660
[1382] tctttgactt gtttggttaa gggtttttac ccatctgaca ttgetgttga atgggaatct 720
[1383] aacggtcaac cagaaaacaa ctataagact actccaccag ttttggattc tgatggttct 780
[1384] ttcttcttgt actccagatt gactgttgac aagtcaagat ggcaggaggg aaatgtcttc 840
[1385] tcatgcteccg tgatgecatga ggectctgeac aaccactaca cacagaagag tctttceccctg 900
[1386] tctttaggtt aataggaatt ccggt 925

[1387] <210> 45

[1388] <211> 979

[1389]  <212> DNA

[1390] <213> Artificial

[1391]  <220>

[1392]  <223> GLP-258F4K-h1gG4RAL Ik

[1393]  <400> 45

[1394] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1395] aaccttgcecg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1396] ggtggttctyg gaggaggagg atctggtcca getggtgaac caggtccate tggtectget 180
[1397] ggagaacctg gtccttctgg accagetgga gagecaggte cttcaggeee tgetggtgaa 240
[1398] cctggeeett ctgggecage tggtgaacce ggecctagtg agtccaaata tggtceccccca 300
[1399]  tgcccacctt geccageace tgagttcctg ggaggaccat cagtetttet gttcccceca 360
[1400] aaacccaagg atactttgat gatttccaga actcctgaag ttacttgtgt tgtggttgat 420
[1401] gtctctcaag aggacccaga agttcaattt aactggtacg ttgatggtgt tgaagttcat 480
[1402] aacgctaaga ctaagccaag agaagaacaa tttgcttcta cttacagagt tgtttctgtt 540
[1403] ttgactgttt tgcatcaaga ttggttgaac ggtaaggaat acaagtgtaa ggtctccaac 600
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[1404] aaaggcctte cgtecteccat cgagaaaacc atctccaagg ctaagggtca accaagagaa 660
[1405] ccacaagttt acactttgee accatctcaa gaagaaatga ctaagaacca agtttctttg 720
[1406] acttgtttgg ttaagggttt ttacccatct gacattgetg ttgaatggga atctaacggt 780
[1407] caaccagaaa acaactataa gactactcca ccagttttgg attctgatgg ttcectttctte 840
[1408] ttgtactcca gattgactgt tgacaagtca agatggcagg agggaaatgt cttctcatge 900
[1409] tccgtgatge atgaggctct gecacaaccac tacacacaga agagtctttc cctgtcttta 960
[1410] ggttaatagg aattccggt 979

[1411]  <210> 46

[1412]  <211> 1024

[1413]  <212> DNA

[1414]  <213> Artificial

[1415]  <220>

[1416]  <223> GLP-2RAZ{A-hIgG4RAZ K

[1417]  <400> 46

[1418] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1419] aaccttgccg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacggtggt 120
[1420] ggtggttctg gaggaggage atctggtcct cctggtecetg ctggtectee tggtectget 180
[1421] ggtectectg gtectgetgg accaccagga ccagecggac caccaggacce agecgggece 240
[1422] ccaggtcctg ctggtectee tggtcetget ggtecteetg gteetgetgg accaccagga 300
[1423] ccagccggac caccaggacc agecgagtcee aaatatggtce ccccatgece accttgecca 360
[1424] gcacctgagt tcctgggagg accatcagtc tttctgttce ccccaaaacc caaggatact 420
[1425] ttgatgattt ccagaactcc tgaagttact tgtgttgtgg ttgatgtctc tcaagaggac 480
[1426] ccagaagttc aatttaactg gtacgttgat ggtgttgaag ttcataacgc taagactaag 540
[1427]  ccaagagaag aacaatttgc ttctacttac agagttgttt ctgttttgac tgttttgcat 600
[1428] caagattggt tgaacggtaa ggaatacaag tgtaaggtct ccaacaaagg ccttcegtce 660
[1429] tccatcgaga aaaccatctc caaggctaag ggtcaaccaa gagaaccaca agtttacact 720
[1430] ttgccaccat ctcaagaaga aatgactaag aaccaagttt ctttgacttg tttggttaag 780
[1431] ggtttttacc catctgacat tgctgttgaa tgggaatcta acggtcaacc agaaaacaac 840
[1432] tataagacta ctccaccagt tttggattct gatggttctt tcttettgta ctccagattg 900
[1433] actgttgaca agtcaagatg gcaggaggga aatgtcttct catgetccgt gatgecatgag 960
[1434]  gctctgecaca accactacac acagaagagt ctttccctgt ctttaggtta ataggaattc 1020
[1435]  cggt 1024

