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A METHOD OF DETECTING THE POSSIBILITY OF CRC BY SPECIFIC GENE PROFILE FROM
STOOL SAMPLES
CWEE

ARBEEBREA-HETRAAOBEEENE  KEMARFCAOABENFTEAARNEE 2 H4H
Moo RIGEBRARMARGERE AW REENTRY - BRAURARERARZHAR - ARBGEABE
‘9{3%’&%3‘&%; Yo RFSLARNAREGCALAABGRE > MELEGENERARRGEN EIFAHILE

o TARE - ARERANA SMABAGEEAZEEHEL BRALAD AR B XB AR

x%%m% BARZR  HLERIERAM T R A L@ A RBR S KB AR &4 2 m
B oo PHIFRAMRB T L BRI ABRS ARG AL R GRGEE 0 TRETERERGAR
JE R o REAARARGEAGREFMNE — B TARH > AARIRARGEL R EHERE
90% A Lk o

Colorectal cancer (CRC) is the most common gastrointestinal malignancy and now believed to develop
via a progressive accumulation of genetic mutations. An identification of CRC-related genes will assist in
cancer prevention, detection, and prognostic prediction. In the tumor development, many genetic changes
found and involved in disease progression are potential markers of CRC. In order to improve non-invasive
CRC screening by fecal genes, many stool samples were enrolled to evaluate the differentially expressed
genes between CRC patients and non-tumor controls. In addition to enhance screening acceptance, this non-
invasive approach can be analyzed with increasing precision for CRC diagnosis. In conclusion, a specific
molecular profile in association with CRC screening, we successfully promote the sensitivity of CRC

detection to over 90%.
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Colorectal cancer (CRC) is the most common gastrointestinal malignancy and now

believed to develop via a progressive accumulation of genetic mutations. An
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identification of CRC-related genes will assist in cancer prevention, detection, and
prognostic prediction. In the tumor development, many genetic changes found and
involved in disease progression are potential markers of CRC. In order to improve
non-invasive CRC screening by fecal genes, many stool samples were enrolled to
evaluate the differentially expressed genes between CRC patients and non-tumor
controls. In addition to enhance screening acceptance, this non-invasive approach can
be analyzed with increasing precision for CRC diagnosis. In conclusion, a specific
molecular profile in association with CRC screening, we successfully promote the

sensitivity of CRC detection to over 90%.
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A method of detecting the possibility of CRC by specific gene profile from stool
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