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1. fer A¥ 4
Hl i
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NFW | Uptol00gul

JE R PEREE 45min):
EE EritE | efiE
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L. —FRABOKE R 519 , HAFAELE T, H 5| W7 51 AL -
5191 :ABO-1-F, ZEHERFHI N :
ACATAGACAGTATCGGGGTTGCGCTG

5142 ABO-1-R, % EHERFH N :
GAGGAGACAGCAATTCCAATCTTACAGAG

51493 :ABO-2-F , % EHFRFH N «
CTCCGCAGTCATTCCCCATTCCCAC

5194 : ABO-2-R, % EHFRFH N «
TCCCTGCTGTCTCAGAGGCTCATGTT

51995: ABO-3-F , &% H R P 5N «
CCCTACAGCCAAACGATCTACCAACTAC

51996 : ABO-3-R, A% H R FFHI N «
TGCGGGAAGAGTCACTCCAGTCC

2. —FPABOE K438 514, HAGAEAE T, A F6 « 25— SE IR 5 iR & A28 4 1K 519

% SRR R 5 R A

5 —4H 54 : ABO- 1-FAIABO-1-R;

B 54 : ABO-3-FHIABO-3-R;

FIids 25 — 41 JE R 5| VR A L

5147 : ABO-2-FAIABO-2-R.

3 ARIEAUR] SR 2 Fir ik FIABOJE PR 4738 51 1), HARFAEAE T, & 51 A R ) S I D EC EE A -

ABO-1-FFIABO-1-R:~40.08uL:0.08uL;

ABO-3-FFIABO-3-R~0.08uL:0.08uL;

ABO-2-FFIABO-2-R~0.05uL:0.05uL.

4. —PPABOE R 384k 2 , F5 BRI 2SR 2 o R 1 28 — A L PR 5| VR A DL AR — 2 L (R 5
WDIR A 47 IR B 22 LA IR P O 2 R T e e L AT /), LR AEAE T, ABOJE R B4k R AL F5 : 26
—Y IR RS YRR

PR 58— 384k R0

12.5uLf¥JKOD Neo FX Buffer.5uLf#JdNTPs.0.32uL )55 —2H KK 5] #0784  5uLfr) gDNA
(10ng/uL) .0.5uLAJKOD Neo FX.1.68uLffwarter; iR ss —3 M{k &R i) SRR 2501

PR 5 — 4 AR R AL

12.5uLFJKOD Neo FX Buffer.5uLfJdNTPs.0. 1uLA %5 4K K 5] #0784 5L gDNA
(10ng/uL) .0.5uLAJKOD Neo FX.1.9uLffwarter; iR %5 — 3 Wik £ i) SRR 2501,

5. R PR EL R 4 Frid FIABOSE R4 48 A R , FHARRAELE T, 42 [ T e e L B ik A2, 4y
AT I ARG Y AR RE T WANE S, R AN AT A R TR S B0 A B

6. — B 48 5 v, H T4 B AR BSR4 5 BTk 1 2 — B B AR R LR P AR Rk AT
o3, AR T, 04

XTI IR 5 — 3 AR REATY G AF RN IG A o, R TAES 08 :94°C, 2min;
98°C,12s,68°C,12min, 26 MEI , 28 LINMEIA TG, BEE A 1305 ;68°C, 10min;

2
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XTI IR 58 4 AR RAATY G AF RN Y G o, R TAES 08 :94°C, 2min;
98°C,12s,68°C,12min, 26 MEFF, & L L/ MEFR 4G, TGI8 N30s;68°C, 10min.

T ARPEACRN ZE K6 Frid (94738 77 1 , HAFFAEAE T, 40 0 BT iR 28 — 9 394k J DL S Pk 28
YA RY G, ik TR A

I 1 %6 T A AR 5t 2 PR KOG PCR N S 7P W g AT Rar i 2 A, 15 209 34 =y vh H B 2L R 2
38 PRI 45 2R 5 Hodb, A U HE R < 120V s Azl B 18] < 120mins

8. — Pl 7> SC A i 7 v HURREAE T+, B0 3 -

AR EESR 6 BT P (14 38 7 ) 5 e 3k A T 2 I 7 A 3 A 381 ST

XF BTk ST AT 4liAL

XTAAL fa B SCREREAT IR , LA i i ABOJa AT 7 ST ¢ 5

T 3243 I S ) 26448 : 37°C , 40min; 16°C , 40min; 65°C , 10min;

THAW N 2644 :37°C , 60mins

9. — MNP 73, HAFAEAE T, SR BRI EE 3K 8 Fir ik 1 ABOZE ERIIN 7 3L 2 1 44 4 7 544
7 [ ABOZE PR > SCJE , Yot BT iR ABOZES DRI 7 S 2 )3 47 7 o

10 AR PR EL Rk B 77 774, HAFFAEAE T, SR AIHIFL readsA 0] BT id ABOJE: [X]
MR SCEEREAT I Horr, B HLE: 9200pM, ~F-35) F BEOR 71N J910000bp
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—FPABOE E 1B 5140 I &R R 1B R N F X ERE T
ERMNFFE

ARG
[0001] A JF 3 Je LR 73 RS M SR U3, B A Je — F ABOKE K47 19 51 ¥ . 9 4 44 &
I IGTE Dy SRR 2 TR S PP T o

EEEAR

[0002]  19904FELandsteiner & BABOILA! R St , 24 ABOIMLAY J& N\ 4T 41 i 3 TH 3R 14 B ot
A B RS SCPUR R0, R, ABOIL 2R 4 52 (4 fff o 3 I I 27 L B 2 8L 2 B B R
T 57 R IR 2 55 B I PR 35 S0, [T INF T AR g A v i I, P o 28 % i L %2 4= . ABOIfiL
AU 52 1AL AR v B R R AR g BRAS SRR R R e, R B T P RA i A 05 i 52 28 1 A 22
P 5 S50 2 T A1) 1, 2R 2 28 K DA A , & 0 L iy o — o 1) DR W, KT, 75 S I O T VR g AT
AR

[0003]  H #if 08 FH 2 ABO I A4 73 Y [ F PR 73 BY 5 R A0 45 PCR -RFLP . PCR - ASP.PCR -SSP\ PCR
SIS 6 6 € BEPCR . Sanger Il P55 , /E N FILIILTE 27 77 1 0 #b 78 BB J7 1535 7] X ABOZE A7
BRI AT 08 , (BB IR B 7 VEARAE — AN , 8 K, DR T KA S AR B = T, [
T LTI 3 A B AR L 4% S 6 17 B, S50 ) A A 34, (B b R AR eV A T (R S 67 22 A
HREXT O N i 28 53 B EAT X 23 o I AR, 7E N ESNPII B 7T E sl = HOR &+ e, H
AT TF R T LR RS () 32 [R] 43 28y (9 Gn B DR0S Fr WNGS) 38 T e K EFEAR I T R,
{H R ABOR I PR KK, T e AR e 4, DR b 4 28 = AR B 1 5, [R] AP NG S H AR B AR
SNV (RIS IR A 1 AR AEURE T34 N B B 2k L SVs A DT 3038 4k (CNV's) AH W ANEBURS , it i 2> 5
N R B AT 45 5

[0004]  FHEULEAR AL, £ EIRTS B ARER 4 AT 815 S A T D05t A A FF 1 5 i 21
fifi , DALt mT DLALFE AN BORT A S i@ B AR R A A B BIME B .

LZRAE

[0005] AR AJFHIH WA TR AL —MABOSE R 3G 51 1)\ 9 BG4k 2 V9 3G 7 v M s ST A
BETTEE NP T7 3k 2 /DA — e R R b v AR FH A S AR 1 BR i A R e 17 = B 4% S
WP 7 VAR P A v AR DL o

[0006] AN () H At AR P AN AR RCRE I8 I R T ) PR AR IR AR AR B AR, BGES 20 Hbs ik AR A
[ S 2145

[0007]  FRIGAAFFHIEE — 710, $2 4 7 —FRABOFE K I 18 5140, F 45 : 25 — LI K 51 iR
HANEE I G TR G

[0008]  Frik 2 —2H I [ 5 iR A L FE

[0009] ZE—4H5|47:ABO-1-F.ABO-1-R;

[0010] %8 4 5|#):ABO-3-FAIABO-3-R;

[0011] ik 2% AR BE [N 5 iR A L FE
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[0012]  5|#7:ABO-2-FAIABO-2-R.

[0013]  W[IEM), & 51 A B 5 IECEE N -

[0014]  ABO-1-F.ABO-1-RJ90.08:0.08;

[0015]  ABO-3-FANABO-3-R>40.08:0.08;

[0016]  ABO-2-FAABO-2-R°40.05:0.05.

[0017]  AR¥EAS A TFIIES — 710, 324 T — FHABORE R 3944k 2, 4 F iR 04 — L PR 51 4
TRA LA A LR 51 WDIR & 23 ol i B 22 T A A P2 4 B 79 TG L TR 1), ABOJR: [R1 7 3§
RO BT AR REE Y AR,

[0018] Pk 28— 31k R AFE:

[0019]  12.5uLfJKOD Neo FX Buffer.5uLf{JdNTPs.0.32uL )58 —413E K 5978 &  SuLi
gDNA (10ng/uL) 0.5uLJKOD Neo FX.1.68uLfJwarter;FTid 5f —3 MR R i) SR FH A 250
L;

[0020]  Pri 2 — 4 ¥k R EHE

[0021]  12.5uLfJKOD Neo FX Buffer.5uL[JdNTPs.0. 1nLf¥) %8 —2H FE R 51 7R &  SuLi)
gDNA (10ng/uL) 0. 5uLHKOD Neo FX.1.9uLf¥jwarter; FriR s 4 B4k R ) SR B 2500,
[0022]  WIIEH, 4% M E B b Bl i AR b, 0 2 — P A R S5 9 R RE T W
ANMEH, 2 RIS E AT RN R IR ST B O b B

[0023]  ARFEA A TSR =J7 1, R4 7 —Fhy 3G 7705, AT 0 it BB S — AR R
By R R AT,

[0024]  XfPriR 58— 3G AR RIEATH WY BB G Hod L, IR TAE S8R :94°C,
2min;98°C,12s,68°C, 12min, 26 MES , BB LINMES TG, FIEIA 1305 :68°C , 10min;
[0025]  XfPriR 88 9 AR RIEATY Y B B Hod L, IR TAE S HOR 94°C,
2min;98°C, 12s,68°c 12min, 26 MG, & NIAMEIRTELG , B 06 8 11305 ;68°C, 10min.
[0026]  WJIEHT, 7 X P IR ZE — 9 MG 4R R UL R T IR S — 9 R Ry )5, ik 7 ikie
fii :

[0027] R FH 1 % B G R 8 MiE F UK 6T PCRISON. S 7= b AT Aan il 43 1 45 24 38 =y vh H (1)
DRI 15 4 38 (A I 25 5 s Forb, An I FE s < 120V s A IS 8] < 120min.

[0028]  HRAEA AT VY71, PR 7 — Ml P S ER TV, A

[0029] A IR 99 7= 5 ek i AR T 4 S B AU BT A A R 15 21 S

[0030]  mIWER, PriRiER: e W 12544 :37°C ,40min; 16°C ,40min; 65°C, 10min,

[0031]  mIE[, iR ZhUIEE T AL e B 264 N : 37°C ,40min; 25°C ,40min; 65°C, 10min.
[0032] X Frid SCPE AT 44K, 5

[0033]  Xhafifb i 0 S EHEAT VR , LA d3 Fr i ABOJ: PRI 372 S P

[0034]  ARHEASAFF IS LT IH, PEHE T — R 532, K A IR R ABOZE: [R5 SC 2 (1) #4)
A TT VR R IR ABOE PRI 7 ST 2 , of P ik ABOZ PRI o S e gE AT

[0035]  WIEERT, RAHIFI readsA=Uxt BriA ABOKE PRI 7y SCE JEAT I, Forbr, BHLEA
200pM, 345 Fr B: K/ 910000bp

[0036]  ARAFFHIIRHEE T —FABORE R G 51 W ¥ ik R 3 38 53 I SCE R i 07
S 7779, Hodr, ABOJE R 38 51 4, A4 - 38 — AL R R 5 | WDiR & F 36 —AH R R 5| iR &
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Frik 58— FL K 5 VR & 604 55— 41519 : ABO-1-F.ABO-1-R; 55 41 5|4 : ABO-3-F I
ABO-3-R; FTiR 5 —dH I [H 5| W) & 646 : 514 : ABO-2-FATABO-2-R s 5T 4 H1 185 I ABOZ [A]
P3G 5 PR B AR B P AR R XY AR R 5 15 B R, B TR P R )
SCEESHIFL read s iR ABOE BRI 3 SCZE AT , mT LAAE 280 8 v I & SR PR A A
P

[0037] R ERfFEMTSE , DA_E I — MR AT S ST 2077 IR A= 7 49 1 AR VR 11, A
REPR A A TF

B (&1 352 BR

(00381 yHbeAdk 147 Y P 4 5 N 0 W 45 mR R A A I 5 B8 — B 20 st T A5 B AR 2 T 19 S i
1, -5 U B 15— FH T AR A N F (1 S B o 1 & DL, I T A R ) B AR AR AT
) — e St , X T AU S8 BOR N GOR T, AE AT BIE PR ST S RO HTIR T, 3 w] DUR s
XL R PR AT A R PR

(00391 [ 173 F 7 H AR 2 O o3 A1) 4P I ot 451 o — ol JORE 3 o 1 R 20 3B K AR AR (X 4L 4
PR IR KRR PP i

[0040] [ 27R M A A T s Bk St ] h — b _ERLSE 36 2 st B S B

(00411 I 37R T M7 H A 22 T s 51 St 491 ABOJEE DX 97 1 P A ]

[0042]  P47m i itk tR A A TR GRSt 4] b 38 i RSk PR 75 37 1 G T 45
P

[0043] P57 T M7 Y AS 3 I s 51 2 S 91 o A5 AR 2 9 ABOSBW . 1173 R4 A 25 2R 1)

BASLiEA

[0044] I LEN 222 [T ] B 4 [ b 0 7= 451) S5t 7 =X SR T, 7~ 491 S it 7 s RE A% DL 22 Bl
TS, FLAS S A 9 PR T 76 L0 1 3R AR Y5491 5 A s, B At e Si i 77 A A5 4% 2 44 56
AR TEHE , FHg s 491 S it 77 2 ) R84 THD B A a8 25 AR ST T R AR N T o BT IR PR ARRAE L 25
FBREE AT DA DT A 38 177 SN A 7 — AN E0E 2 90067 A

[0045] X HAR Lo Ml ARAE ff RS -

[0046]  gDNA:JE[KIZHDNA, J2 45 WA LE L AF AR A T /4 EBDNA.

[0047]  PCRI N : B AU AN 53 188 W BRAR 1) & 3, HoR a0 AL IR 5 & B F 5| 40k
P SEAZ IR I I N (B B U ) o

[0048] EBbuffer:EBZZK (PHT.2) .

[0049]  JB-K .18, e E AL BT B H AN SR AL IR 7 51 ATk AR 2 AT BB K o 2L TR
J7 3 A2 25 A8 AR K T 75 L) L AMAE B T B A B 458 26 A R A R RS

[0050]  Exonuclease: %M

[0051]  Primer: 5|47 ;Sequence: #7451 .

[0052]  HgyIfi A2 I PRV T AN AT SR/ ) — iy DR AR dy e A A 205 e N T i bR B8 38 P
AN B S HABWI G 224 A 280 R AT 75 O S8 5 647 AL (R ABOAS U L 52 e i . ANt
M AR BEE 200 (B AR Im AR 1REE H , & BLABO ] ML A 22 X EE A& B4, BRI 75 AR 4
A WPIE S B0 5 M A a3 A W 285 SEEAT £86 70 it » 1 o 18 A8 SCBC I AN 1 S ERT A

6
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T4 0 P I 25 7 A B 6 4 7 i Lk R b HH AN R AR

[0053]  H Al , ABOIML Y AH ICHH 78 1 LTS 7 /K~ R J& 2 73 1 AE W 27K (R R S sl B )
— W DL T, ABOIML Y R MG % EFF A Land -steiner N, B 1E jz 5@ 5 & o (H 2 FL R -
AR B R AR, 2 HIRE [ BEANTE , i SRS REvHE A a8 AL i mT R Ay AN AH 25 IR, 7 AR
1117/ @ = i AN AR 1| NS AN o

[0054] [ & Xk 1 28 ERIOA PR PR AN TR N I 28 7 Jisd 28 PR 73 R AR Dy B A% g I 3 = 5 LI 5
IR AR T2, BRI 52 3] G2 I VR o S e 2 ) 75 bR, B R 23 R A e 3t i 2 A -

[0055] (1) m] ASZBPUfize H =7 D afin 29 5k (R 3% 5

[0056]  (2) mJ LA3RASHE L My & 3R 15 1 i A5 B

[0057]  (3) mJ LUPRIE X)o7 S FR i A7 45 78

[0058]  BEEBFLIIRED , B 7 AL G IS S 7732, W IR I 467 42 7 —LEABOIDNAZ A
772 U UM H AT T B WAABO I A 22 48 KL K] 4 B R

(00591 BRI v B B 2 M R A % S B (PCR-RFLP)

[0060] b 5 i 2 A FHIBssHTT/Nar TA1HpaTT/AluT FR il BiE A BRIOSE {7 3 RI3E 474 1,
Ja 8 FSouthernBlot 7 AN SL5G 45 Rt 47 560 E , s NS T %FABOIML 2 22 45 4 IR SNP /3 1Y
HAR I T A AH TG00 387 ) S o B PRI g A T 465001

[0061] 283 3 PR 4% S5 P PCRE A (PCR-ASP)

[0062] %77V 2R A BLO=Ff i Y 5 458 (AN [RISNPAR S s v e e R 51 4,
a8, DA HRRE A AT A 2 R S A2 H AR 3 AR

[0063] R AR ZEA% FH PR il 14 P VDB 438 J5 7= Wb A7 AL B8, T 1548 1 IS (8], 5 72
TCVEXT BN SNP 1) 2 PR Y 347 70 284 o b T ABOJE: A 1) S5t o 1Ak M ke » - HL T e AT R A A 28] )
SNP-F B0t i S A7 2 PR R o

[0064] XU M 4H 2% 1E72: (Sangerll J7%)

[0065]  Sanger il J7> 2 ) i B A K 7 A 28 e hn i B XUBE S8 A% 1 R (ddNTP) &5 & 7EDNA%E |,
2 JE DNABE K 457 1B SE A, T2 A K R AN — IODNAEE , AT AR 38 AS [5] 1) 2 e X6k 22 25 B8] 3 4 138 47 1R
A, AR 7 F1 M5 B XS SNPIEAT A o H BT, DNAJ 3 47% 2 2% DRI AG I (1) 4 A 78 RN e Re e
RIS CLA0 B A BS0ORT ) A A8 S 3 AT R o 78 SIE6 2 R, TR ) B 2% 1 L 2R s A AR S 1)
WA, Sanger il 74Ty & —FhAT 2 A B 5% AHAZ , Sanger 77 AT 78 25 1) X 480/ K@ & H.
XSV BIAH X AN B , A8 1578 SE B/ A e v 48 H Sanger 532 6T 1t 234 35 PRk 47 5 4 1T 1)
M o

[0066] %4 S M 58 & g% 4 ) V. (Sequence-SpecificPrimers;SSP) & it 31 & il 54¢
A7 DR AN FEAZ B R A NPCR G| ), S A rh S5 7 DX B8 FHAH . 1) 5 b AT 97 1, T3
K= n] B BB Gt L VKR 25 58 o FAREE 9 258 i AR, AH TG kA U 37 (0 56 6 B (R 55 4
[0067]  RAHARIFH AR (NextGenerationSequencing ; NGS)

[0068]  NGS/ZFFDNAFy BX A% il K B 5 v B FE 4 [m) 25, #6 e oK & podi e 7 91 B AT il
= F 77 e BT PAT 1 Lumina 2 &) 00 /5-F 6 8 32 3 35 =04 T W fa w2 Bk,
Z 5 C R S DNA i BOWON B3R T A BAME L P HI R floweel 1, 423k HAHRC X 5 ik
DNAJ7 BB B - floweell b, 8235 i3 i iy 2008 & BB S B EATDNAE 1], JHOKAS 5, T
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T71E R 86 B e, 18 3 v H oK & FDNAB 7 o FL4s (0t 5 A I ) &5 6 3 [K] , {H Bl
T B R BESRAS 150-250bp USRS, 5 B0 7 3R 15 1 J5 46 7 41 7 Bt — 2P @ i A 3 A
Ref5 2] 58 B FABORE M X A5 5., THZ I A2 N E A it W 7 B AT HE S, Rt 15 2
BRI DL R BRI S R .