[1436]  <210> 47

[1437]  <211> 841

[1438]  <212> DNA

[1439]  <213> Artificial

[1440]  <220>

[1441]  <223> GLP-2ZRAZ{A-hIgG4RAZ 1K

[1442]  <400> 47

51



CN 107987170 B }—?'-— yu %54 38/51 T
[1443] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1444] aaccttgecg ccagagactt tatcaactgg ttgattcaga ccaagatcac tgacccttcet 120
[1445] tctggtgete caccaccate tgagtccaaa tatggtccce catgeccace ttgeccagea 180
[1446] cctgagttce tgggaggacc atcagtcttt ctgttcccce caaaacccaa ggatactttg 240
[1447] atgatttcca gaactcctga agttacttgt gttgtggttg atgtctcectca agaggaccca 300
[1448] gaagttcaat ttaactggta cgttgatggt gttgaagttc ataacgctaa gactaagcca 360
[1449] agagaagaac aatttgcttc tacttacaga gttgtttctg ttttgactgt tttgcatcaa 420
[1450] gattggttga acggtaagga atacaagtgt aaggtctcca acaaaggcct tccgtectee 480
[1451] atcgagaaaa ccatctccaa ggctaagggt caaccaagag aaccacaagt ttacactttg 540
[1452] ccaccatctc aagaagaaat gactaagaac caagtttctt tgacttgttt ggttaagggt 600
[1453] ttttacccat ctgacattge tgttgaatgg gaatctaacg gtcaaccaga aaacaactat 660
[1454] aagactactc caccagtttt ggattctgat ggttctttct tcttgtactc cagattgact 720
[1455] gttgacaagt caagatggca ggagggaaat gtcttctcat gctccgtgat gecatgagget 780
[1456] ctgcacaacc actacacaca gaagagtctt tccctgtett taggttaata ggaattccgg 840
[1457] ¢ 841

[1458]  <210> 48

[1459]  <211> 811

[1460]  <212> DNA

[1461]  <213> Artificial

[1462]  <220>

[1463]  <223> GLP-25874K-h1gG4RAL Ik

[1464]  <400> 48

[1465] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1466] aaccttgccg ccagagactt tatcaactgg ttgattggtg gtggtggttc tgagtccaaa 120
[1467] tatggtccce catgeccace ttgeccagea cctgagttee tgggaggace atcagtettt 180
[1468] ctgttccece camaacccaa ggatactttg atgatttcca gaactcctga agttacttgt 240
[1469] gttgtggttg atgtctctca agaggaccca gaagttcaat ttaactggta cgttgatggt 300
[1470] gttgaagttc ataacgctaa gactaagcca agagaagaac aatttgcttc tacttacaga 360
[1471] gttgtttctg ttttgactgt tttgcatcaa gattggttga acggtaagga atacaagtgt 420
[1472] aaggtctcca acaaaggcect tccgtectee atcgagaaaa ccatctccaa ggetaagggt 480
[1473] caaccaagag aaccacaagt ttacactttg ccaccatctc aagaagaaat gactaagaac 540
[1474]  caagtttctt tgacttgttt ggttaagggt ttttacccat ctgacattge tgttgaatgg 600
[1475] gaatctaacg gtcaaccaga aaacaactat aagactactc caccagtttt ggattctgat 660
[1476] ggttctttet tcttgtacte cagattgact gttgacaagt caagatggca ggagggaaat 720
[1477] gtcttetcat getecgtgat geatgagget ctgecacaacce actacacaca gaagagtctt 780
[1478]  tccctgtctt taggttaata ggaattccgg t 811

[1479]  <210> 49

[1480] <211> 835

[1481]  <212> DNA
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[1482] <213> Artificial

[1483] <220

[1484]  <223> GLP-25¢B4A-hIgG4RAL Ik

[1485]  <400> 49

[1486] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1487] aaccttgecg ccagagactt tatcaactgg ttgattcaga ccaagggtgg tggtggttet 120
[1488] ggaggaggag gatctgagtc caaatatggt cccccatgee caccttgece agcacctgag 180
[1489] ttcctgggag gaccatcagt ctttctgttc cccccaaaac ccaaggatac tttgatgatt 240
[1490] tccagaactc ctgaagttac ttgtgttgtg gttgatgtct ctcaagagga cccagaagtt 300
[1491] caatttaact ggtacgttga tggtgttgaa gttcataacg ctaagactaa gccaagagaa 360
[1492] gaacaatttg cttctactta cagagttgtt tctgttttga ctgttttgca tcaagattgg 420
[1493] ttgaacggta aggaatacaa gtgtaaggtc tccaacaaag geccttccgte ctccatcgag 480
[1494] aaaaccatct ccaaggctaa gggtcaacca agagaaccac aagtttacac tttgccacca 540
[1495] tctcaagaag aaatgactaa gaaccaagtt tctttgactt gtttggttaa gggtttttac 600
[1496] ccatctgaca ttgctgttga atgggaatct aacggtcaac cagaaaacaa ctataagact 660
[1497] actccaccag ttttggattc tgatggttct ttcttettgt actccagatt gactgttgac 720
[1498] aagtcaagat ggcaggagge aaatgtcttc tcatgetccg tgatgeatga ggetctgeac 780
[1499] aaccactaca cacagaagag tctttccctg tctttaggtt aataggaatt ccggt 835
[1500]  <210> 50

[1501]  <211> 838

[1502]  <212> DNA

[1503] <213> Artificial

[1504]  <220>

[1505]  <223> GLP-29¢AR4K-hTgG4RA (K

[1506]  <400> 50

[1507] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1508] aaccttgcecg ccagagactt tatcaactgg ttgattcctt cttctggtge tccaccacca 120
[1509] tctggtggte gtggttetga gtccaaatat ggtcccccat geccaccttg cccageaccet 180
[1510] gagttcctgg gaggaccatc agtctttcetg ttcccecccaa aacccaagga tactttgatg 240
[1511] atttccagaa ctcctgaagt tacttgtgtt gtggttgatg tctctcaaga ggacccagaa 300
[1512] gttcaattta actggtacgt tgatggtgtt gaagttcata acgctaagac taagccaaga 360
[1513] gaagaacaat ttgcttctac ttacagagtt gtttctgttt tgactgtttt gecatcaagat 420
[1514] tggttgaacg gtaaggaata caagtgtaag gtctccaaca aaggccttce gtcctecate 480
[1515] gagaaaacca tctccaaggce taagggtcaa ccaagagaac cacaagttta cactttgeca 540
[1516] ccatctcaag aagaaatgac taagaaccaa gtttctttga cttgtttggt taagggtttt 600
[1517] tacccatctg acattgetgt tgaatgggaa tctaacggtc aaccagaaaa caactataag 660
[1518] actactccac cagttttgga ttctgatggt tctttcttct tgtactccag attgactgtt 720
[1519] gacaagtcaa gatggcagga gggaaatgtc ttctcatget ccgtgatgea tgaggetcetg 780
[1520] cacaaccact acacacagaa gagtctttcc ctgtctttag gttaatagga attccggt 838
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[1521]  <210> 51