[0069]  EARCAA IR ZABOM A RS AR 70 BHOR  AH BT HAAl s ) 2 4840, DLIVA 1
FEARIE & A 1) GRG0 R & 51 ANASERE 9 AT () 45 SR o DR A 1K PRI 6 B8 3 R e R
DABR = 73 B 73 22 , R RS R AR 2

[0070] T~ Rirad =i R v () 18] B, A7 2200 T 4R 2 T-PacificBiosciences =
AEL A>T P E AR, BT AR WU B S A7 ], 9 H B & Kk 5 dE s BE AR 3, i ik 1
Sanger 5 NGSTGVE M B FEA 1 1) B, AMNA B = (1) 43 HE 6 , FF H G Bime ] il 45 2R . ge A
T HANEARER 7 =AU FF BOR A B B3 2 4, BB £ ABOJE PR () 3 15 HL il i 7 v
AL T ABOFE K — 5 4 2 _F i 29 4kbp A B — AN 9, 235 98 1t DU N4 3bp M B B 7 H1 41
J8C, JLF B A ABOSE o 2 DR S R L 1 238G 5 1, DAL R = AR 7 1 P B AR K s K R AR
P JNAE GG B3N 7 8GO, S8 w3 X 8 R R, A5 S BEORG 1, F5 L =
FREES>FIFHAR , LS FRATRIE A 1) 53 B3 A, AT 45 21 4 1 FABO I A KL (R &, 32 v 7 &Y
1) R BB AN AERF B

(00711  ZE=RMWFH AR (ThirdGenerationSequencing; TGS) A& H HII 7+ A , HiszHL
KERKT10,000bplh b, s K Bt & TNGS, HAfi#lPacificBiosciences 5
OxfordNanoporeTechnology i & 2 & I J7*F- & A% . PacificBiosciences#) #.751- RI
M 7%

[0072]  (SingleMoleculeReal-TimeSequencing;SMRT) £ EF) H W S 5L (Zero-
Modewaveguide ; ZMW) H1 24> FLA% , AWTIIDNA SR & i 7 A2 1 50O 3% 1 MORDNA B & 7 .
OxfordNanoporeTechnologyH) 4K FLiM v (NanoporeSequencing) =2 B i i 37 ook i 1
Uiy FEL AT 22 , 24 BRI DNA b 1R AS [ i 2 0o 825 B i I, 2 777 AR AN [R) R /)N 1A R VAR 5 2 T ik 28] B
B ) H

[0073] 1P &Rk E L, AHIER AP HPacificBiosciences IH A, HHiF il 57 #5
AT DU B T LB R EEQV30 (99.9%) , H 856 subreads e B ] 1k 31 15- 50kb . 47 2 ¥ i
7RSI T 7 VR FEAS ) HLW P A K BRI, FF A RR = 0 R 515 21 5 52
FFIME B

[0074]  PacificBiosciencesHI3A H BTIEARA N HI BIABOIML Y 73 A %551 | {57 3 7 i
R FRATTE I HE R H, Wit — R FIABOIML A R 4t 55 B AR

[0075] &G BRI PP T B, A g S A I BOR T7 RALHE - 15 SR B 0 E Y G 1 X
WY, BOR R 75 2218 2500 514, By 8 e 5 KA — i i s et L
A ) A IE S I R VPR ER  A B 2 Y T AR I R K
KRR, Y =Y EE#fTPacificBiosciences =R FE, B
PacificBiosciencesill 5V &5 2 pry 84 8= 4 50 8 BEAN AR 70 A A KT 99
R A TR AL,

[0076] T 5%, XA RIGHE B B 51 VAT VR N4

[0077]  ARIEA AT BV —J7 10, F2 4t T —FPABOZE R Y14 51 ¥, (L4 « 55 — 4L 2L K 5| iR
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L

B B

EANE HER SR G

TR 28— R 5| iR A B 5 2R
B 519 ABO-3-FAIABO-3-R; ATidR 25 40K K 5 WV & 8045 « 514 : ABO-2-FAIABO-2-R.
[0078]  #F—Fp B AKRSE i 7 2, & BI04 TR 1 S EC EE 4 - ABO-1-FLABO-1-R50.03:

— 421 5|4): ABO-1-F.ABO-1-R;

0.03;AB0-3-FAIABO-3-R>40.05:0.05;ABO-2-FAIABO-2-R°40.05:0.05,

[0079]  ATR B St 75 3 HH , 45 A5 G0 U FFIDNA VA Y, DNAVA IR Ik P8 B2 SR VS [l : 10~ 150ng/

ul, 2 B R VU E1.6-2.00

[0080] A RSt 5 20 AR, BEit X ABOAS [ 3L K] 45 S e i 18 514, 5190 & Ik £65° P
514946 FIEBbuf ferfic B 5 Mkt , 467
FLFC & 5] PMTX,

RIRBEFAIR S| 7, #5 FANRIE &

ZJa N R 15 PR

[0081]

E1 B 5 PR A1 T P FE (ull) FIPIRCLE (L)
1 ABO-1-F/ABO-1-R 100 0.08/0.08
2 ABO-3-F/ABO-3-R 100 0.08/0.08
&2 B 5 YR &2 SV EE (u) 51 ECEE (uL)
1 ABO-2-F/ABO-2-R 100 0.05/0.05
[0082] %1
[0083]  ARFEASATFHIZE 710, JEAL T — FRABOSE R 34k &, ¥ L IR B35 — 4L R 51 )

W LA B S| YR G
A5

—Y R RS P IR R TR
Buffer.5uLffJdNTPs.0. 32L&

i HEN SRS

Neo FX.1.68uLfwarter; FTid 28— MK R 10 SR FR 250l ;

[0084]
[0085]

[0086]

[0087]

[0088]
[0089]

PR 56 — 4 Ak R0

12.5uLJKOD Neo FX Buffer.5uLfJdNTPs.0. 1uLi) %5 4 IR 5 #0784 5uli]
gDNA (10ng/pL) 0.5uLHJKOD Neo FX.1.9uLfwarter;FTid 26 — 9§ B4k & 1) SR FR 250l .
A et 77 2, B B 58 51 IMIX S R4 N K2 R 3MIPCRY G 14 & , #& MR ¥
Gy, 0 LA s R ST B o

I IR AR 2 A R R 42 R T TEC LU AT 1), ABOZE: [R1 9 484 4
— AR RAHE12.50LIKOD Neo FX
J5uL[#gDNA (10ng/nL) 0. 5uLKOD

A > FANFEA (uL)
KODNeoFXBuffer 12.5
dNTPs 5
eIk 0.32
gDNA (10ng/nL) 5
KODNeoFX 0.5
warter 1.68
SYLNA 25
2
ALY A FEAS (L)
KODNeoFXBuffer 12.5
dNTPs 5
FHE[R 5 P)IR 52 0.1
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gDNA (10ng/nL) 5

KODNeoFX 0.5

warter 1.9

SAR 25
[0090] %3

[0091] 7 —Fh B AR St 77 2N, # B8 1 e b e i F2 vh, 20 K 28 — P il ik R 5238 —
PIARE TWAEH, 70 AN E AT H 8 VR S B O b B

[0092]  ARFEA A TFFHIEE =J7 1, 24 7 —Fhy 3G 779k, AT 0 it BB S — 9 AR &R
B R RATY Y, A

[0093] XTIk S —H G 4R RIFEATY I SR Horh L I TAES 80N 94°C,
2min;98°C,12s,68°C,12min, 26 MG, ZE LINMEIR 4G , RETE A S 01305 ;68°C , 10min.
[0094] X BT ik 55 — 9 G AR RIFEATY I SR Ko 3 TAES 80N 94°C,
2min;98°C,12s,68°C,12min, 26 MG, 28 LINMEIR 4G , RETE A S 1305 ;68°C , 10min.
[0095] AR sEi =0, MR 3B N RAXSPCRAGIAT S HR B, I IR & B I RE P 3t AT
1, K :105°C, THFIRIE A :6.0°C/S.

BE | WA | Ak &z
94°C 2min 1 X
98°C 12s

[0096] 3 - X —= y =
68°C 12min a2 ¥+ — /R, FVEF A 30s
68°C 10min 1 X
4C oo

[0097] =4

[0098] 7 —Fh B ARt 77 2UH, 9 O BTl 55 — 3 9 44 J DL A BTk 28— sl ik R 4
Ja » FITIR 7 VI8 AL FE « F1 FH 1 %6 T i B A L KON PCR S B2 J P gt AT R I 23 A, #4321 9 18 7=
Vb B B EE R 2 A 0 A 45 2R s Fodb, A I H R < 120V s Al i 18] < 120min,

[0099]  Z: WLE4Fs, B, fL1-FL4AABOIR &R R LEI =9 I s Bl £L5- fL8 AABOTR & 14
20 B s M ymarker .

[0100]  ATm s it 77 2UH, T 1 %6 35 bl o i HL ik 6T PCR s B Ji 72 490 i3k AT A 23 #fr 5 LA
ffiE H LR S 8/ K : 120V (8] : 120min; (Guly B r=4+1ul6 X loadingbufferid
TR I G =) 4 KRN G5 5 K 3 3 P T o4 2

[0101]  REAAH DI, P& 7 — Ml SCER R 7 v, A FE i _EIR I3 38 72
S5z sk R AR 1 I N A AT B ST s 0 BT IR SCPE AT 44k s Xhali A 5 B9 SR AT IR FE , LAY
% P ABOZE: PRI U 7 S o

[0102] A Rl sL i /7 20 A, iR HE A% GiPacBi o SkiB K FE 7 , A Barcodef 3kiB K J5 #¢ H o
PacBiofZkiB KR FZ WM EI LI, B s 138 KRS e v i e 3B KA & I 20 473 DA %
BKEF S G BTN :

[0103]  JBKFEFFH B o B35 : PHT .5 Tris-HCL (WP 30 44 : = R H 32) G bt s | T
=W, MR, =R I Tris, A FR: Tris (hydroxymethyl) aminomethane)

10
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100mM . NaC1 IMNFWAh 7844 £ .

[0104] 3B k4K R A £ 45 : 10Xanneal ingbuffer GB KA (10X)) &N : 10uL;
adapterse — B 5 2 W% RS, T8 8550 K08 H bl e R B
.BGBarcodeAdaptor (barcode, tW#{ A index, & — B AR K 1 5 B AZBREE , FH TE 2R
M FIE AR A B HIRE S 20ul s NEWEN 7844 2, Upto100uL.

[0105] B kKFE/F4:80°C,2min;80°C,0.1°C/sPE1K, 2min; 75°C,0.1°C/sf{%, 2min; 70
"C,0.1°C/sfEA%, 2min;65°C,0.1°C /s, 2min; 60°C,0.1°C/sFEAK, 2min; 55°C,0.1°C/s
[#1%, 2min; 50°C,0.1°C/sPEAK, 2min; 45°C,0.1°C/sf&M%, 2min;40°C,0.1°C/s[%%, 2min;
35°C,0.1°C/sF&M,2min; 30°C,0.1°C/sP#MK, 2min; 25°C,0.1°C/sP&{%, 2min; 4°C, 45K . 1B
KFEFFZ145min, 1B K53k -20 C A7

[0106] A5 S 77 2N, ek 4 S B, TS v £ e B B MM L x, AR T RS REATIC
H.

o107 [ sk AL
10X T4DNAligasebuffer 1.5uL
10mMdNTP 0.1pL
dATPSolution (100mM) 0.1pL
T4DNApolymerase 0.3uL
T4PolynucleotideKinase 0.3uL
TADNAligase 1.25uL
Total 3.55uL

[0108] %5

[0109]  TFER6AEREM R AL AT FI PR, 1 EAE f R ST O

01101 [y gy ey 8.95uL
Barcode##3k 2.5uL
EFE MM x 3.55uL
Total 15uL

[0111] %6

[0112)  F 4 e I SR , 9150 1 BT 2 B0 A7 6 2 ML, #43 : 75°C TR IR o
2.5°C/S,

(01131 [y gy I [A] B2
37°C 40min 1 X
16°C 40min 1 X
65°C 10min 1 X
4°C ©°

[0114]  ZR7

[0115]  HEFERE Tl e & IS IR 4%, DY s o A DI BV A AN IR B 45 7 40 o AR 3l
RSV _EC B AMIBEMIX, 243 58 S N 25 o Jm TRCEL UK B BEE NN 2ul SN BEMTX, #11 B8
IR ST L

11
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[0116] PAREA
Exonucleasel 1.5uL
Exonucleaselll 0.5uL
Total 2uL

[0117] %8

[0118] T %9 Jg i 1L R SIS, TG HEAT B B, AT WAL IR B, 445 45°C , T IR i 2 «
2.5C/S,

u B PEIREK
[0119] 37°C 60min 1 X
4°C 0o

[0120] X9

[0121] VA S B &5 R Ja JURS PR AT A BR 24k

[0122] A7) SEiti 77 =UH , SCFE 4k 120 SR A0 4

[0123] 1. {EVHALJE IR M LTuL 7K, 28 )5 PRI 15 . BULIYPB beads (0.45x) , 455
RSB IR G IR AT, B2 25, S IE8CE 1 0min, BAH) 32580V 512- 31K .

[0124] 2 Y4PCRAE B =, S8 J5 THCE T4 148 b, B WA ER 10min, BATATECH70 %6 VR AR , TP K
LI .

[0125]  3.3¢ bJF, 05 VAW B R B PR U A8 B i N 200uL.70 %6 P , V) 270 M B 2K o

[0126] 4. FE b—PHAE, T2 ZIRIEASTE VL.

[0127] 5. FFJT0KS  BPCREE B0y, SR 5 BT S B el S0 242, 33 25 R

[0128]  6.PCREJT o T A 30s, #R G A 12ul EB.

[0129] 7. 3R BIFHEER , (R RBLER IR SVIRES , IR EUE 10min, Ye/lDNA , 1 8] 42 5
2-31.

[0130] 8. IGPCREWEE , ARG E THE /148 b, W B 43k 10min.

[0131] 9. WL HY i 10uLiH 2 5 HIPCRE N .

[0132]  10.F|HQubi tXf BLAE A S HEAT 2 & , B AN B AR SC 26 HUAH [R] )5 & Tngpooling M
TRESCE

[0133] A7) st g sHp , VR JE ()20 BR AL F

[0134] 1. VR & SC P I AG & BUCHE A AR B xul (R AN FEARE Tng) o 1A H A I A x*0. 61
LPBbeads (0.6x) , 53R 5] s IR % 1R &, B 25, IR 3CE 10min, JH A1 2 507R 21 2- 31K
[0135] 2 SEPEWEES, SR 5 JBCE TG 7128 &, W B i3k 10min.

[0136]  3.3% biF , SR Jo IR B B R Bk BT A0 B im N\ 2001170 %6 P50 , 1270 S 2k

[0137] 4. FE b P#AE, T3 Z IRIERSTE Ve

[0138] 5. FFJLTEK K PCREE B0y, SR i BT S B il S0 248, 33 25 R

[0139] 6. EPE I THRANEIL30s , 2R JE I A 40uLEB (FRIEFEA LR ATbead s R RLE 21
HEEBIAF) .

[0140] 7.4 BV WEEk , =R CE 10min, YelDNA, BAA 832 - 31K .

[0141] 8 IGEPEWE S, IR G TE THL 48 b, W B g Bk bmin.

12
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[0142] 9. WRHXAT A LiE % 28 HIPCRE N .

[0143] 10K 55— R 4ifb 5 PR FE B nLgE 1T Qb t 8 & , BT R4tk , 171 38 — ik 4lifh
J IR FZE R D AN AR B0 . 45uLPBbeads , 32 5V A1 5l ik 7 VR &), % 25, = R E 10min, 3R] %%
IR AI2-31K 6

[0144]  11.EE2-95HIH#ME.

[0145] 12 FIHQubit WA ST E &, TFE = EE , BUSMENE N A SRR, BER &
FEER B e T 3ng/ul.

[0146] 13 .1#FH5200FragmentAnalyzerSystemt& il S , 3 H it &3 H BN

[0147]  ARFEAS A FF I8 FL 710, AL T —Ffll 77925 , SR A 3 A ABOE K1 7 S 22 I A4
T 7 VAR T R ABOE PRI 57 S J2E , ok P ik ABOZE PRI o2 S 2 3R A7 ¥ 2

[0148]  fE—Fp BARSeit 7 R, SRHHIF1 readsBEEXT A iR ABOJE PR 5 <2 e 347 2
Hdr, FHLEN200pM, F35 F B R /N 910000bp

[0149] AR sit 7 X, 2 W E 2R, 28 ELSEE 2505 B 09 ST K, T W, #E 5
LR HLAZ s B AR IT AHIFL readsBia s 7 M A 14ng/ul s SF3 Fr BE K/ A10000bp s
L HLE~200pM.

[0150] AR5t 77 S, A BSR4t 1 — FhABO I 2 %1 45 5 DR A (1) 77 v, 8 152 1HABO
BRSO 514, o B R b A B 3R AT A KA G I, AT A A A B AT RS A 1 2 R 4y
A I B BT BRI AR TR R v T A S — RS B N T2 B 5 T RAE T AR
Pacbiofmy B &M FF G , &5 TR IR 55, In_E3BRATTE 0 R 1953 BB ok 1 R v
3 BN ABOKE [Kl 4= K J7 41 14T v i3t , 75 W DA i ILAPF 57 AR T8 A% 25 A8 e 47 B B R B S 2 S B ff i
i N FIABO S 24, W TS (R ABOJE PR R AN UG e 5 25 A I AS R S I, AN T 72 o I AR ) 22
A VEATR FANAE - DA oe IR 25 R 0 BB R AR R B, il BRI, B VR B 4, 25 SRABERIAS I 4y
B, Toik e HORE B 43 T 25 1)

[0151] A5 St 7 T, 25451 1 BH B AR Rt R AR 7 45 2R «

[0152]  H 343845 ()P 2 4t P s R 3R A5 SO, K ST P B ML 5 3R A5 R B30 e 40 ol = 14
fff It BJHIF L 300 SR 5 8 500 25 i, 3RAS SR A7 fi 5 BN A8 =5 ., B S b s
JE FUSK BRI B 40 B o I P (AR A SRR 0 R R AR B g, 3 Hp A 2801 1 B AR SR PR B 2R S8
B, AR BH & R BT R - Foh 2 B A0 TSBT R BT 471 DA R TSBT R A i s I8 23 L, LA ANy 2846
#0053 R A A Aar il 45

13
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Sample
Plrlenut Allele Mutation1 Phenot Allele Mutation2
ypel namel ype2 name2
* *
A1 |o ABOTOLO ¢ 614016 0 8‘138 0. | c2614delG
¢.106G>T:c.188G=A;
¥ N ¢.189C>T; ¢.220C>T:
A 2 c’“a’;(’““’ ?ABO AW3 | 940A>G 0 0"13305 O- | £261de1G:c.297A>G:
: ¢.681G>A:c.771C>T;
.820G>A
¢297A>G: ¢.322C>T: LI T LG Rg
- ABO*ONE | ¢.526C>G; ¢.657C>T; Ao, | SIS e 20CT;
FeA 3 0 ) ~|o €.261delG; ¢.297A>G;
W ¢.703G>A; ¢.796C>A; 01.02 .
803G=C: 0.930G>A c.646T=>A; c.681G>A;
o o ¢.771C>T; ¢.829G>A
¢297A>G; ¢.526C>G;
ABO*AIN , . ABO*B. | ¢.657C>T; ¢.703G>A;
[0153] A 4 Al EW c.467C>T; ¢.797insT B 01 ¢.796C>A: ¢.803G>C:
¢.930G>A
¢.297A>G; ¢.526C>G;
. ABO*AEL.0 . o ABO*B. | c.657C>T; ¢.703G>A;
FEA S Ael 5 c.467C>T; ¢.767T>C B o1 e 796CA: ¢.803G>C-
c.930G=A
¢.297A>G; ¢.449A>G;
v ABO*0.01.0 ABO*B. | ¢.526C>G: ¢.657C>T;
F%6 |0 1 ¢.261delG B NEW | c.703G>A; c.796C>A;
¢.803G>C; ¢.930G>A
Bk 7 & ABO*0.010 | | o1 416- 6.579T5C AX/AW ‘\“@?E’; C.646T=>A; c.681G=A;
i 4 e cak 05 | e771CoT; e.829G>A
¢.106G>T; ¢.188G>A; ] :
e 189C5T: 6.220C>T: ¢.297A>G; ¢.526C>G;
ABO*0.01.0 x ABO*B | ¢.657C>T: ¢.700C>G;
FEAs 8 (o} 5 ¢.261delG; ¢.297A>G; B(A) A0 - - i
o { ¢.703G>A; ¢.796C>A;
c.046T=A; c.681G=A; .
¢.771C>T; ¢.829G>A RN SR
¢.297A=G; ¢.526C>G;
- . ABO*B. | ¢.657C>T; ¢.703G>A;
FeA9 Al ABO*A1.02 | c.467C>1 B - TOECmA 6. 803GoC.
¢.930G>A
c.297A>G; ¢.526C>G;
. " ¢.640A>G; ¢.657C>T; ABO*O. ,
A 10 | B(A) ABO*BA.04 703GoA: ¢.796C>A 0 01.01 ¢.261delG
¢.803G>C; ¢.930G=A
¢.106G>T; ¢.188G=A;
‘ cA67CT ABO*O, | ¢-189C>T; €.220C>T;
FEA 11 Aw ABO*A1.02 | +5.8kb GATA-1 EX | 0 0102 | ©261delG: ¢.297A>G;
HZRE: c28+5793T>C . c.646T>A: c.681G>A;
[0154] ¢.771C>T; ¢.829G=>A
cA67C>T
ABO*0.01.0 ) ABO*A | ¢.28+5860A>G(Intronl
HEA 12 0 1 ¢.261delG AlAW 1.02 +5.8kb iEHX . GATA %
EX i REE)
¢.106G>T; ¢.188G>A; .. o
¢.189C>T; ¢.220C>T; WPy sl
k. ABO*0.01.0 , _ ABO*B | ¢.657C>T: ¢.695T>C;
BA13 |0 g ¢261delG; ¢.297A>G; | Bweak | w1 ; _
. s c.703G>A: ¢.796C>A;
C.646T>A; ¢.681G>A; i .
¢.771C>T; ¢.829G>A B30 o 2B00=A
£ &
BA 14 | cisAB ':‘)]]?’O CisAB | L 467C>T; c.803G>C | Al ’1‘320 A | ca67C5T
| 25 SR
[0155] U745 Kool : FEAR L3
[0156]  FEA L3I T /351 : A58 1HAB0*0. 01 . 0245 B
[0157]  ACATAGACAGTATCGGGGTTGCGCTGGGGGGTACAAAATGAATTCAAAGCTCGAAACCAAATAGCCACC
AGGTTTGAGTCTGTAT