[1522] <211> 871

[1523]  <212> DNA

[1524]  <213> Artificial

[1525]  <220>

[1526]  <223> GLP-25AZAK-hTgG4RAL (K

[1527]  <400> 51

[1528] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1529] aaccttgecg ccagagactt tatcaactgg ttgattcaga ccaagaacgg aggaccttet 120
[1530] tctggtgete caccaccate tggtggtggt ggttectggag gaggaggatce tgagtccaaa 180
[1531] tatggtccee catgeccacce ttgeccagea cctgagttee tgggaggace atcagtecttt 240
[1532] ctgttcceee caaaacccaa ggatactttg atgatttcca gaactcctga agttacttgt 300
[1533] gttgtggttg atgtctctca agaggaccca gaagttcaat ttaactggta cgttgatggt 360
[1534] gttgaagttc ataacgctaa gactaagcca agagaagaac aatttgcttc tacttacaga 420
[1535] gttgtttctg ttttgactgt tttgcatcaa gattggttga acggtaagga atacaagtgt 480
[1536] aaggtctcca acaaaggecct tccgtecctee atcgagaaaa ccatctccaa ggcectaagggt 540
[1537] caaccaagag aaccacaagt ttacactttg ccaccatctc aagaagaaat gactaagaac 600
[1538] caagtttctt tgacttgttt ggttaagggt ttttacccat ctgacattge tgttgaatgg 660
[1539] gaatctaacg gtcaaccaga aaacaactat aagactactc caccagtttt ggattctgat 720
[1540] ggttctttet tcttgtactc cagattgact gttgacaagt caagatggceca ggagggaaat 780
[1541] gtcttetcat geteccgtgat geatgagget ctgecacaacc actacacaca gaagagtctt 840
[1542]  tccctgtett taggttaata ggaattcegg t 871

[1543]  <210> 52

[1544]  <211> 865

[1545]  <212> DNA

[15846]  <213> Artificial

[1547]  <220>

[1548]  <223> GLP-2584K-h1gG4RAL A

[1549]  <400> 52

[1550] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1551] aaccttgcecg ccagagactt tatcaactgg ttgattaacg gaggacctte ttctggtget 120
[1552] ccaccaccat ctggtggtgg tggttctgga ccagcectggac caaatgagtc caaatatggt 180
[1553] cceeccatgee caccttgece agecacctgag ttcecetgggag gaccatcagt ctttetgtte 240
[1554] cccccaaaac ccaaggatac tttgatgatt tccagaactc ctgaagttac ttgtgttgtg 300
[1555] gttgatgtct ctcaagagga cccagaagtt caatttaact ggtacgttga tggtgttgaa 360
[1556] gttcataacg ctaagactaa gccaagagaa gaacaatttg cttctactta cagagttgtt 420
[1557] tetgttttga ctgttttgea tcaagattgg ttgaacggta aggaatacaa gtgtaaggtc 480
[1558] tccaacaaag gcctteegte cteccatcgag aaaaccatct ccaaggetaa gggtcaacca 540
[1559] agagaaccac aagtttacac tttgccacca tctcaagaag aaatgactaa gaaccaagtt 600
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[1560] tctttgactt gtttggttaa gggtttttac ccatctgaca ttgctgttga atgggaatct 660
[1561] aacggtcaac cagaaaacaa ctataagact actccaccag ttttggattc tgatggttcet 720
[1562] ttcttettgt actccagatt gactgttgac aagtcaagat ggcaggaggg aaatgtctte 780
[1563] tcatgeteceg tgatgecatga ggctctgecac aaccactaca cacagaagag tctttccctg 840
[1564] tctttaggtt aataggaatt ccggt 865

[1565]  <210> 53

[1566]  <211> 856

[1567]  <212> DNA

[1568]  <213> Artificial

[1569]  <220>

[1570]  <223> GLP-2%87AF{A-h1gG4 5 AR 44

[1571]1  <400> 53

[1572] gtactcgaga aaagacatgg tgatggttct ttctctgatg agatgaacac cattcttgat 60
[1573] aaccttgeecg ccagagactt tatcaactgg ttgattcaga ccaagccttc ttctggtget 120
[1574] ccaccaccat ctggtggtgg tggttctgga ccagectgagt ccaaatatgg tcccccatge 180
[1575] ccaccttgee cagcacctga gttcctggga ggaccatcag tctttetgtt cccecccaaaa 240
[1576] cccaaggata ctttgatgat ttccagaact cctgaagtta cttgtgttgt ggttgatgte 300
[1577] tctcaagagg acccagaagt tcaatttaac tggtacgttg atggtgttga agttcataac 360
[1578] gctaagacta agccaagaga agaacaattt gcttctactt acagagttgt ttctgttttg 420
[1579] actgttttge atcaagattg gttgaacggt aaggaataca agtgtaaggt ctccaacaaa 480
[1580] ggcetteegt cctecatega gaaaaccatc tccaaggeta agggtcaacc aagagaacca 540
[1581] caagtttaca ctttgccacc atctcaagaa gaaatgacta agaaccaagt ttctttgact 600
[1582] tgtttggtta agggttttta cccatctgac attgetgttg aatgggaatc taacggtcaa 660
[1583] ccagaaaaca actataagac tactccacca gttttggatt ctgatggttc tttcttettg 720
[1584] tactccagat tgactgttga caagtcaaga tggcaggagg gaaatgtctt ctcatgetce 780
[1585] gtgatgcatg aggctctgea caaccactac acacagaaga gtctttccet gtectttaggt 840
[1586] taataggaat tccggt 856

[1587]  <210> 54

[1588]  <211> 36

[1589]  <212> DNA

[15690]  <213> Artificial

[1591]  <220>

[1592]  <223> 5|¥

[1593]  <400> 54

[1594] gtactcgaga aaagacatgg tgatggttct ttctcet 36

[1595]  <210> 55

[1696]  <211> 36

[1597]  <212> DNA

[1598]  <213> artificial
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[1599]  <220>

[1600]  <223> E|¥

[1601]  <400> 55

[1602] gggaccatat ttggactcgt cagtgatctt ggtctg 36
[1603]  <210> 56

[1604] <211> 18

[1605]  <212> DNA

[1606]  <213> Artificial

[1607]  <220>

[1608]  <223> E|¥

[1609]  <400> 56

[1610] gagtccaaat atggtcce 18

[1611]  <210> 57

[1612]  <211> 37

[1613]  <212> DNA

[1614]  <213> Artificial

[1615]  <220>

[1616]  <223> H|¥y

[1617]  <400> 57

[1618] accggaattc ctattaacct aaagacaggg aaagact 37
[1619]  <210> 58

[1620] <211> 33

[1621]  <212> DNA

[1622]  <213> Artificial

[1623]  <220>

[1624]  <223> 5|¥)

[1625]  <400> 58

[1626] agaaccacca ccaccgtcag tgatcttggt ctg 33
[1627]  <210> 59

[1628] <211> 33

[1629]  <212> DNA

[1630]  <213> Artificial

[1631]  <220>

[1632]  <223> H|¥y

[1633]  <400> 59

[1634] ggtggtggte gttctgagtc caaatatggt ccc 33
[1635]  <210> 60

[1636]  <211> 48

[1637]  <212> DNA
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[1638] <213> Artificial