14
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[0158]  TATTCTGGTGGTCCACTATAAACAAAAATGTAGACTGGATACATTATATATACTATAATCAACAGTGAT
TCATCAATTACACCAG
[0159]  AGATGCCATAAAAAGAATAGCTCAACAATTAGGCCCTACCAGCCAGATGGCCTGGGAAAACAGGATAGC
CCTTGACATGATATTG
[0160]  GCCAAAAAAAGGCGGAGTCTGTGTCATGATTGGGGTCCAATGTTGCACTTTTATCCCCAATAACACAGC
CCTGGACGGGACAATC
[0161]  ACAAAAGCCTTACAAGCCTTACCACCCTAGCAAATGAATTAGCCGAGAACTCTGGAATAGATGACCCCT
TTGCAGGTGTCATGGA
[0162]  GAAATGGTTTGGAAAATGGAAGGGACTCATGACCTAAATCTTTACCTCCCTTGCAACAGTTACAGGTGT
ACTCATCCTTGTGGGC
[0163]  TGCTGTATCATACCTTGTATTCGTGGGTTAACCCAAAGGCTCATAGAAGCAGCTCTCACAAAAACCTCC
CCCACCTCTCCCCATC
[0164]  CATAGTCAGATAAGCTCTTGCTCCTAGATGATAAAGAAGAACAACAAAGCCAACTCCTGTTAAATAAAT
TTGAAGGGGAAGAACT
[0165]  ATAAAACAGAAGAGGGGAAATTGTTGGGACAACTAAGTTCCTCTTCAAAGATTCAACTTCCTGGCCATA
ACTTGGAAACAAATCC
[0166]  TACCCCTACAACCTTTTCAAAAATCACACCTTTACCTTATTTGGGAAGGTTTAAGCATTAGCCTGTCGG
GGTCAGCTTAGATTAT
[0167]  GCGGCCCAACCCCAGCCAATAGGGGAAGGACACAGAAACAGAAACTGCCTTACCCCAGCCAATAGGGGA
AGGACACAGAAACAGA
[0168]  AACTGCGTTACCCCAGCCAATAGGGGAAGGACACAGAAACAGAAACTGCGTTACCCCAGCCAATAGGGG
AAGGACACAGAAACAG
[0169]  AAACTGCGTTAGGGATAAAAACCCCTTCCCTCCTTTGTTCAGTGTGCTCTTGGGATTGTAACAGGCACA
GGCAGCACCCTTCTAC
[0170]  AGAAGTAAAAGTGACTTGCTGAGAAATTTTCTAAGTGCGGGTTTCTTTTCGCTACACCAAGCACTTGTT
TCCAACACATGCAAAC
[0171]  CAGAATGGAGGTCTCCCTGGACCTGGGTTTGGGCCACAAGCTTGCAAGACCTTGGGCAAGACTGTTCCC
TCTTCTGAACCAAGTC
[0172]  CTTCCCTGGCCCAGCCGCTTGTGAGTAACACATCAGTTTCATGCTTACACCTCCTGGTCTTGTGAGTAA
CACATCGGTTTCATGC
[0173]  TTACACCTCCTGGTCTGACCGGGCTCTCCTTTGCAGAGCCTTTTATTCCTTCCCTTCCTCTGAACACTG
GCTGGCTGCTTTCAGG
[0174]  GAAGAAGTTCAGGGCAGTGGCAGGGAGCTCCTTGCACATCGCCATGACAAATGTTTTATGGAAACAGTG
AGCTGATGGGACGAGG
[0175]  GGTCGGGGCTAGAAAGTCAGCCAAAAGGTGTGAGAACCCGGACTAGCCCCCAGCCCTGAACATGGCAGG
CCACTGTGCCATGGTA
[0176]  GGGGAGTGAAAGTTTCCCTCTGCTCCTCTTAGGGTTCCAGCTGGGGCTCCTTACAAAAGAGAAAAACAG
TTCATTAATGCATGTA
[0177]  GTGCACCTCACTGAAGAAGCTTCAACAAAAAGCAACTCAGAACAGTGACTTAGAACTGGGTTATGGAGC

15
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AACTTCAACAAAGAAT
[0178]  AATCAACGTGTGGGGAAATGACAGGACCCAGGAGAGCGGTTTTAGGCTTCCAAGTTTGGGAAACCAGCA
AGGTGAGTATTGGGAG
[0179]  GAAACTAAGGTGGAAGTTTCATTCACAGAGCCCTAGGGTGCCTTCTTTCCTCTGGCTGATGCGTCTCTC
TCCTATAATTTCCATC
[0180]  CTGCCTCAGACAGCAGAGGGACAGGGCAGAGAGAGATTTCCCTGCTTCTGCTGCATCTTAGTTGCCTTC
AACTCAAGATAATTTC
[0181]  TGAGGCTCATTTTGGAGTGACATATTCTGGTGTCCTTCACGGTACAGGGCACAGCCTCAGAGGACCAGA
TCCACAGCTGATCACT
[0182]  GAGCTCTTCCATGTGCCAGGCCCGTCCAGGGAGAACACTCAGCCCCACAAACAGGGCAGGTGGCACCAG
GATGCTGGGCGGCAGC
[0183]  CTAACCCTCAGCTCATGGGTGGGTGGAGTGGAGAGCACCCTCCCCATGTGGGGCTCCCTGGTCGTGGAC
CTGGAGACCACCAAGG
[0184]  CTCTGCAGTCTCAGAAGTGGCCTGTTGGAATGGGGTCTGCAGGCAGGGAAGCCTTGGGCCAGAGTCCCT
CAGGGGCAGGAACACA
[0185]  GCCCCCAGGCTTGTCCCACTTGTCCCTCTGAATAGTTAAGGGCTGCCCACAGGGAACTTCCCTCCCTCC
CTCCCTTCCTTCCTGC
[0186]  CTCCCTCCCTCCCTTCTTTCCCCTTTTCTTCTTTCATCCTCCCCTTTCTTCCTTCCTTACTGTGGTAAA
ATACACATAACATGAA
[0187]  ATTTACCATCTCAACTATTTAAACACGCACAGTTCCATGGTGTTGAGTTCACTCACATCGTTGTACAGC
CATCACCAGCATCCAT
[0188]  CTACAACACTCTTTTCATCTTCCCAGACTGAAACTCAACACCGTTCACAGCTCCCCATTCCCGCCTTCC
CCAGGCGCCCACCATT
[0189]  CTCCTCTCTATTTCTACGAATTTGATGACTCCAGTCCCTCAGATATGTGGAATTGTGGCTGGGCGCGGT
GGTTCACATCTGTAAT
[0190]  CCCAGCACTTTCAGAGGCCAAGGCAGGCAAATCACCTTAGGTCAGGAGTTCTAGAACAGCCTGGCCAAC
ATGGTGAAACCCAGTC
[0191]  TCTACTAAAAATACAAAAATAAGCCGGGCATGGTGGCACACATCTGTGGTGCCAGCTACTCAGGAGGCT
GAGGCGGGAGAATCGC
[0192]  TTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCTCACCACTGCACTCCAGCCTGGGAGAGAGAG
CGAGACTCTGCCAAAA
[0193]  AAAAAAAAAAAAAGTTAATAGAATCGCATGGCATTTTTCCTTGTTGGACTGGATTTTACTTAGCATAAG
GCATCAAGGCTCACCC
[0194]  ACGCTGTAGCAGGTGTCAGCGTCTCCTCCCTTTCTAGGGCTGAGAAACATTCCATCTAGAGACAGACTC
ACTCCGTGCAGCCATG
[0195]  ACGCCTTGGTGAACACCACGGCTGCTTCCAGCTTTTGGCTATGGTGAGTTCCGTTGCTAGGAACACAGA
TGTGCACATGTCTCTT
[0196]  CCAGACCCCCTTTCAATTCCTTGGGTGTATACACAAAAGCAGGATTGCCAGCTCATACGGTAATAATAT
TTTTATTTTTATTTTT