[1639]  <220>

[1640]1  <223> E|¥

[1641]  <400> 60

[1642] agatcctcct cctccagaac caccaccace gtcagtgate ttggtetg 48
[1643]  <210> 61

[1644]  <211> 48

[1645]  <212> DNA

[1646]  <213> Artificial

[1647]  <220>

[1648]  <223> B[4

[1649]  <400> 61

[1650] ggaggaggag gatctggege cggeggeagt gagtccaaat atggtcce 48
[1651]  <210> 62

[1652]  <211> 42

[1653]  <212> DNA

[1654]  <213> Artificial

[1655]  <220>

[1656]  <223> H|¥

[1657]  <400> 62

[1658] ggtggtggte gttctggace tgctgagtce aaatatggte cc 42
[1659] <210> 63

[1660]  <211> 39

[1661]  <212> DNA

[1662]  <213> Artificial

[1663]  <220>

[1664]  <223> H|¥

[1665]  <400> 63

[1666] ggaggaggat ctggacctca agacaaaact cacacatgc 39
[1667]  <210> 64

[1668] <211> 36

[1669]  <212> DNA

[1670]  <213> Artificial

[1671]  <220>

[1672]  <223> F|¥

[1673]  <400> 64

[1674] ctagaattcc tattaacccg gagacaggga gagaga 36
[1675]  <210> 65

[1676] <211> 54
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[1677]
[1678]
[1679]
[1680]
[1681]
[1682]
[1683]
[1684]
[1685]
[1686]
[1687]
[1688]
[1689]
[1690]
[1691]
[1692]
[1693]
[1694]
[1695]
[1696]
[1697]
[1698]
[1699]
[1700]
[1701]
[1702]
[1703]
[1704]
[1705]
[1706]
[1707]
[1708]
[1709]
[1710]
[1711]
[1712]
[1713]
[1714]
[1715]

<212> DNA

<213> Artificial

<220>

<223> 5|4

<400> 65

ggaggaggat ctggcggegg cggeagtgga
<210> 66

<211> 57

<212> DNA

<213> Artificial

<220>

<223> 5|4

<400> 66

tctggaggag gaggatctlgg cggeggegec
<210> 67

<211> 48

<212> DNA

<213> Artificial

<220>

<223> 5|¥)

<400> 67

gggtctggeg gaggtggtag tggacctgat
<210> 68

<211> 51

<212> DNA

<213> Artificial

<220>

<223> 5|4

<400> 68

ggaggaggag gatctggccc accaggacct
<210> 69

211> 57

<212> DNA

<213> Artificial

<220>

<223> 5|¥

<400> 69

tctggaggag gaggatctgg cccaccagga
<210> 70

58

cctgetgagt ccaaatatgg tccc b4

agtggtggag gecgggtetgg cggaggt 57

gagtccaaat atggtccc 48

getgagtcca aatatggtcee ¢ 51

cctgetgaca aaactcacac atgccca b7

44/51 BT
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[1716]  <211> 63

[1717]1  <212> DNA

[1718]  <213> Artificial

[1719]  <220>

[1720]  <223> 5|

[1721]1  <400> 70

[1722] tctggaggag gaggatctgg tccagaaggt getccaggtce catctgagtce caaatatggt 60
[1723]  ccc 63

[1724]  <210> 71

[1725] <211> 54

[1726]  <212> DNA

[1727]  <213> Artificial

[1728]  <220>

[1729]  <223> B

[1730]  <400> 71

[1731] tctggaggag gaggatctgg tccatctggt getccaggte caccaggtce agaa 54
[1732]  <210> 72

[1733]  <211> 45

[1734]  <212> DNA

[1735]  <213> Artificial

[1736]  <220>

[1737]1  <223> 5|9

[1738]  <400> 72

[1739] ggtccaccag gtccagaagg tccagctgag tccaaatatg gtccce 45
[1740]  <210> 73

[1741]  <211> 54

[1742]  <212> DNA

[1743]  <213> Artificial

[1744]  <220>

[1745]  <223> B|¥

[1746]  <400> 73

[1747] tctggaggag gaggatctgg tccatctggt getccaggte caccaggace ttee 54
[1748]  <210> 74

[1749]  <211> 57

[1750]  <212> DNA

[1751]  <213> Artificial

[1752]  <220>

[1753]1  <223> A|#)

[1754]  <400> 74

59



CN 107987170 B F % 3% 46/51 T

[1755] gceggggget ccggaaggac caggaggace aggggcetecg gaaggtectg gtggace b7
[1756]  <210> 75

[1757]  <211> 42

[1758]  <212> DNA

[1759]  <213> Artificial

[1760]  <220>

[1761]1  <223> F|¥

[1762]  <400> 75

[1763]  ccttceggag cccccggece gectgagtee aaatatggte ce 42

[1764]  <210> 76

[1765]  <211> 57

[1766]  <212> DNA

[1767]  <213> Artificial

[1768]  <220>

[17691  <223> F|¥y

[1770]  <400> 76

[1771] tctggaggag gaggatctgg tccagetggt gaaccaggtce catctggtee tgetgga 57
[1772]  <210> 77