16
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[0197]  ATTTTTTGAGAAGGAGTCTTGCTATGTTGCCCAGGCTGGAGTGCAGTGGTGCGATTTTGGTTCACTGCA
ACCTCCACCTCCCAAG
[0198]  TTCAAGCGATTCTCCTGCCTCAGCGTCCCAAGTAGCTGGGATTACAGACTCGAGCCACCACGACCGGCT
AATTTTTGTATTTTTA
[0199]  GTGGAGATGGAGGATTCACCATGTTGGCCAGGCTGGTCTCGAACTTCTGACCTCAAGTGATCCGCCCGC
CTCGGCCTCTGAAAGT
[0200]  GCTAGGATTGTAGGCATGAGCCACCGCGCCCGGCCTCGTACGGTAATTCTGTGTGATGTTTTGAGGAAT
TGCCACAATTTTTTCC
[0201]  TGCGCCTGCACCAGGGACACGTCTCGGAGCTGGCGAACTGGACTTGGGGTGGGAGGGAAAGGAAGCATT
AAAGATGCCCCCAGCT
[0202]  TTCACGGAGATGAGAACGGTGCCCCGGGAGGGCGGGACGGGATCAGGGTCCTGTGAACGGGTTATCAGT
GTAAACTCCTCTGAGA
[0203]  GATATCAGGAAAAGCAGGAAGAAGCCTCTGGGACCCTTCGGGAGGTAACTCCTCTTCGCAGCGGGGCGC
GCTCTCCCAGTCCCTG
[0204]  CAGCCGCCGCCGCCCTCTCCTGAGCTTCCTCGAGCGGACGCCAGGCAAGGGCGGGGGTCGTAGCGGGGC
GGAGCGGGGCTTTGTC
[0205]  CACGGACCGCGCGAAGAGGCCTCAGGGCCCGGCGCGGGCGCCGGAGGGGGACTTGCTCGCAGGGGGAAC
GCGAAGGTTCCTCAGT
[0206]  CTGCGGGACGCAGAGCTCCGTGGGGCCGCGAGCCGGGGCCGGGGAAGCGACTCTGCCTAGGGGGACGTC
GCGGGCGCGGGGCACA
[0207]  GGGTCCTGCGGGGCTGGAGGGCTACAGGCTGCGGCGCGCGCGAGCCGGAAGGCCGGGGATCGTGGGTTC
TGGGGCCGCAGCTTCA
[0208]  CGGGTTCGTCTCCCCCGCCTCCCCGGGGGAGCAGGATGTCAGGGGGTCGCCCCCGCCCGGGAGACAGGG
TGTCAAGGGGCCCCCG
[0209]  GGGACGGGGCTTCAGGGGCACCCGGAGCCGCTCGGCCCCAGGGCGGGATGCGGGGACAGGGCCCCAAGG
TACCAGGGCCACGAGG
[0210]  GGCGCGCGGGTCCCTTGGGGATGCGCGCGAGGAGGCGCCGTCCCTTCCTAGCAGGGGTCCCTGGGGACC
CGCGGCCGCCTCCCGE
[0211]  GCCCCTCTGTCCCCTCCCGTGTTCGGCCTCGGGAAGTCGGGGCGGCGGGCGGCGCGGGCCGGGAGGGGG
CGCCTCGGGCTCACCC
[0212]  CGCCCCAGGGCCGCCGGGCGGAAGGCGGAGGCCGAGACCAGACGCGGAGCCATGGCCGAGGTGTTGCGG
ACGCTGGCCGGTGAGT
[0213]  GCAGGCCTCGGCCCCGGGTGCCCGCGAGGGAGCCGCTACCGCAGGGAATGCGGGGTGCACCCGACAGCC
GGGCCGGGGTGGGGGC
[0214]  GCTCAGGGCTGCGAGGCTTCGGGCCGGCCGCCGCCCCAGCCTCCGAGACCCTGCGTCCTGGGGAGCCGG
CGGGCAGGTGGGCTTG
[0215]  GCCGCGCTGTGGGTGCCTGGGACCCGCAGGGAGGATGGGCGCGGTGGCGCGGCCTGGCGGGGGGCTCGT
CTCCGGGGTCCCCGGG
[0216]  TCCTGGTGAGAGCGGGGTCCCTCGACGCCGTGGCGGTCTCCAGCCTCTCCTCGCCCCTCCACGCTCCCC
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GCCTTCCATGAGCTGC
[0217]  TATTTTCAGCACCTACCGCCCGACCCTGGACTAGGACAAGGCTCTGGGCTGCCCTGCCCGCCCCCCAGC
CCTTCCCTCGGGCACG
[0218]  GCGGCCAGGCGCCCGGGTTGACCGGGAACAGCCTCCATACCCCAAACGCGGAGGCGCCTCGGGAAGGCG
AGGTGGGCAAGTTCAA
[0219]  TGCCAAGCGTGACGGGGGAACTGTGCCCCGGGCCCTCAGGTGATATAGGAGTTAAGAAGAAATTATTGA
GGCAACCAGATGCGGT
[0220]  GACTCAGGCCTGTAACCCCAGCACTTTGGGAGGCCGAGGGTGGATCACCTGTCCTTAATTTTCTTGGCG
CCAGAAGATGAATTGA
[0221]  GTATTTACCCAGACAACAACGTCGCTTCAGAGGGAGGGATGCAGAACGCAGGGCCACGGGGCGCAGGCT
GCAGGCCAGTGAACCC
[0222]  CAACGCCAAAGGCCAGGGAGAGCCGGGTGGGGTACCCAGAGCCAGCACACAGCCCTTTAATTTAGAGGA
GTGCTGTGTACACATT
[0223]  TGGGGAGAGATGTTTTACTTTGATTTGGAATCAGGTGGCGGATAAGGCATACTGAGGCCTGACTTGGTG
AGGGCTCCTGCCCCGG
[0224]  AGGTGCAGCCCTGGAGGAGCGGGAGGCAGAGGAGTGGAAAATTCATGAAGAAAACTGGGTATGGTGTAG
GTCGAGGCCCTGCCCT
[0225]  CAGTAATGCTCACCATTTGTCAGTGTTTACTGTGAGGCAGCACTGTGTTCAATATCGCTGAGTTCTCAG
GAAGGAACGGTAAATA
[0226]  CTTCCCGGGTCATTCTTTCACCCACGGGAAAACAGGTTTGGAGAGATCTGGGACAGTGCTCTGGTCCCA
GGCAGGAAGGGCTGAG
[0227]  TGGGGCCTGGGACTCAGGTCTGACTGCAAACACCTGCCTCCTCCCTGTGCTGCCAGCGCCTTCCGGGTT
CTTCCCTGTCCCTCCT
[0228]  TTGTGGTCTTTGTTTTCCCTTTTTTGTCTTAATATGTTTCAACGGATGTATACAATAAACCGCACATAA
AAGGTACAGCTGGATA
[0229]  CATCTTGACCCAGTCAAGATGATGAACACAGCTGCCACCCCAGGAGTCTGTCCTGCCCCACGGGTTATG
CTGTCTTAGTTGGTCT
[0230]  CATGTCAGGGAGCCTTGGAGGACCAGGGACTGGGCAGTTGGTCTCTATACTCCTGGGGTTCTGGCACTG
GCTCTGGCCCATGACC
[0231]  GCACCCAAGACAAACGTCTTGAAGACTAAGAGGTTAGGTCTTTGAGAAACCTGGCAAATGAGTGCCCAT
TCTCAGGTTACCCACA
[0232]  TTCTGCATGTTGATTTAGTCATCCAACCAATGTTGGTTGAACACTGATGAGAACAAGCAGGCCTGTGCT
AGAAGGTGCCTGCAGC
[0233]  CAGGAGCTGGTGAGCTGGTGTCCTTAGGGACACCAATGGCGAGGGACCCAGTGTGTGGAAATCTGGGGG
ACAAGCATGCCAGGGA
[0234]  GAAGAGCTCACATGGGGAAGGCCCGGCTCCACAAATCAGTCAGGCTTGTTGGGGCGGGCAGGAGAGCAG
GGTAGTGGAGTCAGAG
[0235]  GGAGTGATCCCCCGAAAGGCAGGAAGAGGACATGAGAGAGCCTTGGAGATGACCATGAGGATGTGGTTG
GTGGGCGGTGAGCTGG
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[0236]  GTGTCATGTGCTGGCTCCTTAGAGAATGCTCAGCTCCTTCACACCCATCATAATCCCTGGAGGACTGAG
ACCACGTGCAGGAGTT
[0237]  TTGGAAGCTGGCAGTGCACCCAGTCCCGGCTCTCCTCCATTCTGGTGGGTCTCACCAGAGATTGGCCAA
GAAGAGATCAAACTGT
[0238]  TCCTGGACCAAACTGAGGGTGGGGCTGCTATCTCTCGTGGCCCAATAACGAGATGCAGATGAACTGGGG
AGAAAGAGACTTTTTA
[0239]  TTTCTGTAACCAGTTACAAGGAGAAGACCTGGAAATTATCTCCAGACCAACTCAAAATTACAAAGTTTT
CCAGAGCTTATATACC
[0240]  TTCTAAGCTATATGTCTATGTGTAAGTGTGCATTCATCTCAAGACGTAAGTAATTGACTTATGTTAATC
TATAACTAAGGTCTGA
[0241]  GTCCTGAAGACCTTCCTCTGGATCCTCAGTAAATTTACTTAATCTAAAACCCTTATCTTGTCTCCTAAA
TCATGGGGGTTTGGGA
[0242]  AGTTCCTTCAGACCCCCAGTAAACTTATTTGTGGAGTCCTGGGGAATTTCTTCAGATCCCCAATAAAAC
TTATTTAATCCTAAAT
[0243]  GGGTCCTGTTAAGAATTCCTTTGTTATTTTGTCATGCTTGAAGGCCCAGGAAAGGTCTAGGCAAAACTC
TTGGTGGGATTTTGTT
[0244]  ATATTCCAGCCTTTTTATAAGGGCACTGGCTTTTAATATTTAATTTAACCACTCAGTCAGTACTGAAAC
AGTTGTTAGGGAGGCC
[0245]  TGCGTTAGTGAGACCTGACCTGCCACAAAACATCTTACTCGGAATGCTGCCCATAACTTCAAAAAATCA
GCTTTGACGGAGCCCT
[0246]  ACTGAACACACCTAGCATCTCTCTTCCTTCAGCTTAGGGTCAAGGGGCTGGGGTTGATGGCACCGTTGA
AAGAAACAGCTTTATT
[0247]  GCCGTGTCATTGATATGCCATAAAATTCACCTGTTTCAAATGAATTATTTTCAGTTAGTTTACAGAGTT
GTGAAATAAATTTTAT
[0248]  AACTTTTCCATCCCCAGCCCACCAAAACTCCCTGGAACTCCTCTGCAGTCATTCCCCATTCCCACCTGG
CCTCAGACAATCACTT
[0249]  TCTGTCTCTCCAGTCTTGCCTTTTCTGGACAGTTCCTATGAATGGAGTCCTGTGTTACATGGTCTTTTG
CATCTGACTTCCTTCA
[0250]  CTTAGAATAATGATTCCGAGATTCATGTATGTTGTAGTATGTATCAGTATTTAATTCCTTTTTATTACT
GAATAATCCATTGTAC
[0251]  AGATAGACCACATTTTGTTTATCCATTCATCAGCTGAAGGACATTTCGGCTGTTTCTGCTTTTTTAGCT
ATTTTAAACTGCACGC
[0252]  AGCACTGCTATGAACATTTGTGTACAAGACTTTGTGTGAACATGTTTTCATTTCTCTTGGGTTGATACC
CAGCAGAGGAATTGCT
[0253]  GGGTCATACAGGAAGTCTGATTTAACATTTTAAGAAACTAGCAAACTGTTTTCCAAAGTGACTGCCCCA
TTTTACATTCCCATCA
[0254]  GCAGTGTATAACGGTTCTAATTTTCTTTTCCTTTTTCTTTTCTTGAGACAAGGTTTTGCTCTGTCACCC
AGGCTGGAGTGCAGTG
[0255]  GCATGATCTTGGCTCACTGCAGCCTCAATCTCTTGGGCTCAATTGGTCCTCCCACCTCAGCCTCCTGAG
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TAGCTGGGACTAAAGG
[0256]  TGAGTACCACCACATCCAGCTAATTTTTGTATTTTTGGTAGAGATGGGGTTTTGCCATGTTGCCCAGGC
TGTTCTCAAACTCCTG
[0257]  GGCTCAAGTGATCTGCCCACCTCGGCCTCCCCAAGTCCTGGGATTATAGGTGTGAGCCGCTGCGCCTGG
CTGAGGGTTCCACTGT
[0258]  CTGTACATCTGCAGCAATACATACCATTCTTGTGGGTAAAAGGTGGTATCTCATTATAGTTTTGATTTG
CATTTCCCCAAGGACA
[0259]  AATGATGGCAAGTGGCTTTTCTTGTGCTTTTTAGCCATTTGTATATGTTTTTGGTGAAATGCCTGTTGA
AATGTTTTGCCTTTTT
[0260]  AAAAATTGAGTTGTCTCCTTTGTTCAGTTTTGAGAGTTCTTTACATACACAGTATCATATATATATATA
TATATATATACCAGAT
[0261]  ATATGATTTGCAAATATTTTCAATCATCAATAGTTTGTCTTAACACTTTTTTATTGGTGTTTTGAAGTA
GAAAAGTTTTACATTT
[0262]  TGATCCATTCCAATTTATTAACTTTTTCTTTTATTGTGTATCTGGTATCATATCTAAGAAATCTTAATC
CAGTGTCACAAAGATT
[0263]  TAATCTTATATTTTCTTCTAACCGCTTTCTAGTTTATGTGTAAGAATCTGTCCATTTTACCTAAGTTGC
ATAATTTGTTGGCAAA
[0264]  CAGTTGTTCATAGTATTTCCTTGAAATCCTTTTAATCTCTGTAAGATTGGAATTGCTGTCTCCTCTTTT
AGTCCTGATTTTAGTT
[0265]  ATTTGTGTTCTCTCTCTCTCTGGTCAATGTAGCTAAAGCTTTGTCAATTCTCTTGATCTTTTCAGAGAA
CTGACATTTGATTTTT
[0266]  TTTACTTTATCTTTTTCTCTCTGTTCTCTAGTTCATTGGTTTCCACTCTAATATTTATTAATTTCCCTT
CTTCTCACTTTGGGTT
[0267]  TAATTTGTTCTGTCTTTTCTTATTGTAGTTACTTACAATGGAAGCTTACACACTTGATTTAAGATTTTT
TTTCTAATGTAGACAT
[0268]  TTACAGCTATAAATTTCCCTTGAAACACAGCTTTAGTTATATCTCATAAATTTTGGTATGTTGTGTTTA
CATTTTCATTCAGCTC
[0269]  AGTGTATCTTTTGATTTTCTTCTTTGACCCATTGCTTATTTAGAATTATGTTGTTTAATTTCTATGTAT
TTATAGGTTTCCCAAA
[0270]  TTTCTTTTGTTAATTTCTGATTTCATTCCCCTGTGGCTAGAGAAGAAACTCTGTGGATATCAGTCCTTT
CGAATTTCTCAGAATT
[0271]  GTTTTATGGTCCAGCATATGATTGACCTTGGACACTGTTCCATGTGCACTTGAGGAGAACGTGACTTCG
GCTCTTGCCAGGTGGA
[0272]  GTGTTCTAGAGATGTCAGTTGGTGTCCAGTGATGTCAAGTCATTTGTATCTACTGATTTTCTTTCTAAT
TTTTCTATCCATTATT
[0273]  GAGAGTGGGGTAGGATTTTGGTGTCCAATTATTGTTTTTTTGTTGTTTTTGTTTTGTTTTGTTTTGTTT
TTTTGAGGTGGAGTCT
[0274]  CACTTTGTCACCCAGGCTGGAGTGCAGTGGTATGATCACAGCTCACTGCAGCCCCCACCTCCCAAGGCT
TAGGTCACCTCAGCCT
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[0275]  CCTGAGTAGCTGCAACTACAGGCAAGTACCATCATGCCTAGCTGATTTTTGCATTTTTTGTAGACAGGG
TTTTGCCATGTTACTT
[0276]  AGGCTGGTCACGAACTCCTGGGCTCAAGTGACCCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAA
GCGTGAGTCACCATGC
[0277]  CTGGCCCAACCGTTACTGGTGAATTGACTGTTTCACCCTTCAATTCTGTGAGTTTTTGCTTCATGTATT
GCTGCGGGATAATTAA
[0278]  GGAATCAGAGAGACCGATGGGGTTGAGGAGGAATTATTTAATTATTTAGGCGCACCGACCCAATCAGAT
TAACATCCAAAGGACC
[0279]  GGGCCCCAAACAAAGAGTCAAGCTACCTTTTAAGCATTTTGTGGGGTGGGGGGAGATTTGTGCAGGGGG
AAGAGTATTACAGAAG
[0280]  CGAGAAACAAAGACAGTTATTCAGTTAAGACATGCATTACATTATTTCTTACTTTTCAAGGAACAACAC
GTTTTATGACTCAAGA
[0281]  TTATCTGTTTAGTGACCTTGCAGCTGCACAGCTAGAGAAACAGAGTCTTCGCAATGCCTGGGAAAGGGA
GAGATAAGGCTCACTA
[0282]  GCCACAGAAAAACAGACAGTTAATTTTTAAAGGACTCCAGCCCTTTCTCTTCCTCAAGGGGAATTGGTT
TTTTACATACAACTGA
[0283]  GTTTTTGCTTACACAGTTTTTAATTTATTTTAATTCCTGTTCTAGTATTTTGGGGCTAGGTTGTCAGGT
ATGTATATATTTCTGT
[0284]  CTGTTATATTTTCGTGATGTATTCACTTTATATCATGGCAGAATGTTTCTCTTTAGTAAGATTTTTGAT
CTTAAAAAAGTTGGCC
[0285]  AGATGGGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAGGTCA
GGAGTTCAAGACTAGC
[0286]  CTGGCGAACATGGTGAAACCCCGTCTCTACTGAAAATACAAAAAAATTAGCCAGCCATGATGGTGTGTG
CCTGTAATCCCAGCTA
[0287]  CTTGGGAGGCTGAGGCACGAGAATTGCTTGAACCCGGGAGGCTGAGGTTACAGTCAGCCAAGATCGTGC
CACTGCACTCCAACCT
[0288]  GGGTGATAGAGTGAGACTCTGTCTCAAAAAAACAAAAAAATTATTTAGTCTGACGTTAGCATTTCTCCT
CAAGCTCCCTTACGGC
[0289]  TGTTTGCATAGCAAATCTACTATCCTTTTGCTTTGACCTATTTGTATCTTTGTTTCTAAAGTATGTATG
TCTCTCACAGGCAGCA
[0290]  TATAGTCAAAGCTTAAAAAAAAAATCCAGTCTAACGATCTCTGCCTTTTGATTGGCATGTTCATTCTAT
TCCCATTCAATGTTAT
[0291]  TATTGCTGTGGTTGGATTTCCATCTATCAGTTCACAATTTGTTTTCTATGTTTTATGCCTTTTTGTTCT
TCTGTTCATCTTTTAC
[0292]  TACCTTCTTTTGTATTAAGTATTTTCTAGTGTAGCATTTAAATTCCCTTTTTCTTTTTAAGTGTATATT
TTAAAGTTATTTTGTT
[0293]  AGTGTTTGCTCCAGGGATTACAATATGCATTTTAATTTATCAGGATCTACTTCAGATTAATACTAATTT
TAGTAAAATACAGGAA
[0294]  CTTGACTCCAGTATAACTCCATTTCCTCCCTCCTTGCTTGTGGTTTGTAGTATTATTGTCGTATATGTT
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CATCTATATATGTTAT
[0295]  AAACTCAACAACATGGTGTTATAATTATTGTTTCACACAATCTTATTTCTTTTCAATTCAGTAAGACAA
GTAAGGAGAAAAACAC
[0296]  TTTTCAAGTCTTTTATATTACACTGTATATTTATCACTGACTTTACTCTTGATTTCTTCCTGTATATTC
AAGTTATTGTCTGGTG
[0297]  ACCTTTCCTTGCTCCAGTATATATAATAACTTCATTGCCTCCTTGCTCCTTTATGCTGTTATTGTCATA
TATATTATATATGTTT
[0298]  ATGCTGTGAGCCCATCAGCTAAGTCAGCTTAGCAAGGTCTCAAGATACAAAGTCAATGAATAAATCAGG
CTGGGTGTGGTGGCTC
[0299]  ACACCTGCAATCCCAGCACTTTGGGAGGCCAAGATAGGTAGATCACTCGAGGCCAGGAGTTTGAGAGCA
GCCTGGCCCACATGGC
[0300]  AAGACTCCATCTTTACAAAAATACAAAAAAAAAAAAAAGTTGAGTGTGGTGGTATGCCTGTAATCCCAC
CTACTTGGGAGGCTGA
[0301]  GGCATGAGAATTGCTTGAACCCAGGAGGGAGAGGTTGCAGTGACTGGAGATCACACCACTGCACTCCAG
ACTGGGCAACAGGGCA
[0302]  AGACTCAGTCTAAAAAAAAAAAAAAAAAGAAAAAAGAAAAACAAGAATAAATCAATTATTTTTCTATAA
TACTTGCCACAATCAA
[0303]  TTGAACCATGAAAAATTTTAAATACCATTTACAGTAGCATCATAAAACATGAAATATTTAGAGAATAAT
TTACCAAATTAGGAGA
[0304]  AATGTCTATACAATTAAAACTGCAATATAAACCAGGCACCATGGCTCATGCCTGTAATCCCAGCACTTT
GGGAGGTCAAGGTGGC
[0305]  CAGATCACTTGAGCCCAGAAGTTTGAGACCAGCCTGGGTGACATAGTGAGACCCTGTCTCTACAAAAAA
AAAAAAAAATTAGCTG
[0306]  GGCATGGTGGCATGCACCTGTAGCCCCTGCTACTCAGGAGGCTGAGGTGAGAGGATGACTTGAGCCCAG
TAGGCAGAGATTGCAG
[0307]  TGCATTCCAGCCTGGGCTACACAGCAAGACCCTGACAAAAAAAAAAAAAAAAGAAAAAGAAGGTCACAA
AAAAACAGAAAACTGC
[0308]  AAAATATTGATGACAAAAATTAAAGAAGACAGAAATAAATGGAGAAATATACCATGCTCATGGATTGGA
AGACTTACATTGCTAA
[0309]  ACTGTCACTTCTCCCCAGATGGATCTACAGAGTCCACATAATCTCACTTAAAACCCCAGAAGAAATTTT
TGTAAAGTTGACAGCT
[0310]  GATTCTAAAATTTTACATAGTAATCAGAATAGGTTGATATTAGGATAGACAGATAGTTCAATGGAATAG
AATGCAGAGTTTAGAA
[0311]  ATAGACCTACACAGAAATAGTCAATTGATTTTTTAATAGTTGCTTTTTGATAAGGGTGCTAAGGTAATG
TGATAGAGAAAGGAAA
[0312]  GTATTTTCAATTCAAATGGCTGAAATGACTGGATATCCATTGAGGGAAGAAAGGGACTTTAGCCTTTCA
CACAATACACAAAAAT
[0313]  TATGGAATTCTGAAGAAAATAAGAGAAAATGTTCATGAACTTGGGGTAGGCAAAAATTTAATAGATGAG
CCAAAAAAAAAAAAAG
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[0314]  GCCCAAACCATAAAAATGGTTTCATTTTTATAAGGATAAATTAGAGTTTATAAAAATTAACACTTCCCT
TCAAAAGAAAAATTAA
[0315]  GGAAAAATGAATAAATAAGCCACCGACTGAGAGAAAATATTTGTTTTCTAAGAAGTATTTTGTTTTTCA
TTTTATGGGTTCATAG
[0316]  TAGGTGTATATATTTATGGGGTCCCTGAGATATTGTGGTTCAGTCATACAATGGAAAATTCACATCATG
GAGAACTGGTATCCAT
[0317]  CCTCTTGAGCAATTATCCTTTGTGTTACAAACAATCCAACTATACTCTTTTAGTTATTTTTATTCTTTT
TTTTTTTTTTTTTTGA
[0318]  GATGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGTGGTGGCGCCATCTCAACTCACTGCAACCTCCGCC
TCCCAGGTTTAAGTGA
[0319]  TTCTCCTGCCTCAGTTTCCTGAGTAGCTGGGACTACAGGCACCCACCACCACGCCCGGCTAGTTTTTGT
ATTTTTAAACTTTTTT
[0320]  TTTCTTTTTTCTTTTTCTTCTTTTTTTTTTTTTTGAGATGGAGTCTCGCTCTGTCGCCCGGGCTGGAGT
GCAGTGGTGCAATCTC
[0321]  GGCTCACTGCAACCTCCGTCTCCCAGGTTCAGGAGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGAT
TACAGGCATGCGCCAC
[0322]  CACACCCAGCTAATTTTTTGTATTTTTAGTAGAGGCAGGATTTCACCGTGTTGGTCAGGCTAGACTCGA
ATGCCTGACCTCGTGA
[0323]  TCCACCCACCTCGGCCTCCCAAAGTGCTGGGGTTACGGGCGTGAGCCACCACGCCTGGCCTTAGTTTTT
GTATTTTTAGTAGAGG
[0324]  TGAGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGATCTCAGGTGATCCACCTGCCTCGGCCT
CCCAAAGTGCTGAGAT
[0325]  TACAGGCATGAGCCACTGTGCCCGACCTCTCTTTTAGTTATTTTTAAATGTGCAATTAAATTATTATTG
ACTATAGTCTCCCTGT
[0326]  TATGCTATCAAATACTGGGTCTTATTCATTCTTTCTATTTATTTGTACACATTAACCATCCCTACATAC
CCTCTCACCCCTGCCA
[0327]  CTACCCTTCCAAGTCTCTGCGAACCATCCTTCTATTCTCTATCTCCATGAGTTTAATTGTTTCGATGTT
TTGATACTACAGATAA
[0328]  GTGAGAACATGCAGTGTCTGTCTCTCTGTGCCTGGCGAGAAAATATTTGTAATATTTGTATTTGGCAAA
GGACTTGTATCCAAAA
[0329]  TATAGAAATAAATTCTGCTCAATAATAAAAAGAGAAACAACTTAATGAGACCCAGTGTCTACAAAAAGT
AGAATAATTAGCCGGG
[0330]  CATGTTGGTGCATGTCTGTAGTCCCACCTAATCAGGAGGCTGAGGGGGAAAGATCACTTAAGCTCAGGA
GTTCGAGGTTGCAGCG
[0331]  AGCTGTGATCGTGCCACTGCACTCCAACCTGGGTGACAGAGTAAGATCCTGTCTAAAAAAAATAAAAAT
AGAGGGCCGGGTGAGG
[0332]  TGGCTTATGCCTGTAATCCCAGCACATTGGGAGGCTGAGGCAGGTGGATTGCTTAAGCCCAGGAGTTCA
AGACCAGCCTGGGCAA
[0333]  CATGGTGAAACCCCATCTCTACCAAAACCACAAAAAATCAGCTAGATGTGGTGCATGCCTATAGTCTCA
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GCTACTCAAAAGGCTG
[0334]  AGGTGGGAGGATCACCTGAGCCCAGGAAGTCGAGGCTGTAGTGAGCCATGATCATGCCACCACACTCCA
GCCTGGGCAACTGGAG
[0335]  TGGGACTGTGCCCCCCAAAAATATATATAAGTAAATAAATAAATAAATAAATAATAAAATGAGCTAAAG
ATCTGGACAGGCTTCA
[0336]  TAAGAAGCAAGCAAATGGCCAATAAATACATGAAAAGATGATTTACCTCCTTAGTCATTGGACACACTT
AGATACCACTCCTCAT
[0337]  CCACTAGCATGGCTAAAGGATAAAAGAGTGACCATCAAGTGTTGGCAAGGACTGTGGTTCTCGTACATT
CCTGGCGGGAATGGAA
[0338]  AATTCAGTCACCACTTTGGAACACAGTTTGGCAGTTTCTTACAAAGTTAAACATACACTTACCATATGA
CCCATCTTTTCCATTC
[0339]  CTTGGTATTTACTCAAGGGAAATGAAAACACAGGTCCACAAATACCTGCACATGAGTGTTTACAGAAGC
TTTGTTGCTAGTGGCC
[0340]  CCGAACAGTGAAAAAACCACAGTGTCTGTCAATAGGAGACAGAATAAATGAATTGTGGCGGATTAACAA
TGGCGTGCTTCTCAGA
[0341]  AATGAAAAAGAACGAACGATTGATACACGTGACAATATAGGTGAATCTTCAAAACAGCATGCGGTGTGA
TGCAGCCAGACATAAA
[0342]  AGAGCATGTATCAGAGGATTCCGTGTATGGGAAACGCCAGGGAATCAGATCCATGGTTGTCAGGGTCAG
GAGGGACCTTACTGGG
[0343]  GTGATTACATGTGTACATACATTGTGTGAAACTCATCAAAACCGTATACCTAAAGTGGGCACATTTTAT
TGGATGTAAGTTATCC
[0344]  CTCAAATTAAATTAATTTTCAAAGTTTTAAAAAATGGAACCATTTTTGCCACATTGAAGGAAAATTATT
TCCACCAAGATTTCCC
[0345]  TACAGCCAAACGATCTACCAACTACAAAAATGGAAAAAATAATTTAGGACATGTAAAGTTCAAATGTTT
TGCCTCCCACGTTTCG
[0346]  GTTTCAAGAAGCTATTCGAGATAAATCGCTCCGTGGTCACAGGACTTAGAAAGGTGGAGGTAAACACAC
ACAAGCATTATAAGAT
[0347]  AAGAAGTAACAGATGAATTAGTTGAAAGGGACTGATTTCGGGGGAAGGAATAGGAACTGGGCCAGGAGA
TAGACGCCTTTCAGGC
[0348]  TTGCCCTTGTGAAAACGATAGTCCCCTCTTACCTGCGGGGGATAGGTTCCGAGATCCCCAGTGGATGTC
TGAAACCACAGATAGT
[0349]  ACCAAACCCTACAGAGAGTATGTTTTCTCCTGTACACACATACCTATGATAGGGTTTAATTTATAAATT
AGGCACCGGGTGGGAT
[0350]  TAACAACCATAATTAATAGTAAAATAGAACAATTATAACAATATACTGTCCGAGGCGGGTGGATCACTT
GAAGTCAGGAGATCGA
[0351]  GACCAGCCTGGCCAACATGGTGAAACCTGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTAGTGGT
GGGCGCCTGTAAACCC
[0352]  AGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCGGAGGCTGTAGTGAGCCGAAGG
TGCCCCTTTGCACTCC
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[0353]  AGCCTGGGCAACGAGCAAAACTCCATCTCAAAAACAACAACAAAACAACAACAACAACAAAAACAATAT
ACTGTAATAAAGGTTA
[0354]  CGTGAATGTGGTCTCTCTAAAAAAAAATGTGTATATATCTTAGTTTGTGGGTTTTTTGTTGTTGTAGTT
TTGTTTATTATTAAGA
[0355]  GACAGGGTCTTGCTCTGTTACCCAGGCTGGAGTGCAGTGGTGTGATCATGGCTTACTGCAGCCTTCACC
TCCTAGGCTCAAGTGA
[0356]  TCCTTCCACCTCAGCCTCCTGGGACCAGAGGCATGCACCACTATGCCCAGCTAATTGTTTTTTTTTTTT
TTTTCTTGATAGAAAT
[0357]  GAGTTCTCACTATGTTGCCCAGGCTGGTCTAGAACTCCTGGCTTCCAGCAATTCTGCTGGCTCAGCCTC
CCAAAGTCCTGGGATT
[0358]  ATAGGCACGAGCCACGATGCCTGTCCTCAAAATATTTTACTGTACTGTACTCACCTATTATTGGCCTTT
GGTTGACCATGGGTAA
[0359]  CTGAAACTCCAGCAAGCGAAGGTGTGGATAAGGGCACTACTGTACGTGACTTTAATATACATAAAATCA
CCTTAAAGACAATGAT
[0360]  TGTTTCCAGAACATGAGCCTCTGAGACAGCAGGGAGATACTAGGGGAAGTTGGTGGCTCCTCTCCCTGG
CAGGAACTGGTCTGGG
[0361]  CTCCTGGCTCAGCCTGGCCATGAGGCTGTCCTGGCCTCCCTCGGTGGGTTCGACAGTGACCTCGACGTG
CTCATTTCAGTGTGGT
[0362]  TCATTCCGGTCTCCCAGGGGAAGGGGGTGCTGAGTGGAAGGAGGTCACTGGGAAGCCGGGGTGGCTCTC
AGAGTCTGCAGGAGCA
[0363]  GTCGGGCTGATGAGCTGGGAGGAGCAGACCGCCTCCCTCTTCTCTGAGTGGGAGGAGGGCCAGATCTGG
ACTGGGTTTGGAGATG
[0364]  CTCAGGTGGGGCTCAGAGCATCACCTGTGGGGCAGAGGGACCATCTTGGCAGATGAAGGCCCGTCGCAG
GGTGTGATGCCTGAAT
[0365]  TACAAGGCGGGACAGGTAAAGTGGGGCAGGTGAGAGAAGGAGGGTGAGTGATGTGATTTTTCTACTCCT
GTTTTCCAGGAAAACC
[0366]  AAAATGCCACGCACTTCGACCTATGATCCTTTTCCTAATAATGCTTGTCTTGGTCTTGTTTGGGTAAGA
CACATTTGACCATCGA
[0367]  GGCTGGCCTGGTTTGGGGAGAAGTGACCACAGCAGCCAATCAGACCCATGGGGCCTCCCTGAGCTCCCC
AAGTATCACAGTTATC
[0368]  AGGGTCCTAAGGACAGTTATTGCCTGCGTCCAGCTCTGGCGGAGGGTGTGCTTACTTGCTCCCTTATTT
TAGCCTCACCTGGGCA
[0369]  ACAGGCTCATCTCACTCCCATTTAAAATTTTCCTAAGTGTGGAGTCTGGGGCTGGGAGAGCAAGCCCCT
TGCCCACAATTGCGTG
[0370]  GCTGGGGGTGGGGAAGGCAATTCTGGGTCCCAAGCTGTTAGTCGCTTCCAGACACAGAAGGTCCCAGAA
CCAAGAGTGAAGTCAC
[0371]  CTGTCACCTCTACTGGGGCATCTCTGGACACGGCCTGGAAACACTCCCTGACGTGGCCTCAGGGACTGC
ACTGATCAAGGCACTG
[0372]  GTGGCGGGGGGTGAGGGAGCTGGGGCTCTGGAGCTCCAGCAGGTGCCCATACGTGAGCAATATCCCAGG
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GACCACCCTCCTGCCC
[0373]  ACCTCCCGGTGTGGGACGTGGCGAGGCGCCTGAGCTTTGCTGAGAACTTGCCCTACCTGCCTCGAGGCC
TTGCAGCTTCACCGGG
[0374]  AACTCTTGTGCTCACGCTGCTGGCCGCACCATGCACTTTTTGGAGGAAGGGACCAACAGGCAGTCTTCG
TTCTGTGTCCTGAGTC
[0375]  TTGGCACACTTCCTTTCTGCAGTTACGGGTTCCTAAGCCCCAGAAGTCTAATGCCAGGAAGCCTGGAAC
GGGGGTTCTGGTGAGT
[0376]  GCAGGGAAGAGCAGGTGGAGCATCCATGCTGGCCGGGGTGCTGGCTGTGGGCGGGGGTCCCACTCTGGG
AACTCCCCCTCCCCTT
[0377]  CCTGGGCCCGCTCTCTATGCTCTGCCCAGTGTAGACATGCTCAACTCTGTGGCCTTGAAGGGTCACCTG
GATACCTCTGGAGTCA
[0378]  GCCTTGACCTCCCTTCTGACCTCCAGTCTCCAACTCCAGGCTTACCCAGAGTTCCCATGCATGGTCTCT
GCTCCCCCATCCCCAC
[0379]  CCCTCCTCCACCAGCCATCCTCAACTCTCCCTTTGCTCTCACCCCTACACTGGGTTCCCAAATCCTGCC
AGCCCTGCTCTTCAGC
[0380]  AGCTCGCGTGCCCACTGGCCTCCCTGCCTTCGACGTCCTGCTCCAGGGCTCCGGTGGGGCTGCCCTCAT
CTCTGTGACAGCCTCA
[0381]  GACTTGTCTCCCCATCCCCATCAGCCCTGTCCCCCTTCTTCTCACAGTAGCTGGAGTGATCTTTCCAGA
ACATAAGGTAGGAGGC
[0382]  TCTCCATGTTCTGATCCTGCCTTCCTGACCTCCCCAGCCTCATCTCTCCCTCCTCTGCCCTCGCCCTCT
GTGCTCCAGCCAACGT
[0383]  GGCCTGTCACTCGTCCACCTGCCATACTGTCCTGACTCCAGGCCTTTGCCTGTGCTATGGCCTCTGTTG
GGACCACTCTTGTCTC
[0384]  TCCCCTGCTGTGTCTGCTAATTCCCACTCGTGTCAGTGATCCATGGCTGCAGAACACACCACTCCATCC
ATGGAAAACAATCACA
[0385]  ATCATTGATTACTATCTCTCCCTGGGCTTCCTGGGGTGGACTGGGCTCAGCTGGGTGGTTCACTTTGGG
GCCTCAGCAGTCATGG
[0386]  GCAGACAGTGGCTGGGGTCACTGCAAAGACTTCCCTGCATCTCTGGCAGTTGATGCTGGCTGTCATCTG
AGACACCTACCCAGGG
[0387]  CCTCTCCCTGGGGCCTGGGCTCCTGCTCAGCTTGGTTGGGAGGCTCCAAGACCAACATCCCAAGAAAGA
TGAGACAGAAGCCAGA
[0388]  TCACCTTTTTGGGCCTGGCTTCAGAAGTCACCCAGCGTCACTTCTGCTGCATTTATTTCTTAGAAACAC
AGAATATCAGACCCCA
[0389]  TCTCTTGATGGGAGGGGGCCTCATGGTTTGTAGACATGTTCTGAAACTCCACTCTGCCCGGCCTTGGCT
TCGACGTGTCTGGTGA
[0390]  ATGTGTGGGCTGTGAGGCTCCCCGAACGTAGACCTCAGACTGCAACGTTGGCCGTTACAGGGTCTGGCA
CACGGGCCCACGCCAG
[0391]  GCCCATCGCCACAGTGATGGTTGTTCTGTGACTGTTTCTGGTGGCCTCTGCTCCACACTCCAGGCTGAC
GCTGTGTCCCTTCCAC
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[0392]  TGGGACCCTCGGGTGGCTTCCATGCACTTGTGCCCTAAATCCTGCTCCTAGACTAAACTTCATCTCCTG
TGTTCTCATTCTGCAG
[0393]  CATGGCTGTTAGGGAACCTGACCATCTGCAGCATGTCTCGTTGCCAAGGTATAATGTCAGTGCCTCCCT
TCAGTGCCTCCCATGT
[0394]  CACAGAATTGTCCTGCAGCCCTGGCACATGTGTGCGTGTGGACAGAAGCATGTGGGAGCTGGGGCAGGT
CCTCTTTCCTCCTGTG
[0395]  GCTCTGAGGGAGGGGGCCGCTCCTTCCCCAGTCTCTACCCTGACTTGGCCCTCATCCTGCAGCCACTCA
GAGAGCACGATGGAGC
[0396]  TGGAGCTTCAGTTTTGACCAGCTGCGTGTCGCCGGCTTTTGTGTGTGTGTGTGTGTGATGGAGTCTCGC
TCTGTCGCCCAGGCTG
[0397]  GAGTGCATTGGCACCATCTCTGCCCACTGCAACCTCTGCCTCCTGGGCTCAAGTGATTCTCCTGCCGCA
GCCTCCTGAGTAGCTG
[0398]  GGATTACAGGCGCCCACCACCACACCTGGCTAATTTTTGTATTTTTAGCAGAGACAGCGTTTCACCATG
TTGGCCAGGCTAGTCT
[0399]  TGAACTCCTGACTTCAAATGATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCC
CGGCACCTGGCCTTCA
[0400]  AATTGGCTTTTAAAGAAGATGACCAGCTGGTCTGTTCTGTCTGGGGCCTTGGAGGGCTGTTTCCCAGGA
TGTGGGCCTTTATCAG
[0401]  TGCTGACCTAGGCAATCAAGGCCAAGCTGGCCACACTGCTTTTGATTTTTTTTAAATTGTGATGAAATA
CGCTTAACATAAAATT
[0402]  TGCCATCTTAGTCATTTTGGAGTGTTCAGTAGCGTTAAGTCCATTCACATTGCTGTGCAGCCATCACCA
CCATCCATCTCCAGAA
[0403]  CTCTTTTCATCTTGCCAACCTGAAGCTCTGTCCCCATAAAATAGCAACTCCATTTTCCCTCCCCCAGCT
CACCATTCCATGGTCT
[0404]  GTTGTTATGAGTCTGCTACTCCAACTACCTTTTATAAGTGGAGTCAATGGTACCTGTGTTTTTATGTCG
GGCTCAAATCACTGAG
[0405]  CGTGATGTCCTCACGGTCCATCCAGGTTGTACCAAGTGTCAGAATTTCCTTCCTGTTTTCTGCTGACTC
CCTGCTTTTAAAGGCC
[0406]  ATCTTGGACATTCAAATTGTGGCCATTACTGACAGTTAAAATGGCCCCGGCTCATGTCTCCTGAGCCTC
TACAATCCTTTAGGTG
[0407]  GGGACAGTACTGCGGCCCACACGTCCCCACAGGCTGCGTGTGACACTTGACAGTGCTTTGTGCCACTGT
GGAGCAGGTGTCACTC
[0408]  TCCCACTTCTCAGAGAGGAAGCCGGGCTCTGGAAGCCAGCAGCCCACAAGGAGGCCCAGCAGGCTTCGG
GCCCAGGTGGGGAGGT
[0409]  CTGCACATCTCAGGGCCTTTCCCTGGGAACAACCAGGGACAGAGGCCACACACCCAGCCTCCTCTCTGC
CCACAGTGAATTGAGA
[0410]  CACAACCCCTTACGTCCCTCCCAGCCTTAAGTCAAGTGGAAAGCAATGGCCCCTGAGGTCACTTAGTCC
CTCTTGCCAGTTTATA
[0411]  AGTGCTGAATCAGAGACTCTGAGCTTCGGCCCTTTCCCGAGGTCCCGGGATTATGAGCTGACACAGCCC
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CCAAGCAACCACAGTG
[0412]  ATTCCAGCCTGGGAGTGTGGCCTTGGCGGGAGGGTCAATGCCCAGTCATGGTTCAGCGGCTGTGCACAC
CCCCTGCTTACCTGCA
[0413]  TCCCACGCTTTCCATGCAAACTCACGTGGCGGCGCTTTGTGCTTGCAGGATGGTCTACCCCCAGTCAAA
GGTGCTGACACCGTGG
[0414]  TGAGTAAAGTTACTGACACTGAAACTGAACGCAGCTCAAGGGGCTGTTCTGAAGGTATTAGAGGGCGGT
TTCCTTGATGTAAATC
[0415]  TCAGTTGGGGCTGCTTCCCCGTTCTCTCCTCTCAGATTCTCCTGACATCTGAATTCAGAGGCCCACATG
GCTGTCCTCTTTCCCT
[0416]  TTGCTTTCTCTGACTTGCGTCTCTTGTTTCCTGTCCCTTTGTTCTCCAAAGCCCCTGCAAAGGCCTGAT
AGGTACCTCCTACCTG
[0417]  GGGAGGGGCAGCGGGGGTTGGGTGCTGGGGAGGGTTTGTTCCTATCTCTTTGTCAGCAAAGCTCAGCTT
GCTGTGTGTTCCCGCA
[0418]  GGTCCAATGTTGAGGGAGGGCTGGGAATGATTTGCCCGGTTGGAGTCGCATTTGCCTCTGGTTGGTTTC
CCGGGGAAGGGCGGCT
[0419]  GCCTCTGGAAGGGTGGTCAGAGGAGGAAGAAGCTGAGTGGAGTTTCCAGGTGGGGGCGGCCGTGTGCCA
GAGGCGCATGTGGGTG
[0420]  GCACCCTGCCAGCTCCATATGACCGCACGCCTCTCTCCATGTGCAGTAGGAAGGATGTCCTCGTGGTAC
CCCTTGGCTGGCTCCC
[0421]  ATTGTCTGGGAGGGCACGTTCAACATCGACATCCTCAACGAGCAGTTCAGGCTCCAGAACACCACCATT
GGGTTAACTGTGTTTG
[0422]  CCATCAAGAAGTAAGTCAGTGAGGTGGCCGAGGGTAGAGACCCAGGCAGTGGCGAGTGACTGTGGACAT
TGAGGTCTCTCCTTGT
[0423]  GTTCAAGACAGAGAGGGGTGGCGGCCAGCCTTGTCCTCCCAGAGGGTAGATGGGAAAGGTCATTCATGC
AGCATCTTACTGAGCT
[0424]  CACGTGGGCTCGTGGGCTCGTGGGCTCACCAGGTCGGTAAAACCCAGCTCCTTCTCCAGAGGCTGTGTC
TCACCGAGGGATGGTG
[0425]  GCTTCTGCTGCCCCCTCCTCTCTGTAACTGTGGCCGGCCGTCATGCTGAGCCACCCCCTCAATACAAGG
CTCCAGATGTTTCCTG
[0426]  CTCACTGACCAGAGATAGCAGGAGGGGGACACCTGTTTGCTGTCCTTGGACCCTAGAAAGAGGATGCTG
GCAGAGCCGTGGTCAC
[0427]  TTCTCTGTCAGATGTAGGTGGGGCAGGCAAGGCAGTTGGCCCCAGACACCAAAGGAAGTGGCTGACCCA
CAAGGCCCCGGGACTC
[0428]  TGGGCCAGGCCAGAGAGGGAGCTAGCCAGGCAACCGCAGACACATACTTGACTTCTCGGCAGCTGTGGG
CAGCTGGGCCAGCGAC
[0429]  AGTGGCGGAGGCCAGGAATGACTTACTCTTAGGAATAGGTGCAGTTCAAGCCTGGAGGGAGGAAGCTCT
AGGGTGCAGAGGCGGG
[0430]  TGTGTGGAGGCCTCGCGTGCAGCTTATAATGAGGGAGCACGTGGCCAGCCTGGCCATAAGAGGGGCAGC
TGCGTGGGGAGGCGTG
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[0431]  GCTCAGGCCAGGCTGAGGGGGAGTGAGCGGGCGCCAGCCTGCGGCCTGCTACCAGCCTCCAGCCACCTG
CCCTCAGCCCTCCTTA
[0432]  GTAAGAGGGGGTGCTGGTGGTCCCCCATCGCTGGGAAGAGGATGAAGTGAGTCGCAGCCCGAGGACTCG
CTCAGGACAGGGCAGG
[0433]  AGAACGTGGTGCATCTGCTGCTCTGAGCCTTCCAATGGCCGCTGGCGGGCGGGTGCAGGACGGGCCTCC
TGCAGCCCAGGGGTGC
[0434]  GCAGCCGGCGGCTCCCCCAGCCCCCGTCCGCCTGCCTTGCAGATACGTGGCTTTCCTGAAGCTGTTCCT
GGAGACGGCGGAGAAG
[0435]  CACTTCATGGTGGGCCACCGTGTCCACTACTATGTCTTCACCGACCAGCCGGCCGCGGTGCCCCGCGTG
ACGCTGGGGACCGGTC
[0436]  GGCAGCTGTCAGTGCTGGAGGTGCGCGCCTACAAGCGCTGGCAGGACGTGTCCATGCGCCGCATGGAGA
TGATCAGTGACTTCTG
[0437]  CGAGCGGCGCTTCCTCAGCGAGGTGGATTACCTGGTGTGCGTGGACGTGGACATGGAGATCCGCGACCA
CGTGGGCGTGGAGATC
[0438]  CTGACTCCACTGTTCGGCACCCTGCACCCCGGCTTCTACGGAAGCAGCCGGGAGGCCTTCACCTACGAG
CGCCGGCCCCAGTCCC
[0439]  AGGCCTACATCCCTAAGGACGAGGGCGATTTCTACTACCTGGGGGGGTTCTTCGGGGGGTCGGTGCAAG
AGATGCAGCGGCTCAC
[0440]  CAGGGCCTGCCACCAGGCCATGATGGTCGACCAGGCCAACGGCATCGAGGCCGTGTGGCACGACGAGAG
CCACCTGAACAAGTAC
[0441]  CTGCTGCGCCACAAACCCACCAAGGTGCTCTCCCCCGAGTACTTGTGGGACCAGCAGCTGCTGGGCTGG
CCCGCCGTCCTGAGGA
[0442]  AGCTGAGGTTCACTGCGGTGCCCAAGAACCACCAGGCGGTCCGGAACCCGTGAGCGGCTGCCAGGGGCT
CTGGGAGGGCTGCCGG
[0443]  CAGCCCCGTCCCCCTCCCGCCCTTGGTTTTAGCAGAACGGGTAAACTCTGTTTCCTTTGTCCGTCCTGT
TGTGAGTAACTGAAGC
[0444]  CTAGGCCCCGTCCCCACCTCAAATCACACACACCCCCTCCCCGCCACAGAGACACCATTACATACACAG
ACACACACAGAAAGAC
[0445]  ACAGACACAAAATCACACACACACCCTCCCCGCCACAGAGACACACCGTTATACACACATACAGAGAAA
GACACACACAGACACA
[0446]  CAATCACACACAGCCCCTCCCCGCCACAGAGACACACCATTACATACACAGACACACACAGAAAGACAC
ACAGAGACACAAAATC
[0447]  ACACACACACCCTCCCCGCCACAGAGACACACCATTACATACACAGACACACAATCACACACAGCCCCT
CCCCGCCACAGAGACA
[0448]  CACCATTACATACACAGACACACACAGACACACAATCACAGATACCCCCTCCCGGCCATAGAGACACAC
CGTTACACACACATAC
[0449]  ACAGAAAGACACACATAGACACACAATCACACACAGCCCCTCCCTGCCACGGAGACACACCATTACATA
CACAGACACACACAGA
[0450]  AAGACACACACAGACACAAAATCACATACACACCCTCCCCGCCACAGAGACACACCATTACATACACAG
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ACACACAATCACACAC
[0451]  ACACCCCCGCCACAGAGACACACCGTTACATACACAGACACACAGACATACACAGACACACAGACACAC
AATCACACACACAGCC
[0452]  CCTCCCCGCCAGAGACACACCATTACACACACAGACACACACAGAAAGACACACATACACACAATCACA
CACACCCTCTTCCTGC
[0453]  CACAGAGACGCACCATTACATACACAGACCCAGACACACAGACACACAGAGACACAGACACACAAACAT
AGACACACACACAGAC
[0454]  ACACACCAGACACGCAAAGACACACAGACACAGATACACAGATACAAAGACACAGACATATAGACACAC
AGACATGCACAGAGAC
[0455]  ACATGGAGACACATGCAAAAATGCACAGAGAAAGACATACAGAAGTGTACACACAGACACATAGACCAC
ACAGACACACAGACAT
[0456]  GCATGCAAACACACAGACATGCAGACATGCACACAAACACAGACGCACGCACACAGACTTAGGCAGCCC
AAATTCAGCGCCTGGG
[0457]  GCATAAGTTCCTGGAGGGGTGGCCACCTTCAGCCCCCACGGTAAGGTCCTGAGGAACCTTCCCCTTAGA
CAAGGGATCATGGAGG
[0458]  AGGTCTCTTCCGGAGCCTGGAGGGAGGCCTCAAGTGGTCCTTCCACCTCGGCATCCCAAAGTGCTAGGA
TTATAAGCATGAGCCA
[0459]  CTGCACCTGGCCCCAACATCATTTATTGAACAGACTGTCGTTTCCACATTGTGTTTCTTGGCATTTCTG
TCAAAAATCAGTTGAC
[0460]  TGTAAATGCATGGATTCACTTCCGGGCTCTCTATTCTGTTTCATTGGTCTGTTTGTTTTTATGCCAATA
CCATGCTGTTTTGATT
[0461]  ATTATAGCTTTATAGTATATTTTGAAGTTAGGTAGTGTATTGTCTCCAGCTTTGTTCTTTTTGCTTAAG
ATTGCTTTGGCTATTT
[0462]  AGGGGTCTTTGTGGCCATTACTGACAGTTAAAATGGCCCTGGCTCATGTCTCCTGGGCCTCTACAGTAC
TTTAGGTGGGGAAGTA
[0463]  CTGTGGCCCACATGTCCCAACAGGCTGTGTGTGGCACCTGACAGTGCTTTGTGCCACTGTGGAGCAGGT
GTTACTCCCTCATATG
[0464]  AATTTTAGGATTATTTCATTTATTTCAGTGAAAAATGTCAATGAAATTTTGATAGGGATTGCATTGAAT
CTGTAGATTGTTTGGG
[0465]  GTTGTATGGACATTTTAACAATATTAATTCTTCCAATTCATGAACATGGGATGTCTTTTTTTTGGCACC
TGATCTCAGATATGGG
[0466]  ACAGCTTTCTAATTATTTGTATCTTCAATTTCTTTCACAAATGTTTTATAGTTTTCAGCATACAGATCT
TTCACTTCCTTGTTTG
[0467]  GATTTATTTGCAAGTATTTTTTGTAGCTATTGTAAATGACATCGTTTTCTTGATTTCTTTGTTAGGGTA
TAGAAATGCTACAGAT
[0468]  TGTTGTATGTTAATTTTATATCCTGCAACTTTACTGATTTCATTTATTCTAACATCTTATTGGTGGAAT
CTTTAGGGTTTTCTAT
[0469]  AAGATCATGTCATCTGTAAACAGGGACAATTTAAGTTCTTCCTTTCCAATTTGGATACCTTTTATTTCT
TCCTCTTGCCTAATTA
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[0470]  TTTTGGCTGAGGGCCAACTTGTTGGGTTTGTTGTTGTTGGTTTTTGTCTGTGTCTTTTGGTGTTTCGTG
TTGCTGGCTTTTCCAG