[1773]  <211> 57

[1774]  <212> DNA

[1775]  <213> Artificial

[1776]  <220>

(17771 <223> 5|9

[1778]  <400> 77

[1779] aggacctgge tctccagetg gtccagaagg accaggttct ccagcaggac cagatgg b7
[1780] <210> 78

[1781]1  <211> 57

[1782]  <212> DNA

[1783]  <213> Artificial

[1784]  <220>

[1785]  <223> H|¥)

[1786]  <400> 78

[1787] gctggagage caggtcctte aggecctget ggtgaacctg geccttetgg gecaget 57
[1788]  <210> 79

[1789]  <211> 54

[1790]  <212> DNA

[1791]  <213> Artificial

[1792]  <220>

[1793]  <223> A|¥)
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[1794]  <400> 79

[1795] gggaccatat ttggactcac tagggccggg ttcaccaget ggecccagaag ggec b4
[1796]  <210> 80

[1797]1  <211> 18

[1798]  <212> DNA

[1799]  <213> Artificial

[1800]  <220>

[1801]  <223> E|¥

[1802]  <400> 80

[1803] gagtccaaat atggtccc 18

[1804] <210> 81

[18058]  <211> 57

[1806]  <212> DNA

[1807] <213> Artificial

[1808]  <220>

[18091  <223> F|¥

[1810]  <400> 81

[1811] aggaggacca gatcctccte ctccagaace accaccaccg tcagtgatct tggtctg 57
[1812]  <210> 82

[1813] <211> 69

[1814]  <212> DNA

[18158]  <213> Artificial

[1816]  <220>

[1817]1  <223> 5|¥

[1818]  <400> 82

[1819] ggatctggte ctcctggtee tgetggtect cctggteetg ctggtectee tggtectget 60
[1820] ggaccacca 69

[1821]  <210> 83

[1822] <211> 59

[1823]  <212> DNA

[1824]  <213> Artificial

[1825]  <220>

[1826]  <223> H|¥

[1827]  <400> 83

[1828] gcaggacctg ggggccegge tggtcetget ggtecggety gtcetggtgg tecageagg 59
[1829]  <210> 84

[1830]  <211> 59

[1831]  <212> DNA

[1832]  <213> Artificial
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= 48/51 B

[1833]
[1834]
[1835]
[1836]
[1837]
[1838]
[1839]
[1840]
[1841]
[1842]
[1843]
[1844]
[1845]
[1846]
[1847]
[1848]
[1849]
[1850]
[1851]
[1852]
[1853]
[1854]
[1855]
[1856]
[1857]
[1858]
[1859]
[1860]
[1861]
[1862]
[1863]
[1864]
[1865]
[1866]
[1867]
[1868]
[1869]
[1870]
[1871]

220>

223> 5|4

<400> 84

gcceccaggt cetgetggte ctectggtece
<210> 85

211> 59

<212> DNA

<213> Artificial

220>

223> 5|4

<400> 85

accatatttg gactcggetg gtcctggtgg
<210> 86

211> 59

<212> DNA

<213> Artificial

220>

<223> 519

<400> 86

gaccatattt ggactcagat ggtggtggag
<210> 87

211> 51

<212> DNA

213> Artificial

220>

<223> 519

<400> 87

gggaccatat ttggactcag aaccaccacc
<210> 88

211> 48

<212> DNA

213> Artificial

220>

223> F|¥

<400> 88

agatcctcect cctccagaac caccaccacce
<210> 89

211> 36

<212> DNA

62

tgctggtect cctggtectg ctggaccac 59

tceggetggt cetggtggte cagecaggac b9

caccagaaga agggtcagtg atcttggte 59

accaatcaac cagttgataa a bl

cttggtctga atcaacca 48
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[1872] <213> Artificial