[0471]  CACACAGTCGCAGATATATGAGGCAGAAAGAAAACCCAGGGAACGCCTGTCATGTCATTCCTCAGGTCC
CAAGGTCCCTACATGG

[0472]  TCTGCCTTCTTCTCTCCACCTTTTAGTGTTTGGCATACATACGTTTATGTATGTAGTTATATATGTATG
TGTAATACCCAGGGAA

[0473]  ATATACAGGGATTTTAACTGTCCTTAGTGTAGGGCGTGGGGACAGGTGCATCTATTCTACCTTGCCTGG
AAGTGGAAAAATCTTC

[0474]  AAGAAATCAATTTATCACCAACTGGCATGACAGAACTCCTGGTTTAGTGTCTAGCTGTCCCCACTAAAA
TCAATCACCATGCCAT

[0475]  CAGGCACTCTCTTCCCTCTGCTGTGTACTGGTACCTGAAACAGCGTCCAGCACCCTGAGAGCACAGGAA
GTCTGAGGGCAGGAAA

[0476]  GAATGAACGCAGCTTCTTATGTGCCCCACCCAATAATCCCAAATCGAGCACGGACCTGGGAGCTGAAGA
GACAAGCTGGAGGTCA

[0477]  GGCAGTTCTATTACTTAAGCCTGGTTCTTCCTGACTTCAAAAGCCAGGCGCCACCCCATGCTCCTTCCC
AGCAGAAGCTGGTTTT

[0478]  CACCGGGTCAGGAGGACAGGATGGCTATTCCTGACCGTTGTACAGCAGTGCCACATCTCCTAGTTTCCA
GAACATTTAATGTGTT

[0479]  GCTGTGGAGGCCTGGCAGCTCTGAAGTAGCCCCTTGCGCCCAGGACAAACCGGGCCTGGAGGGGTGGGG
TGGGGTAAGCTGAAGC

[0480]  TTCCAGTATCCCACGTGGGCATTCTGTTGCTGAGGGCAACCGCCCCTCCCTGCAAGGGAGGGGAAGGAG
CAGGCAGGCACACCCT

[0481]  TCCTCCCTCCACATTTCACTGGAGTTGACCTGTGTCCTACTGTGGTTGCACCTGGACCAGCCCAGAGGG
ACTGGAGTGACTCTTC

[0482]  CCGCA

[0483]  FEALI3M T4 : BLf5 92 A ABOBW . 1143 7Y

[0484]  ACATAGACAGTATCGGGGTTGCGCTGGGGGGTACAAAATGAATTCAAAGCTCGAAACCAAATAGCCACC
AGGTTTGAGTCTGTAT

[0485]  TATTCTGGTGGTCCACTATAAACAAAAATGTAGACTGGATACATTATATATACTATAATCAACAGTGAT
TCATCAATTACACCAG

[0486]  AGATGCCATAAAAAGAATAGCTCAACAATTAGGCCCTACCAGCCAGATGGCCTGGGAAAACAGGATAGC
CCTTGACATGATATTG

[0487]  GCCAAAAAAAGGCGGAGTCTGTGTCATGATTGGGGTCCAATGTTGCACTTTTATCCCCAATAACACAGC
CCTGGACGGGACAATC

[0488]  ACAAAAGCCTTACAAGCCTTACCACCCTAGCAAATGAATTAGCCGAGAACTCTGGAATAGATGACCCCT
TTGCAGGTGTCATGGA

[0489]  GAAATGGTTTGGAAAATGGAAGGGACTCATGACCTAAATCTTTACCTCCCTTGCAACAGTTACAGGTGT
ACTCATCCTTGTGGGC

[0490]  TGCTGTATCATACCTTGTATTCGTGGGTTAACCCAAAGGCTCATAGAAGCAGCTCTCACAAAAACCTCC
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CCCACCTCTCCCCATC
[0491]  CATAGTCAGATAAGCTCTTGCTCCTAGATGATAAAGAAGAACAACAAAGCCAACTCCTGTTAAATAAAT
TTGAAGGGGAAGAACT
[0492]  ATAAAACAGAAGAGGGGAAATTGTTGGGACAACTAAGTTCCTCTTCAAAGATTCAACTTCCTGGCCATA
ACTTGGAAACAAATCC
[0493]  TACCCCTACAACCTTTTCAAAAATCACACCTTTACCTTATTTGGGAAGGTTTAAGCATTAGCCTGTCGG
GGTCAGCTTAGATTAT
[0494]  GCGGCCCAACCCCAGCCAATAGGGGAAGGACACAGAAACAGAAACTGCGTTACCCCAGCCAATAGGGGA
AGGACACAGAAACAGA
[0495]  AACTGCGTTACCCCAGCCAATAGGGGAAGGACACAGAAACAGAAACTGCGTTACCCCAGCCAATAGGGG
AAGGACACAGAAACAG
[0496]  AAACTGCGTTAGGGATAAAAACCCCTTCCCTCCTTTGTTCAGTGTGCTCTTGGGATTGTAACAGGCACA
GGCAGCACCCTTCTAC
[0497]  AGAAGTAAAAGTGACTTGCTGAGAAATTTTCTAAGTGCGGGTTTCTTTTCGCTACACCAAGCACTTGTT
TCCAACACATGCAAAC
[0498]  CAGAATGGAGGTCTCCCTGGACCTGGGTTTGGGCCACAAGCTTGCAAGACCTTGGGCAAGACTGTTCCC
TCTTCTGAACCAAGTC
[0499]  CTTCCCTGGCCCAGCCGCTTGTGAGTAACACATCAGTTTCATGCTTACACCTCCTGGTCTTGTGAGTAA
CACATCGGTTTCATGC
[0500]  TTACACCTCCTGGTCTGACCGGGCTCTCCTTTGCAGAGCCTTTTATTCCTTCCCTTCCTCTGAACACTG
GCTGGCTGCTTTCAGG
[0501]  GAAGAAGTTCAGGGCAGTGGCAGGGAGCTCCTTGCACATCGCCATGACAAATGTTTTATGGAAACAGTG
AGCTGATGGGACGAGG
[0502]  GGTCGGGGCTAGAAAGTCAGCCAAAAGGTGTGAGAACCCGGACTAGCCCCCAGCCCTGAACATGGCAGG
CCACTGTGCCATGGTA
[0503]  GGGGAGTGAAAGTTTCCCTCTGCTCCTCTTAGGGTTCCAGCTGGGGCTCCTTACAAAAGAGAAAAACAG
TTCATTAATGCATGTA
[0504]  GTGCACCTCACTGAAGAAGCTTCAACAAAAAGCAACTCAGAACAGTGACTTAGAACTGGGTTATGGAGC
AACTTCAACAAAGAAT
[0505]  AATCAACGTGTGGGGAAATGACAGGACCCAGGAGAGCGGTTTTAGGCTTCCAAGTTTGGGAAACCGGCA
AGGTGAGTATTGGGAG
[0506]  GAAACTAAGGCGGAAGTTTCATTCACAGAGCCCTAGGGTGCCTTCTTTCCTCTGGCTGATGCGTCTCTC
TCCTATAATTTCCATC
[0507]  CTGCCTCAGACAGCAGAGGGACAGGGCAGAGAGAGATTTCCCTGCTTCTGCTGCATCTTAGTTGCCTTC
AACTCAAGATAATTTC
[0508]  TGAGGCTCATTTTGGAGTGACATATTCTGGTGTCCTTCACGGTACAGGGCACAGCCTCAGAGGACCAGA
TCCACAGCTGATCACT
[0509]  GAGCTCTTCCATGTGCCAGGCCCGTCCAGGGAGAACACTCAGCCCCACAAACAGGGCAGGTGGCACCAG
GATGCTGGGCGGCAGC
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[0510]  CTAACCCTCAGCTCATGGGTGGGTGGAGTGGAGAGCACCCTCCCCATGTGGGGCTCCCTGGTCGTGGAC
CTGGAGACCACCAAGG
[0511]  CTCTGCAGTCTCAGAAGTGGCCTGTTGGAATGGGGTCTGCAGGCAGGGAAGCCTTGGGCCAGAGTCCCT
CAGGGGCAGGAACACA
[0512]  GCCCCCAGGCTTGTCCCACTTGTCCCTCTGAATAGTTAAGGGCTGCCCACAGGGAACTTCCCTCCCTCC
CTCCCTTCCTCCCTTC
[0513]  CTTCCTGCCTCCCTCCCTCCCTTCTTTCCCCTTTTCTTCTTTCATCCTCCCCTTTCTTCCTTCCTTACT
GTGGTAAAATACACAT
[0514]  AACATGAAATTTACCATCTCAACTATTTAAACACGCACAGTTCCATGGTGTTGAGTTCACTCACATCGT
TGTACAGCCATCACCA
[0515]  GCATCCATCTACAACACTCTTTTCATCTTCCCAGACTGAAACTCAACACCGTTCACAGCTCCCCATTCC
CGCCTTCCCCAGGCGC
[0516]  CCACCATTCTCCTCTCTATTTCTACGAATTTGATGACTCCAGTCCCTCAGATATGTGGAATTGTGGCTG
GGCACGGTGGTTCACA
[0517]  TCTGTAATCCCAGCACTTTCAGAGGCCAAGGCAGGCAAATCACCTTAGGTCAGGAGTTCTAGAACAGCC
TGGCCAACATGGTGAA
[0518]  ACCCAGTCTCTACTAAAAATACAAAAATAAGCCGGGCATGGTGGCACACATCTGTGGTGCCAGCTACTC
AGGAGGCTGAGGCGGG
[0519]  AGAATCGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCTCACCACTGCACTCCAGCCTGGG
AGAGAGAGCGAGACTC
[0520]  TGCCAAAAAAAAAAAAAAAAAGTTAATAGAATCGCATGGCATTTTTCCTTGTTGGACTGGATTTTACTT
AGCATAAGGCATCAAG
[0521]  GCTCACCCACGCTGTAGCAGGTGTCAGCGTCTCCTCCCTTTCTAGGGCTGAGAAACATTCCATCTAGAG
ACAGACTCACTCCGTG
[0522]  CAGCCATGACGCCTTGGTGAACACCACGGCTGCTTCCAGCTTTTGGCTATGGTGAGTTCCGTTGCTAGG
AACACAGATGTGCACA
[0523]  TGTCTCTTCCAGACCTCCTTTCAATTCCTTGGGTGTATACACAAAAGCAGGATTGCCAGCTCATACGGT
AATAATATTTTTATTT
[0524]  TTATTTTTTGAGAAGGAGTCTTGCTATGTTGCCCAGGCTGGAGTGCAGTGGTGCGATTTTGGTTCACTG
CAACCTCCACCTCCCA
[0525]  AGTTCAAGCGATTCTCCTGCCTCAGCGTCCCAAGTAGCTGGGATTACAGACTCGAGCCACCACGACCGG
CTAATTTTTGTATTTT
[0526]  TAGTGGAGATGGAGGATTCACCATGTTGGCCAGGCTGGTCTCGAACTTCTGACCTCAAGTGATCCGCCC
GCCTCGGCCTCTGAAA
[0527]  GTGCTAGGATTGTAGGCATGAGCCACCGCGCCCGGCCTCGTACGGTAATTCTGTGTGATGTTTTGAGGA
ATTGCCACAATTTTTT
[0528]  CCTGCGCCTGCACCAGGGACACGTCTCGGAGCTGGCGAACTGGACTTGGGGTGGGAGGGAAAGGAAGCA
TTAAAGATGCCCCCAG
[0529]  CTTTCACGGAGATGAGAACGGTGCCCCGGGAGGGCGGGACGGGATCAGGGTCCTGTGAACGGGGTATCA
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GTGTAAACTCCTCTGA
[0530]  GAGATATCAGGAAAAGCAGGAAGAAGCCTCTGGGACCCTTCGGGAGGTAACTCCTCTTCGCAGCGGGGC
GCGCTCTCCCAGTCCC
[0531]  TGCAGCCGCCGCCGCCCTCTCCTGAGCTTCCTCGAGCGGACGCCAGGCAAGGGCGGGGGTCGTAGCGGG
GCGGAGCGGGGCTTTG
[0532]  TCCACGGACCGCGCGAAGAGGCCTCAGGGCCCGGCGCGGGCGCCGGAGGGGGACTCGCTCGCAGGGGGA
ACGCGAAGGTTCCTCA
[0533]  GTCTGCGGGACGCAGAGCTCCGTGGGGCCGCGAGCCGGGGCCGGGGAAGCGACTCTGCCTAGGGGGACG
TCGCGGGCGCGGGGCA
[0534]  CAGGGTCCTGCGGGGCTGGAGGGCTACAGGCTGCGGCGCGCGCGAGCCGGAAGGCCGGGGATCGTGGGT
TCTGGGGCCGCAGCTT
[0535]  CACGGGTTCGTCTCCCCCGCCTCCCCGGGGGAGCAGGATGTCAGGGGGTCGCCCCCGCCCGGGAGACAG
GGTGTCAAGGGGCCCC
[0536]  CGGGGACGGGGCTTCAGGGGCACCCGGAGCCGCTCGGCCCCAGGGCGGGATGCGGGGACAGGGCCCCAA
GGTACCAGGGCCACGA
[0537]  GGGGCGCGCGGGTCCCTTGGGGATGCGCGCGAGGAGGCGCCGTCCCTTCCTAGCAGGGGTCCCTGGGGA
CCCGCGGCCGCCTCCC
[0538]  GCGCCCCTCTGTCCCCTCCCGTGTTCGGCCTCGGGAAGTCGGGGCGGCGGGCGGCGCGGGCCGGGAGGG
GGCGCCTCGGGCTCAC
[0539]  CCCGCCCCAGGGCCGCCGGGCGGAAGGCGGAGGCCGAGACCAGACGCGGAGCCATGGCCGAGGTGTTGC
GGACGCTGGCCGGTGA
[0540]  GTGCAGGCCTCGGCCCCGGGTGCCCGCGAGGGAGCCGCTACCGCAGGGAATGCGGGGTGCACCCGACAG
CCGGGCCGGGGTGGGG
[0541]  GCGCCCAGGGCTGCGAGGCTTCAGGCCGGCCGCCGCCCCAGCCTCCGAGACCCTGCGTCCTGGGGAGCC
GGCGGGCAGGTGGGCT
[0542]  CGGCCGCGCTGTGGGTGCCTGGGACCCGCAGGGAGGATGGGCGCGGTGGCGCGGCCTGGCGGGGGGCTC
GTCTCCGGGGTCCCCG
[0543]  GGTCCTGGTGAGAGCGGGGTCCCTCGACGCCGTGGCGGTCTCCAGCCTCTCCTCGCCCCTCCACGCTCC
CCGCCTTCCATGAGCT
[0544]  GCTATTTTCAGCACCTACCGCCCGACCCTGGACTAGGACAAGGCTCTGGGCTGCCCTGCCCGCCCCCCA
GCCCTTCCCTCGGGCA
[0545]  CGGCGGCCAGGCGCCCGGGTTGACCGGGAACAGCCTCCATACCCCAAACGCGGAGGCGCCTCGGGAAGG
CGAGGTGGGCAAGTTC
[0546]  AATGCCAAGCGTGACGGGGGAACTGTGCCCCGGGCCCTCAGGTGATATAGGAGTTAAGAAGAAATTATT
GAGGCAACCAGATGCG
[0547]  GTGACTCAGGCCTGTAACCCCAGCACTTTGGGAGGCCGAGGGTGGATCACCTGTCCTTAATTTTCTTGG
CGCCAGAAGATGAATT
[0548]  GAGTATTTACCCAGACAACAACGTCGCTTCAGAGGGAGGGATGCAGAACGCAGGGCCACGGGGCGCAGG
CTGCAGGCCAGTGAAC
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[0549]  CCCAACGCCAAAGGCCAGGGAGAGCCGGGTGGGGTACCCAGAGCCAGCACACAGCCCTTTAATTTAGAG
GAGTGCTGTGTACACA
[0550]  TCTGGGGAGAGATGTTTTACTTTGATTTGGAATCAGGTGGCGGATAAGGCATACTGAGGCCTGACTTGG
TGAGGGCTCCTGCCCC
[0551]  GGAGGTGCAGCCCTGGAGGAGCGGGAGGCAGAGGAGTGGAAAATTCATGAAGAAAACCGGGTATGGTGT
AGGTCGAGGCCCTGCC
[0552]  CTCAGTAATGCTCACCATTTGTCAGTGTTTACTGTGAGGCAGCACTGTGTTCAGTATCGCTGAGTTCTC
AGGAAGGAACGGTAAA
[0553]  TACTTCCCGGGTCATTCTTTCACCCACGGGAAAACAGGTTTGGAGAGATCTGGGACAGTGCTCTGGTCC
CAGGCAGGAAGGGCTG
[0554]  AGTGGGGCCTGGGACTCAGGTCTGACTGCAAACACCTGCCTCCTCCCTGTGCTGCCAGCGCCTTCCGGG
TTCTTCCCTGTCCCTC
[0555]  CTTTGTGGTCTTTGTTTTCCCTTTTTTGTCTTAATATGTTTCAACGGATGTATACAATAAACCGCACAT
GAAAGGTACAGCTGGA
[0556]  TACATCTTGACCCAGTCAAGATGATGAACACAGCTGCCACCCCAGGAGTCTGTCCTGCCCCACAGGTTA
TGCTGTCTTAGTTGGT
[0557]  CTCATGTCAGGGAGCCTTGGAGGACCAGGGTCGGGCAGTTGGTCTCTATACTCCTGGGGTTCTGGCACT
GGCTCTGGCCCATGAC
[0558]  CGCACCCAAGACAAACGTCTTGAAGACTAAGAGGTTAGGTCTTTGAGAAACCTGGCAAATGAGTGCCCA
TTCTCAGGTTACCCAC
[0559]  ATTCTGCATGTTGATTTAGTCATCCAACCAATGTTGGTTGAACACTGATGAGAACAAGCAGGCCTGTGC
TAGAAGGTGCCTGCAG
[0560]  CCAGGAGCTGGTGAGCTGGTGTCCTTAGGGACACCAATGGCGAGGGACCCAGTGTGTGGAAATCTGGGG
GACAAGCATGCCAGGG
[0561]  AGAAGAGCTCACATGGGGAAGGCCCGGCTCCACAAATCAGTCAGGCTTGTTGGGGCGGGCAGGAGAGCA
GGGTAGTGGAGTCAGA
[0562]  GGGAGTGATCCCCCGAAAGGCAGGAAGAGGACATGAGAGAGCCTTGGAGATGACGGTGAGGATGTGGTT
GGTGGGCGGTGAGCTG
[0563]  GGTGTCATGTGCTGGCTCCTTAGAGAATGCTCAGCTCCTTCACACCCATCATAATCCCTGGAGGACTGA
GACCACGTGCAGGAGT
[0564]  TTTGGAAGCTGGCAGTGCACCCAGTCCCGGCTCTCCTCCATTCTGGTGGGTCTCACCAGAGATTGGCCA
AGAAGAGATCAAACTG
[0565]  TTCCTGGACCAAACTGAGGGTGGGGCTGCTATCTCTCGCGGCCCAATAACGAGATGCAGATGAACTGGG
GAGAAAGAGAGTTTTT
[0566]  ATTTCTGTAACCAGTTACAAGGAGAAGACCTGGAAATTATCTCCAGACCAACTCAAAATTACAAAGTTT
TCCAGAGCTTATATAC
[0567]  CTTCTAAGCTATATGTCTATGTGTAAGTGTGCATTCATCTCAAGACATAAGTAATTGACTTATGTTAAT
CTATAACTAAGGTCTG
[0568]  AGTCCTGAAGACCTTCCTCTGGATCCTCAGTAAATTTACTTAATCTAAAACCCTTATCTTGTCTCCTAA
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ATCATGGGGGTTTGGG
[0569]  AAGTTCCTTCAGACCCCCAGTAAACTTATTTGTGGAGTCCTGGGGAATTTCTTCAGATCCCCAATAAAA
CTTGTTTAATCCTAAA
[0570]  TGGGTCCTGTTAAGAATTCCTTCGTTATTTTGTCATGCTTGAAGGCCCAGGAAAGGTCTAGGCAAAACT
CTTGGTGGGATTTTGT
[0571]  TATATTCCAGCCTTTTTATAAGGGCACTGGCTTTTAATATTTAATTTAACCACTCAGTCAGTACTGAAA
CAGTTGTTAGGGAGGC
[0572]  CTGCGTTAGTGAGACCTGACCTGCCACAACACATCTTACTCGGAATGCTGCCCATAACTTCAAAAAATC
AGCTTTGACGGAGCCC
[0573]  TACTGAACACACCTAGCATCTCTCTTCCTTCAGCTTAGGGTCAAGGGGCTGGGGTTGATGGCACCATTG
AAAGAAACAGCTTTAT
[0574]  TGCCGTGTCATTGATATGCCATAAAATTCACCTGTTTCAAATGAATTATTTTCAGTTAGTTTACAGAGT
TGTGAAATAAATTTTA
[0575]  TAACTTTTCCATCCCCAGCCCACCAAAACTCCCTGGAACTCCTCCGCAGTCATTCCCCATTCCCACCTG
GCCTCAGACAATCACT
[0576]  TTCTGTCTCTCCAGTCTTGCCTTTTCTGGACAGTTCCTATGAATGGAGTCCTGTGTTACATGGTCTTTT
GCATCTGACTTCCTTC
[0577]  ACTTAGAATAATGATTCCGAGATTCATGTATGTTGTAGTATGTATCAGTATTTAATTCCTTTTTATTAC
TGAATAATCCATTGTA
[0578]  CAGATAGACCACATTTTGTTTATCCATTCATCAGCTGAAGGACATTTCGGCTGTTTCTGCTTTTTTAGC
TATTTTAAACTGCACG
[0579]  CAGCACTGCTATGAACATTTGTGTACAAGACTTTGTGTGAACATGTTTTCATTTCTCTTGGGTTGATAC
CCAGCAGAGGAATTGC
[0580]  TGGGTCATACAGAAAGTCTGATTTAACATTTTAAGAAACTAGCAAACTGTTTTCCAAAGTGACTGCCCC
ATTTTACATTCCCATC
[0581]  AGCAGTGTATAACGGTTCTAATTTTCTTTTCCTTTTTCTTTTCTTGAGACAAGGTTTTGCTCTGTCACC
CAGGCTGGAGTGCAGT
[0582]  GGCATGATCTTGGCTCACTGCAGCCTCAATCTCTTGGGCTCAATTGGTCCTCCCACCTCAGCCTCCTGA
GTAGCTGGGACTACAG
[0583]  GTGAGTACCACCACATCCAGCTAATTTTTGTATTTTTGGTAGAGATGGGGTTTTGCCATGTTGCCCAGG
CTGTTCTCAAACTCCT
[0584]  GGGCTCAAGTGATCTGCCCACCTCGGCCTCCCCAAGTCCTGGGATTATAGGTGTGAGCCGCTGCGCCTG
GCTGAGGGTTCCACTG
[0585]  TCTGTACGTCTGCAGCAATACATACCATTCTTGTGGGTAAAAGGTGGTATCTCATTATAGTTTTGATTT
GCATTTCCCCAAGGTC
[0586]  AAATGATGGCAAGTGGCTTTTCTTGTGCTTTTTAGCCATTTGTATATGTTTTTGGTGAAATGCCTGTTG
AAATGTTTTGCCTTTT
[0587]  TAAAAATTGAGTTGTCTCCTTTGTTCAGTTTTGAGAGTTCTTTACATACACAGTATCATATATATATAT
ATATATATATATATAT
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[0588]  ATATATATATATATATATATATACACACCAGATATATGATTTGCAAATATTTTCAACCATCAATAGTTT
AACACTTTTTTATTGG
[0589]  TATTTTGAAGTAGAAAAGTTTTACATTTTGATCCATTCCAATTTATTAACTTTTTCTTTTATTGTGTAT
CTGGTATCATATCTAA
[0590]  GAAATCTTAATCCAGTGTCACAAAGATTTAATCTTATGTTTTCTTCTAACCGCTTTCTAGTTTATGTGT
AAGAATCTGTCCATTT
[0591]  TACCTAAGTTGCATAATTTGTTGGCAAACAGTTGTACATAGTATTTCCTTGAAATCCTTTTAATCTCTG
TAAGATTGGAATTGCT
[0592]  GTCTCCTCTTTTAGTCCTGATTTTAGTTATTTGTGTTCTCTCTCTCTCTGGTCAATGTAGCTAAAGCTT
TGTCAATTCTCTTGAT
[0593]  CTTTTCAGAGAACTGCCATTTGATATTTTTTTACTTTATCTTTTTCTTTCTGTTCTCTAGTTCATTGGT
TTCCACTCTTCTCACT
[0594]  TTGGGTTTAATTCGTTCTGTCTTTTCTTATTGTAGTTACTTACAATGGAAGCTTACACACTTGATTTAA
GATTTTTTTTTCTAAT
[0595]  GTAGACATTTACAGCTATAAATTTCCCTTGAAACACAGCTTTAGTTATATCTCATAAATTTTGGTATGT
TGTGTTTACATTTTCA
[0596]  TTCAGCTCAGTGTATCTTTTGATTTTCTTCTTTGACCCATTGCTTATTTAGAATTATGTTGTTTAATTT
CTATGTATTTATAGGT
[0597]  TTCCCAAATTTCTTTTGTTAATTTCTGATTTCATTCCCCTGTGGCTAGAGAAGAAACTCTGTGGATATC
AGTCCTTTCGAATTTC
[0598]  TCAGAATTGTTTTATGGTCCAGCATATGATTGACCTTGGACACTGTTCCATGTGCACTTGAGGAGAACG
TGACTTCGGCTCTTGC
[0599]  CAGGTGGAGTGTTCTAGAGATGTCAGTTGGTGTCCAGTGATGTCAAGTCATTTGTATCTACTGATTTTC
TTTCTAATTATTCTAT
[0600]  CCATTACTGAGAGTGGGGTAGGATTTTGGTGTCCAATTATTGTTTTTTTGTTGTTTTTTTTTTTTTTTT
TTTTTTTTTTTTTGAG
[0601]  GTGGAGTCTCACTTTGTCACCCAGGCTGGAGTGCAGTGGTATGATCACAGCTCACTGCAGCCCCCACCT
CCCAAGGCTTAGGTCA
[0602]  CCTCAGCCTCCTGAGTAGCTGCAACTACAGGCAAGTACCATCATGCCTAGCTGATTTTTGCATTTTTTA
TAGACAGGGTTTTGCC
[0603]  ATGTTACTTAGGCTGGTCACGAACTCCTGGGCTCAAGTGACCCACCCACCTCGGCCTCCCAAAGTGCTG
GGATTACAAGCGTGAG
[0604]  TCACCATGCCTGGCCCAACCATTACTGGTGAATTGACTGTTTCACCCTTCAATTCTGTGAGTTTTTGCT
TCATGTATTGCTGCGG
[0605]  GATAATTAAGGAATCAGAGAGACCGATGGGGTTGAGGAGGAATTATTTAATTATTTAGGTGCACCGACC
CAATCAGATTAACATC
[0606]  CAAAGGACTGGGCCCCAAACAAAGAGTCAAGCTACCTTTTAAGCATTTTGTGGGGTGGGGGGAGATTTG
TGCAGGGGGAAGAGTA
[0607]  TTACAGAAGCAAGAAACAAAGACAGTTATTCAGTTAAGACATGCATTACATTATTTCTTACTTTTCAAG