[1873]  <220>

[1874]  <223> 5|

[1875]  <400> 89

[1876] tctggaggag gaggatctga gtccaaatat ggtcce 36

[1877]  <210> 90

[1878] <211> 59

[1879]  <212> DNA

[1880] <213> Artificial

[1881]  <220>

[1882]  <223> 5|

[1883]  <400> 90

[1884] cagaaccacc accaccagat ggtggtggag caccagaaga aggaatcaac cagttgata 59
[1885]  <210> 91

[1886] <211> 36

[1887] <212> DNA

[1888] <213> Artificial

[1889]  <220>

[1890]  <223> B

[1891]  <400> 91

[1892] tctggtggte gtggttctga gtccaaatat ggtcce 36

[1893] <210> 92

[1894] <211> 59

[1895]  <212> DNA

[1896] <213> Artificial

[1897]  <220>

[1898]  <223> H|¥

[1899]  <400> 92

[1900] ccaccagatg gtggtggage accagaagaa ggtcctecgt tettggtetg aatcaacca 59
[1901]  <210> 93

[1902]  <211> 59

[1903]  <212> DNA

[1904]  <213> Artificial

[1905]  <220>

[1906]  <223> F|¥y

[1907]  <400> 93

[1908] ccaccaccat ctggtggtgg tggttctgga ggaggaggat ctgagtccaa atatggtcec 59
[1909]  <210> 94

[1910]

<211> 59
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[1911]
[1912]
[1913]
[1914]
[1915]
[1916]
[1917]
[1918]
[1919]
[1920]
[1921]
[1922]
[1923]
[1924]
[1925]
[1926]
[1927]
[1928]
[1929]
[1930]
[1931]
[1932]
[1933]
[1934]
[1935]
[1936]
[1937]
[1938]
[1939]
[1940]
[1941]
[1942]
[1943]
[1944]
[1945]
[1946]
[1947]
[1948]
[1949]

<212> DNA

<213> Artificial

220>

223> 5|4

<400> 94

caccaccaga tggtggtgga gcaccagaag aaggtcctce gttaatcaac cagttgata 59
<210> 95

211> 59

<212> DNA

<213> Artificial

220>

223> 5|4

<400> 95

ccaccatctg gtggtggtgg ttctggacca getggaccaa atgagtccaa atatggtce 59
<210> 96

211> 58

<212> DNA

<213> Artificial

220>

<223> 519

<400> 96

agaaccacca ccaccagatg gtggtggage accagaagaa ggecttggtet gaatcaac 58
210> 97

211> 45

<212> DNA

213> Artificial

220>

223> F|¥

<400> 97

tctggtggte gtggttetgg accagetgag tccaaatatg gtccee 45
<210> 98

Q211> 5

<212> PRT

213> Artificial

220>

<223> TE¥EHE

<400> 98

Gly Gly Gly Gly Ser

1 5
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51/51 11
[1950] <210> 99
[1951] <211> 6
[1952]  <212> PRT
[1953]  <213> Artificial
[1954]  <220>
[1955]  <223> &4k
[1956]  <400> 99
[1957] Gly Gly Gly Gly Gly Ser
[1958] 1 5
[1959]  <210> 100
[1960] <211> 10
[1961]  <212> PRT
[1962] <213> Artificial
[1963]  <220>
[1964]  <223> &4k
[1965]  <400> 100
[1966] Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
[1967] 1 5 10
[1968] <210> 101
[1969] <211> 33
[1970]  <212> PRT
[1971]  <213> Artificial
[1972]  <220>
[1973]  <223> TRk
[1974]  <400> 101
[1975] His Gly Asp Gly Ser Phe Ser Asp Glu Met Asn Thr Ile Leu Asp Asn
[1976] 1 h 10 15
[1977]  Leu Ala Ala Arg Asp Phe Ile Asn Trp Leu Ile Gln Thr Lys Ile Thr
[1978] 20 25 30
[1979]  Asp
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