37



N 116463408 A W OB P 35/45 7

GAACAACACGTTTTAT
[0608]  GACTCAAGATTATCTGTTTAGTGACCTTGCAGCTGCACAGCTAGAGAAACAGAGTCTTCGCAATGCCTG
GGAAAGGGAGAGATAA
[0609]  GGCTCACTAGCCACAGAAAAACAGCCAGTTAATTTTTAAAGGACTCCAGCCCTTTCTCTTCCTCAAGGG
GAATTGGTTTTTTACA
[0610]  TACAACTGAGTTTTTGCTTACACAGTTTTTAATTTCTTTTAATTCCTGTTCTAGTATTTTGGGGCTAGG
TTGTCAGGTATGTATA
[0611]  TATTTCTGTTTGTTATATTTTCGTGATGTATTCACTTTATATCATGGCAGAATGTTTCTCTTTAGTAAG
ATTTTTGATCTTAAAA
[0612]  AAGTCGGCCAGATGGGGTGGCTCATGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCAC
CTGAGGTCAGGAGTTC
[0613]  AAGACTAGCCTGGCGAACATGGTGAAACCCCGTCTCTACTGAAAATACAAAAAAATTAGCCAGCTGTGA
TGGTGTGCGCCTGTAA
[0614]  TCCCTGCTACTTGGGAGGCTGAGGCACGAGAATTGCTTGAACCCGGGAGGCTGAGGTTACAGTCAGCCA
AGATCGTGCCACTGCA
[0615]  CTCCAACCTGGGTGATAGAGTGAGACTCTGTCTCAAAAAAACAAAAAAATTATTTAGTCTGACGTTAGC
ATTTCTCCTCAAGCTC
[0616]  CCTTACGGTTGTTTGCATAGCAAATCTACTATCCTTTTGCTTTGACCTATTTGTATCTTTGTTTCTAAA
GTATGTATGTCTCTCA
[0617]  CAGGCAGCATATAGTCAAAGCTTAAAAAAAAAATCCAGTCTAACGATCTCTGCCTTTTGATTGGCATGT
TCATTCTATTCCCATT
[0618]  CAATGTTATTATTGCTGTGGTTGGATTTCCATCTATCAGTTCACAATTTGTTTTCTATGTTTTATGCCT
TTTTGTTCTTCTGTTC
[0619]  ATCTTTTACTACCTTCTTTTGTATTAAGTATTTTCTAGTGTAGCATTTAAATTCCCTTTTTCTTTTTAA
GTGTATATTTTAAAGT
[0620]  TATTTTGTTAGTGTTTGCTCCAGGGATTACAATATGCATTTTAATTTATCAGGATCTACTTCAGATTAA
TACTAATTTTAGTAAA
[0621]  ATACAGGAACTTGACTCCAGTATAACTCCATTTCCTCCCTCCTTGCTTGTGGTTTGTAGTATTATTGTC
GTATATGTTCATCTAT
[0622]  ATATGTTATAAACTCAACAACATGGTGTTATAATTATTGTTTCACACAATCTTATTTCTTTTCAATTCA
GTAAGACAAGTAAGGA
[0623]  GAAAAACACTTTTCAAGTCTTTTATATTACACTGTATATTTATCACTGACTTTACTCTTGATTTCTTCC
TGTATATTCAAGCTAT
[0624]  TGTCTGGTGACCTTTCCTTGCTCCAGTATATATAATAACTTCATTGCCTCCTTGCTCCTTTATGCTATT
ATTGTCATATATATTA
[0625]  TATATGTTTATGCTGTGAGCCCATCAGCTAAGTCAGCTTAGCAAGGTCTCAAGATACAAAGTCAATGAA
TAAATCAGGCTGGGTG
[0626]  TGGTGGCTCACACCTGCAATCCCAGCACTTTGGGAGGCCAAGATAGGTAGATCACTTGAGGCCAGGAGT
TTGAGAGCAGCCTGGC
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[0627]  CCACATGGCAAGACTCCATCTTTACAAAAATACAAAAAAAAAAAAAAAGTTGAGTGTGGTGGTGCGCCT
GTAATCCCACCTACTT
[0628]  GGGAGGCTGAGGCATGAGAATTGCTTGAACCCAGGAGGGAGAGGTTGCAGTGACTGGAGATCACACCAC
TGCACTCCAGACTGGG
[0629]  CAACAGGGCAAGACACAGTCTAAAAAAAAAAAAAAAAGAAAAAAGAAAAACAAGAATAAATCAATTATT
TTTCTATAATACTTGC
[0630]  CACAATCAATTGAACCATGAAAAATTTTAAATACCATTTACAGTAGCATCATAAAACATGAAATATTTA
GAGAATAATTTACCAA
[0631]  ATTAGGAGAAATGTCTATACAATTAAAACTGCAATATAAACCAGGCACCATGGCTCATGCCTGTAATCC
CAGCACTTTGGGAGGT
[0632]  CAAGGTGGCCAGATCACTTGAGCCCAGAAGTTTGAGACCAGCCTGGGTGACATAGTGAGACCCTGTCTC
TACAAAAAAAAAAAAA
[0633]  AATTAGCTGGGCATGGTGGCATGCACCTGTAGCCCCTGCTACTCAGGAGGCTGAGGTGAGAGGATGACT
TGAGCCCAGTAGGCAG
[0634]  AGATTGCAGTGCATTCCAGCCTGGGCTACACAGCAAGACCCTGACAAAAAAAAAAAAAAAAAAGAAAAA
GAAGGTCACAAAAAAA
[0635]  CAGAAAACTGCAAAATATTGATGACAAAAATTAAAGAAGACATAAATAAATGGAGAAATATACCATGCT
CATGGATTGGAAGACT
[0636]  TACATTGCTAAACTGTCACTTCTCCCCAGATGGATCTACAGAGTCCACATAATCTCACTTAAAACTCCA
GAAGAAATTTTTGTAA
[0637]  AGTTGACAGCTGATTCTAAAATGTTACATAGTAATCAGAATAGGTTGATATTAGGATAGACAGATAGTT
CAATGGAATAGAATGC
[0638]  AGAGTTTAGAAATAGACCTACACAGAAATAGTCCATTGATTTTTTAAGAGTTGCTTTTTGATAAGAGTG
CTAAGGTAATGTGATA
[0639]  GAGAAAGGAAAGTATTTTCAATTCAAATGGCTGAAATGACTGGATATCCATTGAGGGAAGAAAGGGACT
TTAGCCTTTCACACAA
[0640]  TACACAAAAATTATGGAATTCTGAAGAAAATAAGAGAAAATGTTCATGAACTTGGGGTAGGCAAAAATT
TAATAGATGAGGCAAA
[0641]  AAAAAAAAAAGGCCCAAACCATAAAAATGGTTTCATTTTTATAAGGATAAATTAGAGTTTATAAAAATT
AACACTTCCCTTCAAA
[0642]  AGAAAAATTAAGGAAAAATGAATAAATAAGCCACCGACTGAGAGAAAATATTTGTTTTCTAAGAAGTAT
TTTGTTTTTCATTTTA
[0643]  TGGGTTCATAGTAGGTGTATATATTTATGGGGTCCCTGAGATATTGTGGTTCAGTCATACAATGGAAAA
TTCACATCATGGAGAA
[0644]  CTGGTATCCATCCTCTTGAGCAATTATCCTTTGTGTTACAAACAATCCAACTATACTCTTTTAGTTATT
TTTATTCTTTTTTTTT
[0645]  TTTTTTTTGAGATGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGTGGTGGCGCCATCTCAACTCACTGC
AACCTCCGCCTCCCAG
[0646]  GTTTAAGTGATTCTCCTGCCTCAGTTTCCTGAGTAGCTGGGACTACAGGCACCCACCACCACGCCTGGC

39



N 116463408 A W OB P 37/45 T

TAGTTTTTGTATTTTT
[0647]  AAACTTTTTTTTTCTTTTTTCTTTTTCTTCTTTTTTTTTTTTTGAGATGGAGTCTCGCTCTGTCGCCCG
GGCTGGAGTGCAGTGG
[0648]  TGCAATCTCGGCTCACTGCAACCTCCGTCTCCCAGGTTCAGGAGATTCTCCTGCCTCAGCCTCCCAAGT
AGCTGGGATTACAGGC
[0649]  ATGCGCCACCACACCCAGCTAATTTTTTGTATTTTTAGTAGAGGCAGGATTTCACCGTGTTGGTCAGGC
TAGACTCGAATGCCTG
[0650]  ACCTCGTGATCCACCCACCTCGGCCTCCCAAAGTGCTGGGGTTACGGGCGTGAGCCACCACGCCTGGCC
TTAGTTTTTGTATTTT
[0651]  TAGTAGAGATGAGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGATCTCAGGTGATCCACCTG
CCTCGGCCTCCCAAAG
[0652]  TGCTGAGATTACAGGCATGAGCCACTGTGCCCGACCTCTCTTTTAGTTATTTTTAAATGTGCAATTAAA
TTATTATTGACTATAG
[0653]  TCTCCCTGTTATGCTATCAAATACTGGGTCTTATTCATTCTTTCTATTTATTTGTACACATTAACCATC
CCTACATACCCTCTCA
[0654]  CCCCTGCCACTACCCTTCCAAGTCTCTGCGAACCATCCTTCTATTCTCTATCTCCATGAGTTTAATTGT
TTCGATGTTTTGATAC
[0655]  TACAGATAAGTGAGAACATGCAGTGTCTGTCTCTCTGTGCCTGGCGAGAAAATATTTGTAATATTTGTA
TTTGGCAAAGGACTTG
[0656]  TATCCAAAATATAGAAATAAATTCTGCTCAATAATAAAAAGAGAAACAACTTAATGAGACCCAGTGTCT
ACAAAAAGTAGAATAA
[0657]  TTAGCCGGGCATGTTGGTGCATGTCTGTAGTCCCACCTAATCAGGAGGCTGAGGGGGAAAGATCACTTA
AGCTCAGGAGTTCGAG
[0658]  GTTGCAGCGAGCTGTGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGTAAGATCCTGTCTAAAAAA
AATAAAAATAGAGGGC
[0659]  CAGGTGAGGTGGCTTATGCCTGTAATCCCAGCACATTGGGAGGCTGAGGCAGGTGGATTGCTTAAGCCC
AGGAGTTCAAGACCAG
[0660]  CCTGGGCAACATGGTGAAACCCCATCTCTACCAAAACCACAAAAAATCAGCTAGATGTGGTGCATGCCT
ATAGTCTCAGCTACTC
[0661]  AAAAGGCTGAGGTGGGAGGATCACCTGAGCCCAGGAAGTCGAGGCTGTAGTGAGCCATGATCATGCCAC
CACACTCCAGCCTGGG
[0662]  CAACTGGAGTGGGACTGTGCCCCCCAAAAATATATATAAGTAAATAAATAAATAAATAAATAATAAAAT
GAGCTAAAGATCTGGA
[0663]  CAGGCTTCATAAGAAGCAAGCAAATGGCCAATAAATACATGAAAAGATGATTTACCTCCTTAGTCATTG
GACACACTTAGATACC
[0664]  ACTCCTCATCCACTAGCATGGCTAAAGGATAAAAGAGTGACCATCAAGTGTTGGCAAGGACTGTGGTTC
TCGTACATTCCTGGCG
[0665]  GGAATGGAAAATTCAGTCACCACTTTGGAACACAGTTTGGCAGTTTCTTACAAAGTTAAACATACACTT
ACCATATGACCCATCT
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[0666]  TTTCCATTCCTTGGTATTTACTCAAGGGAAATGAAAACACAGGTCCACAAATACCTGCACATGAGTGTT
TACAGAAGCTTTGTTG
[0667]  CTAGTGGCCCCGAACAGTGAAAAAACCACAGTGTCTGTCAATAGGAGACAGAATAAATGAATTGTGGCG
GATTAACAATGGCGTG
[0668]  CTTCTCAGAAATGAAAAAGAACGAACGATTGATACACGTGACAATATAGGTGAATCTTCAAAACAGCAT
GCGGTGTGATGCGGCC
[0669]  AGACATAAAAGAGCATGTATCAGAGGATTCCGTGTATGGGAAACGCCAGGGAATCAGATCCATGGTTGT
CAGGGTCAGGAGGGAC
[0670]  CTTACTGGGGTGATTACATGTGTACATACATTGTGTGAAACTCATCAAAACCGTATACCTAAAGTGGGC
ACATTTTATTGGATGT
[0671]  AAGTTATCCCTCAAATTAAATTAATTTTCAAAGTTTTAAAAAATGGAACCATTTTTGCCACATTGAAGG
AAAATTATTTCCACCA
[0672]  AGATTTCCCTACAGCCAAACGATCTACCAACTACAAAAATGGAAAAAATAATTTAGGACATGTAAAGTT
CAAATGTTTTGCCTCC
[0673]  CACGTTTCTGTTTCAAGAAGCTATTCGAGATAAATCGCTCCGTGGTCACAGGACTTAGAAAGGTGGAGG
TAAACACACACAAGCA
[0674]  TTATAAGATAAGAAGTAACAGATGAATTAGTTGAAAGGGACTGATTTCGGGGGAAGGAATAGGAACTGG
GCCAGGAGATAGACGC
[0675]  CTTTCAGGCTTGCCCTTGTGAAAACGATAGTCCCCTCTTACCTGCGGGGGATAGGTTCCGAGATCCCCA
GTGGATGTCTGAAACC
[0676]  ACAGATAGTACCAAACCCTACAGAGAGTATGTTTTCTCCTGTACACACATACCTATGATAGGGTTTAAT
TTATAAATTAGGCACC
[0677]  GGGTGGGATTAACAACCATAATTAATAGTAAAATAGAACAATTATAACAATATACTGTCCGAGGCGGGT
GGATCACTTGAAGTCA
[0678]  GGAGATCGAGACCAGCCTGGCCAACATGGTGAAACCTGTCTCTACTAAAAATACAAAAAATTAGCCAGG
CGTAGTGGTGGGCGCC
[0679]  TGTAAACCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCGGAGGCTGTAGTG
AGCCGAAGGTGCCCCT
[0680]  TTGCACTCCAGCCTGGGCAACGAGCAAAACTCCATCTCAAAAACAACAACAAAACAACAACAACAACAA
AAACAATATACTGTAA
[0681]  TAAAGGTTACGTGAATGTGGTCTCTCTAAAAAAAAATGTGTATATATCTTAGTTTGTGGGTTTTTTGTT
GTTGTAGTTTTGTTTA
[0682]  TTATTAAGAGACAGGGTCTTGCTCTGTTACCCAGGCTGGAGTGCAGTGGTGTGATCATGGCTTACTGCA
GCCTTCACCTCCTAGG
[0683]  CTCAAGTGATCCTTCCACCTCAGCCTCCTGGGACCAGAGGCATGCACCACTATGCCCAGCTAATTGTTT
TTTTTTTTTTTTTCTT
[0684]  GATAGAAATGAGTTCTCACTATGTTGCCCAGGCTGGTCTAGAACTCCTGGCTTCCAGCAATTCTGCTGG
CTCAGCCTCCCAAAGT
[0685]  CCTGGGATTATAGGCACGAGCCACGATGCCTGTCCTCAAAATATTTTACTGTACTGTACTCACCTATTA
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TTGGCCTTTGGTTGAC
[0686]  CATGGGTAACTGAAACTCCAGCAAGCGAAGGTGTGGATAAGGGAACTACTGTACGTGACTTTAATATAC
ATAAAATCACCTTAAA
[0687]  GACAATGATTGTTTCCAGAACATGAGCCTCTGAGACAGCAGGGAGATACTAGGGGAAGTTGGTGGCTCC
TCTCCCTGGCAGGAAC
[0688]  TGGTCTGGGCTCCTGGCTCAGCCTGGCCATGAGGCTGTCCTGGCCTCCCTCGGTGGGTTCGACAGTGAC
CTCGACGTGCTCATTT
[0689]  CAGTGTGGTTCATTCCGGTCTCCCAGGGGAAGGGGGTGCTGAGTGGAAGGAGGTCAATGGGAAGCCGGG
GTGGCTCTCAGAGTCT
[0690]  GCAGGAGCAGTCGGGCTGATGAGCTGGGAGGAGCAGACCGCCTCCCTCTTCTCTGAGTGGGAGGAGGGC
CAGATCTGGACTGGGT
[0691]  TTGGAGATGCTCAGGTGGGGCTCAGAGCATCACCTGTGGGGCAGAGGGACCATCTTGGCAGATGAAGGC
CCGTCGCAGGGTGTGA
[0692]  TACCTGAATTACAAGGCGGGACAGGTAAAGTGGGGCAGGTGAGAGAAGGAGGGTGAGTGATGTGATTTT
TCTACTCCTGTTTTCC
[0693]  AGGAAAACCAAAATGCCACGCACTTCGACCTATGATCCTTTTCCTAATAATGCTTGTCTTGGTCTTGTT
TGGGTAAGACACATTT
[0694]  GACCATCGAGGCTGGCCTGGTTTGGGGAGAAGTGACCACAGCAGCCAATCAGACCCATGGGGCCTCCCT
GAGCTCCCCAAGTATC
[0695]  ACAGTTATCAGGGTCCTAAGGACAGTTATTGCCTGCGTCCAGCTCTGGCGGAGGGTGTGCTTACTTGCT
CCCTTATTTTAGCCTC
[0696]  ACCTGGGCAACAGGCTCATCTCACTCCCATTTAAAATTTTCCTAAGTGTGGAGTCTGGGGCTGGGAGAG
CAAGCCCCTTGCCCAC
[0697]  AATTGCGTGGCTGGGGGTGGGGAAGGCAATTCTGGGTCCCAAGCTGTTAGTCGCTTCCAGACACAGAAG
GTCCCAGAACCAAGAG
[0698]  TGAAGTCACCTGTCACCTCTACTGGGGCATCTCTGGACACGGTCTGGAAACACTCCCTGACGTGGCCTC
AGGGACTGCACTGACC
[0699]  AAGGCACTGGTGGCGGGGGGTGAGGGAGCTGGGGCTCTGGAGCTCCAGCAGGTGCCCATACGTGAGCAA
TATCCCAGGGACCACC
[0700]  CTCCTGCCCACCTCCCGGTGTGGGACGTGGCGAGGCGCCTGAGCTTTGCTGAGAACTTGCCCTACCTGC
CTCGAGGCCTTGCAGC
[0701]  TTCACCGGGAACTCTTGTGCTCACGCTGCTGGCCGCACCATGCACTTTTTGGAGGAAGGGACCAACAGG
CAGTCTTCGTTCTGTG
[0702]  TCCTGAGTCTTGGCACACTTCCTTTCTGCAGTTACGGGGTCCTAAGCCCCAGAAGTCTAATGCCAGGAA
GCCTGGAACGGGGGTT
[0703]  CTGGTGAGTGCAGGGAAGAGCAGGTGGAGCATCCATGCTGGCCGGGGTGCTGGCTGTGGGCGGGGGTCC
CACTCTGGGAACTCCC
[0704]  CCTCCCCTTCCTGGGCCCGCTCTCTATGCTCTGCCCAGTGTAGACATGCTCAACTCTGTGGCCTTGAAG
GGTCACCTGGATACCT
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[0705]  CTGGAGTCAGCCTTGACCTCCCTTCTGACCTCCAGTCCCCAACTCCAGGCTTACCCAGAGTTCCCATGC
ATGGTCTCTGCTCCCC
[0706]  CATCCCCACCCCTCCTCCACCAGCCATCCTCAACTCTCCCTTTGCTCTCACCCCTACACTGGGTTCCCA
AATCCTGCCAGCCCTG
[0707]  CTCTTCAGCAGCTCGCGTGCCCACTGGCCTCCCTGCCTTCGACGTCCTGCTCCAGGGCTCCGGTGGGGC
TGCCCTCATCTCTGTG
[0708]  ACAGCCTCAGACTTGTCTCCCCATCCCCATCAGCCCTGTCCCCCTTCTTCTCACAGCAGCTGGAGTGAT
CTTTCCAGAACATAAG
[0709]  GTAGGAGGCTCTCCATGATCTGATCCTGCCTTCCTGACCTCCCCAGCCTCATCTCTCCCTCCTCTGCCC
TCGCCCTCTGTGCTCC
[0710]  AGCCAACGTGGCCTGTCACTCGTCCACCTGCCATACTGTCCTGACTCCAGGCCTTTGCCTGTGCTATGG
CCTCTGTTGGGACCAC
[0711]  TCTTGTCTCTCCCCTGCTGTGTCTGCTAATTCCCACTCGTGTCAGTGATCCATGGCTGCAGAACACACC
ACTCCATCCATGGAAA
[0712]  ACAATCACAATCATTGATTACTATCTCTCCCTGGGCTTCCTGGGGTGGACTGGGCTCAGCTGGGTGGTT
CACTTTGGGGCCTCAG
[0713]  CAGTCATGGGCAGACAGTGGCTGGGGTCACTGCAAAGACTTCCCTGCATCTCTGGCAGTTGATGCTGGC
TGTCATCTGAGACACC
[0714]  TACCCAGGGCCTCTCCCTGGGGCCTGGGCTCCTGCTTAGCTTGGTTGGGAGGCTCCAAGACCAACATCC
CAAGAAAGATGAGACA
[0715]  GAAGCCAGATCACCTTTTTGGGCCTGGCTTCAGAAGTCACCCAGCATCACTTCTGCTGCATTTATTTCT
TAGAAACACAGAATAT
[0716]  CAGACCCCATCTCTTGATGGGAGGGGGCCTCATGGTTTGTAGACATGTTCTGAAACTCCACTCTGCCCG
GCCTTGGCTTCGACGT
[0717]  GTCTGGTGAATGTGTGGGCTGTGAGGCTCCCCGAACGTAGACCTCAGACTGCAACGCTGGCCGTTACAG
GGTCTGGCACACGGGC
[0718]  CCACGTCAGGCCCATCGCCACAGTGATGGTTGTTCTGTGACTGTTTCTGGTGGCCTCTGCTCCACACTC
CAGGCTGACGCTGTGC
[0719]  CCCTTCCACTGGGACCCTCGGGTGGCTTCCATGCACTTGTGCCCTAAATCCTGCTCCTAGACTAAACTT
CATCTCCTGTGTTCTC
[0720]  ATTCTGCAGCATGGCTGTTAGGGAACCTGACCATCTGCAGCGCGTCTCGTTGCCAAGGTATAATGTCAG
TGCCTCCCTTCAGTGG
[0721]  CTCCCATGTCACAGAATTGTCCTGCAGCCCTGGCACATGTGTGCCATGTGGGAGCTGGGGCAGGTCCTC
TTTCCTCCTGTGGCTC
[0722]  CGAGGGAGGGGGCCGCTCCTTCCCCAGTCTCTACCCTGACTTGGCCCTCGTCCTGCAGCCACTCAGAGA
GCACGATGGAGCTGGA
[0723]  GCTTCAGTTTTGACCAAATGCGTGTCGCCGGCTTTTGTGTGTGTGTGTGTGTGATGGAGTCTCGCTCTG
TCGCCCAGGCTGGAGT
[0724]  GCATTGGCACCATCTCTGCCCACTGCAACCTCTGCCTCCTGGGCTCAAGTGATTCTCCTGCCTCAGCCT
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CCTGAGTAGCTGGGAT
[0725]  TACAGGCGCCCACCACCACACCTGGCTAATTTTTGTATTTTTAGCAGAGACAGCGTTTCACCATGTTGG
CCAGGCTAGTCTTGAA
[0726]  CTCCTGACTTCAAATGATCCGCCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCCCGGC
ACCTGGCCTTCAAATT
[0727]  GGCTTTTAAAGAAGATGACCAGCTGGTCTGTTCTGTCTGGGGCCTTGGAGGGCTGTTTCCCAGGATGTG
GGCCTTTATCAGTGCT
[0728]  GACCTAGGCAATCAAGGCCAAGCTGGCCACACTGCTTTTGATTTTTTTTAAATTGTGATGAAATACGCT
TAACATAAAATTTGCC
[0729]  ATCTTAGTCATTTTGGAGTGTTCAGTAGCTTTAAGTCCATTCACATTGCTGTGCAGCCATCACCACCAT
CCATCTCCAGAACTCT
[0730]  TTTCATCTTGCCAACCTGAAGCTCTGTCCCCATAAAATAGCAACTCCATTTTCCCTCCCCCAGCTCACC
ATTCCATGGTCTGTTG
[0731]  TTATGAGTCTGCTACTCCAACTACCTTTTATAAGTGGAGTCAATGGTACCTGTGTTTTTATGTCGGGCT
CAAATCACTGAGCGTG
[0732]  ATGTCCTCACGGTCCATCCAGGTTGTACCAAGTGTCAGAATTTCCTTCCTGTTTTCTGCTGACTCCCTG
CTTTTAAAGGCCATCT
[0733]  TGGACATTCAAATTGTGGCCATTACTGACAGTTAAAATGGCCCCGGCTCATGTCTCCTGAGCCTCTACA
ATCCTTTAGGTGGGGA
[0734]  CAGTACTGCGGCCCACACGTCCCCACAGGCTGCGTGTGACACCTGACAGTGCTTTGTGCCACTGTGGAG
CAGGTGTCACTCTCCC
[0735]  ACTTCTCAGAGAGGAAGCCGGGCTCTGGAAGCCAGCAGCCCACAAGGAGGCCCAGCAGGCTTCGGGCCC
AGGTGGGGAGGTCTGC
[0736]  ACATCTCAGGGCCTTTCCCTGGGAACAACCAGGGACAGAGGCCACACACCCAGCCTCCTCTCTGCCCAC
AGTGAATTGAGACACA
[0737]  ACCCCTTACGTCCCTCCCAGCCTTAAGTCAAGTGGAAAGCAATGGCCCCTGAGGTCACTTAGTCCCTCT
TGCCAGTTTGTAAGTG
[0738]  CTGAATCAGAGACTCTGAGCTTTGGCCCTTTCCCGAGTTCCCGGGATTATGAGCTGACACAGCCCCCAA
GCAACCACAGTGATTC
[0739]  CAGCCTGGGAGTGTGGCCTTGGCGGGAGGGTCAATGCCCAGTCATGGTTCAGCGGCTGTGCACACCCCT
GCTTACCTGCATCCCA
[0740]  CGCTTTCCATGCAAACTCACGTGGCGGCGCTTTGTGCTTGCAGGATGGTCTACCCCCAGCCAAAGGTGC
TGACACCGTGGTGAGT
[0741]  AAAGTTACTGACACTGAAACTGAACGCAGCTCAAGGGGCTGTTCTGAAGGTATTAGAGGGCGGTTTCCT
TGATGTAAATCTCAGT
[0742]  TGGGGCTGCTTCGTTCTCTCCTCTCAGATTCTCCTGACATCTGAATTCAGAGGCCCACATGGCTGTCCT
CTTTCCCTTTGCTTTC
[0743]  TCTGACTTGCGTCTCTTGTTTCCTGTCCCTTTGTTCTCCAAAGCCCCTGCAAAGGCCTGATAGGTACCT
CCTACCTGGGGAGGGG
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[0744]  CAGCGGGGGTTGGGTGCTGGGGAGGGTTTGTTCCTATCTCTTTGCCAGCAAAGCTCAGCTTGCTGTGTG
TTCCCGCAGGTCCAAT
[0745]  GTTGAGGGAGGGCTGGGAATGATTTGCCCGGTTGGAGTCGCATTTGCCTCTGGTTGGTTTCCCGGGGAA
GGGCGGCTGCCTCTGG
[0746]  AAGGGTGGTCAGAGGAGGCAGAAGCTGAGTGGAGTTTCCAGGTGGGGGCGGCCGTGTGCCAGAGGCGCA
TGTGGGTGGCACCCTG
[0747]  CCAGCTCCATGTGGCCGCACGCCTCTCTCCATGTGCAGTAGGAAGGATGTCCTCGTGGTGACCCCTTGG
CTGGCTCCCATTGTCT
[0748]  GGGAGGGCACGTTCAACATCGACATCCTCAACGAGCAGTTCAGGCTCCAGAACACCACCATTGGGTTAA
CTGTGTTTGCCATCAA
[0749]  GAAGTAAGTCAGTGAGGTGGCCGAGGGTAGAGACCCAGGCAGTGTCGAGTGACTGTGGACATTGAGGTC
TCTCCTTGTGTTCAAG
[0750]  ACAGAGTGGGGTGGCGGCCAGCCTTGTCCTCCCAGAGGGTAGATGGGAAAGGTCATTCATGCAGCATCT
TACTGAGCTCACGTGG
[0751]  GCTCGTGGGCTTGTGGGCTCGCCAGGTCGGTAAAACCCAGCTCCTTCTCCAGAGGCTGCGTCTCACCCA
GGGATGGTGGCTTCTG
[0752]  CTGCCCCCTCCTCTCTGTGACTGTGGCTGGCCGTCATGCTGAGCCACCCCCTCAATACAAGGCTCCAGA
TGTTTCCTGCTCACTG
[0753]  ACCAGAGATAGCAGGAGGGGGACACCTGTTTGCTGTCCTTGGACCCTAGAAAGAGGATGCTGGCAGAGC
CGTGGTCACTTCTCTG
[0754]  TCAGATGTAGGTGGGGCAGGCAAGGCAGTTGGCCCCAGACACCAAAGGAAGTGGCTGACCCACAAGGCC
CTGGGACTCTGGGCCA
[0755]  GGCCAGAGAGGGAGCTAGCCAGGCAACCGCAGACACATACTTGACTTCTCGGCAGCTGTGGGCAGCTGG
GCCAGCGACAGTGGCG
[0756]  GAGGCCAGGAATGACTTACTCTTAGGAATAGGTGCGGTTCAAGCCTGGAGGGAGGAAGCTCTAGGGTGC
AGAGGCGGGTGTGTGG
[0757]  AGGCCTCGCGTGCAGCTTATAATGAGGGAGCACGTGGCCGGCCTGGCCATAAGAGGGGCAGCTGCGTGG
GGAGGCGTGGCTCAGG
[0758]  CCAGGCTGAGGGGGAGTGAGCGGGCGCCAGCCTGCGGCCTGCTACCAGCCTCCAGCCACCTGCCCTCAG
CCCTCCTTAGTAAGAG
[0759]  GGGGTGCTGGTGGTCCCCCATCGCTGGGAAGAGGATGAAGTGAGTCGCAGCCCAAGGACTCGCTCAGGA
CAGGGCAGGAGAACGT
[0760]  GGTGCATCTGCTGCTCTGAGCCTTCCAATGGCCGCTGGCGGGCGGGTGCAGGACGGGCCTCCTGCAGCC
CAGGGGTGCACGGCCG
[0761]  GCGGCTCCCCCAGCCCCCGTCCGCCTGCCTTGCAGATACGTGGCTTTCCTGAAGCTGTTCCTGGAGACG
GCGGAGAAGCACTTCA
[0762]  TGGTGGGCCACCGTGTCCACTACTATGTCTTCACCGACCAGCCGGCCGCGGTGCCCCGCGTGACGCTGG
GGACCGGTCGGCAGCT
[0763]  GTCAGTGCTGGAGGTGGGCGCCTACAAGCGCTGGCAGGACGTGTCCATGCGCCGCATGGAGATGATCAG
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TGACTTCTGCGAGCGG
[0764]  CGCTTCCTCAGCGAGGTGGATTACCTGGTGTGCGTGGACGTGGACATGGAGTTCCGCGACCATGTGGGC
GTGGAGATCCTGACTC
[0765]  CGCTGTTCGGCACCCCGCACCCCAGCTTCTACGGAAGCAGCCGGGAGGCCTTCACCTACGAGCGCCGGC
CCCAGTCCCAGGCCTA
[0766]  CATCCCCAAGGACGAGGGCGATTTCTACTACATGGGGGCGTTCTTCGGGGGGTCGGTGCAAGAGGTGCA
GCGGCTCACCAGGGCC
[0767]  TGCCACCAGGCCATGATGGTCGACCAGGCCAACGGCATCGAGGCCGTGTGGCACGACGAGAGCCACCTG
AACAAGTACCTACTGC
[0768]  GCCACAAACCCACCAAGGTGCTCTCCCCCGAGTACTTGTGGGACCAGCAGCTGCTGGGCTGGCCCGCCG
TCCTGAGGAAGCTGAG
[0769]  GTTCACTGCGGTGCCCAAGAACCACCAGGCGGTCCGGAACCCGTGAGCGGCTGCCAGGGGCTCTGGGAG
GGCTGCCAGCAGCCCC
[0770]  GTCCCCCTCCCGCCCTTGGTTTTAGCAGAACGGGTAAACTCTGTTTCCTTTGTCCGTCCTGTTGTGAGT
AACTGAAGCCTAGGCC
[0771]  CCGTCCCCACCTCAAATCACACACACCCCCTCCCCGCCACAGAGACACCATTACATACACAGACACACA
AAGACACACACAGACA
[0772]  CAAAATCACACACACACCCTCCCCGCCACAGAGACACCATTACATACACAGACACACACAGAAAGACAC
AGACACAAAATCACAC
[0773]  ACACACCCTCCCCACCACAGAGACACACCATTACATACACAGACACGCAATCGCAGATACGCCCTTCCG
GCCACAGAAACACACC
[0774]  ATTACACACACATACACAGAAAGACACACACAGACACACAATCACACGCAGCCCCTCCCCGCCACAGAG
ACACACCATTACATAC
[0775]  ACAGACACACACAGAAAGACACACACAGACACAAAATCACACACACACCCTCCCCGCCACAGAGACACA
CCATTACATACACAGA
[0776]  CACACACAGACACACAATCACACACAGCCCCTCCCCGCCACAGAGACACACCATTACATACACAGACAC
ACACAGACACACAATC
[0777]  ACAGATACCCCCTCCCGGCCATAGAGACACACCGTTACACACACATACACAGAAAGACACACACAGCCC
CTCCCTGCCACAGAGA
[0778]  CACACCATTACATACACAGACACACACAGAAAGACACACACAGACACAAAATCACATACACATCCTCCC
CGCCACAGAGACACAC
[0779]  CATTACATACACAGACACACACACACACACAATCACACACACACCCCCCGCCACAGAGACACACCGTTA
CATACACAGACATACA
[0780]  CACACACACACAGACATACACAGACACACACACAGACACACAATCACACACATCCCCTCCCCGCCACAG
AGACACACCATTACAC
[0781]  ACACAGACACACACAGAAAGACACACATACACACAATCACACACACCCTCTTCTTGCCACAGAGACGCA
CCATTACATACACAGA
[0782]  CACAGACACACAGAGACACAGACACACAAACATAGACACACACACACACACACCAGACACGCAAAGACA
CACAGACACAGATACA
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[0783]  CAGATACAAAGACACAGACATATAGACACACAGACATGCACAGAGACACATGGAGACACATGCAAAAAT
GCACAGAGAAAGACAT
[0784]  ACAGAAGTGTACACACAGACACATAGACCACACAGACACACAGACATGCATGCAAACACACAGACATGC
AGACATGCACACAAAC
[0785]  ACAGACGCACGCACACAGACTTAGGCAGCCCAAATTCAGCGCCTGGGGCATAAGTTCCTGGAGGGGTGG
CCACCTTCAGCCCCCA
[0786]  CGGTAAGGTCCTGAGGAACCTTCCCCTTAGACAAGGGATCATGGAGGAGGTCTCTTCCGGAGCCTGGAG
GGAGGCCTCAAGTGGT
[0787]  CCTTCCACCTCGGCATCCCAAAGTGCTAGGATTATAAGCATGAGCCACTGCACCTGGCCCCAACATCAT
TTATTGAACAGACTGT
[0788]  CGTTTCCACATTGTGTTTCTTGGCATTTCTGTCAAAAATCAGTTGACCATAAATGCATGGATTCACTTC
CGGGCTCTCTATTCTG
[0789]  TTTCATTGGTCTGTTTGTTTTTATGCCAATATCATGATGTTTTGATTATTATAGCTTTATAGTATATCT
TGAAGTTAGGTAGTGT
[0790]  ATTGTCTCCAGCTTTGTTCTTTTTGCTTAAGATTGCTTTGGCTATTTAGGGGTCTTTGTGGCCATTACT
GACAGTTAAAATGGCC
[0791]  CTGGCTCATGTCTCCTGGGCCTCTACAGTACTTTAGGTGGGGAAGTACTGTGGCCCACATGTCCCAACA
GGCTGTGTGTGGCACC
[0792]  TGACAGTGCTTTGTGCCACTGTGGAGCAGGTGTTACTCCCTCATACGAATTTTAGGATTATTTTATTTA
TTTCAGTGAAAAATGT
[0793]  CAATGAAATTTTGATAGGGATTGCATTGAATCTGTAGATTGTTTGGGGTTGTATGGACATTTTAACAAT
ATTAATTCTTCCAATT
[0794]  CATGAACATGGGATGTCTTTTTTTTGGCACCTGATCTCAGATATGGGACAGCTTTCTAATTATTTGTAT
CTTCAATTTCTTTCAC
[0795]  AAATGTTTTATAGTTTTCAGCATACAGATCTTTCACTTCCTTGGTTGGATTTAATTGCAAGTATTTTTT
GTAGCTATTGTAAATG
[0796]  ACATCGTTTTCTTGATTTCTTTGTTAGGGTATAGAAATGCTACAGATTGTTGTATGTTAATTTTATATC
CTGCAACTTTACTGAT
[0797]  TTCATTTATTCTAACATCTTATTGGTGGAATCTTTAGGGTTTTCTATAAGATCATGTCATCTGTAAACA
GGGACAATTTAAGTTC
[0798]  TTCCTTTCCAATTTGGATACCTTTTATTTCTTCCTCTTGCCTAATTATTTTGGCTGAGGGCCAACTTGT
TGGGTTTGTTGTTGTT
[0799]  GGTTTTTGTCTGTGTCTTTTGGTGTTTCGTGTTGCTGGCTTTTCCAGCACACAGTCACAGATATATGAG
GCAGAAAGAAAACCCA
[0800]  GGGAACTCCTGTCATGTCATTCCTCAGGTCCCAAGGTCCCTACATGGTCTGCCTTCTTCTCTCCACCTT
TTAGTGTTTGATATAC
[0801]  ATACGTTTATGTATGTAGTTATATATGTATGTGTAATACCCAGGGAAATATACAGGGATTTTAACTGTC
CTTAGTGTAGGGCGTG
[0802]  GGGACAGGTGCATCTGTTCTACCTTGCCTGGAAGTGGAAAAATCTTCAAGAAATCAATTTATCACCAAC
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TGGCATGACAGAACTC

[0803]  CTGGTTTAGTGTCTAGCTGTCCCCACTAAAATCAATCACCATGCCATCAGGCACTCTCTTCCCTCTGGT
GTGTACTGGTACCTGA

[0804]  AACAGCGTCCAGCACCCTGAGAGCACAGAACGCAGCTTCTTATGTGCCCCACCCAATAATCCCAAATCG
AGCACAGACCTGGGAG

[0805]  CTGAAGAGACAAGCTGGAGGTCAGGCAGTTCTATTACTTAAGCCTGGTTCTTCCTGACTCCAAAAGCCA
GGCGCCACCCCATGCT

[0806]  CCTTCCCAGCAGAAGCTGGTTTTCACCGGGTCAGGAGGACAGGATGGCTATTCCTGACCGTTGTACAGC
AGTGCCACATCTCCTA

[0807]  GTTTCCAGAACATTTAATGTGTTGCTGTGGAGGCCTGGCAGCTCTGAAGTAGCCCCTTGCGCCCAGGAC
AAACCGGGCCTGGAGG

[0808]  GGTGGGGTGGGGTAAGCTGAAGCTTCCAGTATCCCACGTGGGCATTCTGTTGCTGAGGGCAACGGCCCC
TCCCTGCAAGGGAGGG

[0809]  GAAGGAGCAGGCAGGCACACCCTTCCTCCCTCCACATTTCACTGGAGTTGACCTGTGTCCTACTGTGGT
TGCACCTGGACCAGCC

[0810]  CAGAGGGACTGGAGTGACTCTTCCCGCA.

[0811] AR AN 53 7575 &0 13 [ S LA TE RO I, $ 5 5 JHBIA A TF [ 3
fl SR o A FI B AR SR A 2 TF AR T AR 2 | 3R B MR AR AL, TR B3 Y | i el
3 N AR R A 23 T ) — MO SR B A A T R 2 JF B A S AR A B 2 F0 IR Bl
PR T B o BB 5 A SE 9] A A s P 1), A 22 T £ 3R I 0 B ARG Ao el BRI 25K
R

[0812]  RpMERAERIRE , AN TFIEA R IR T L1 B 20403 7 78 MY B bR H KORS w 45 44 L O
LRI AFEAS it 7 330 FRHEAT 25 A2 SR e o A 23 FF S R0 ER BIT Y AR BOR ZEROKER
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