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1. —FABHEK - AMyb EE 32, ERMEAEFERMEHA: SEQ ID NO:2 i 7
WEEBRFINEIK. RESREFRAR. XUHRTESY.
). WAHER 1 iR EH, EREETHRRSK. XUARTEWHWAER
FHAAL SEQ ID NO: 2 Bi Rty AABF 5 E 4 9SUm A .
3. WA ER RN S K, RMELETFELERA SEQ ID NOo: 2 i F ey & &
BT 5t £ FK.
4, —FOBWEANEG, ABEETHESHIRAEGS Y THFP N
(a) a3 B4 SEQ ID NO:2 i R AEBRAFF M RRAK B, XUy, T4
Yy 5B HR,
b) 54BE® (a) BAHEHER; &
© 5 (a) &K (b)) HED T0%EMNF TR,
5. WHHMERAFANIHER, AR CETHRSZEHRESREAA SEQ
ID NO: 2 B FAEBMFFIN SR ER.
6. WRAER 4 FARMEBER, KBSCETHREIBERYFF4E&H SEQID
NO: 1 %1 90-959 { &y 75 SEQ ID NO:1 % 1-1266 {r B9 5.
1. —HEEABLIHUTRWELARE, I CETERIRMNER 4-6 FHE
—HAERFRIVEREFER. FERERARARGHAT RN ELARK,
3. —MEENFLUERGREIBAF ISR, EREETFERRE TTH
— M EE AR
a) ARMER T FAWEHARAE AR PN EZENR; &
) FARMESR 4-6 PHE—RAERFRIBFREALBEIHE L.
0. —MEHAMyb B 32 FRNEKAEETE, RBEETHRT REE:
(a) EEEAMD BHE 2 44T, EFRMANER RN TRAE L8,
(b) MEHRHELBEREHFAMDEA 32 FHHF K.
10, —RitkE 2 WAL EREETHRAKE LA Myb FaE 32 H7E
& & k.
11, —XKBBBEY S RERR RGeS, EREETEMNREMN. R,
HEHRRME A Myd B 32 WHEMNLES.
12, WAHHES 11 RO, XHEETERSEQ ID N: 1 FIFNEHRH
B AREABAORFT.
13, —HRAER 11 iRy, R EETHRUENA TR A Myd
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By 32 k. RANERWHE.

14, —F R 5 RAHER 1-3 1 — R B R PTR 5 Bl X 00ROk 2% R
M, ERAETHAERN RS RO RAE, REMWFR S KA EN,
RERMNEHEBR T RFRSRRAERFRRE AL FRER.

15, wAMER -3 hE—RAERFREKANEAE, RBEETERATH
A Myb Bl 32 BB . BEH, BHRARMEF; REATREZEEE
5,

16, AAER 46 PHE—RHNERFROBBITFHEA, ABEETEH
LA A TFRBRT AR, SEENEHATARRE, REATHERANA
R A% F

17. WwRAER 1-6 K 11 PHE-—RAERFRNSR. FRFRILEUH
RE, RRMEEFRAFREK. FUFRALIENY. HHA. HRALAFR
M EAERAEESF L TETHRAAREHNDHRBTSAMDES 3257
AW RRANGREEN.

18, WAER 1-6 R 11 PHE—HHERPFRG SR, FRHRBALEGUNE
B, EREETRAFESK. SRERBLENHERTHTTEMRE, DR
B, HIVR A A mM kR fE R RENEN.
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B, i 3

—MF WS R——AMyb B E 32 BB L RN S EER

AEABTEMEARGE, RAEMR, REAHRT —MAFHER——AMyD
EE 32, URABLSRUIBERFI. AEXUAPRUSBERME KN
HEFTEMNEA.

mEH K. APEANR T BRAS RN EERY, RFEA - KT
B AA S SR FRA RN, RTHHEAGR IR, Bk, EX
L ATYPRANHANEEEAAREE. oyp RREARA LK. 2
fb. R MEFARER, R—ATHEEHNEE.

nyb R BB b KA B EE v-uyd, FEER MR ER
c-myb, R XMHELIT AMH 4 ayd B, A-uyd Ao B-nyd, BAAELE A
R EH: — A N DM BARH, —AMEFPOHRRBREH A C
S 4 B4 X

5oy RERUHBHES SN FHALA, ADEEY. BEREEY,
myb 4 [ty — BU2E T M R A B TR AR M R Y
Mok, myb HEATEHRAE. Buyb 7 FH UK K2R M 0y BA LA AL
M C-nyb A BEE . PAMFEMERE RARE, Anyd £BRLTHHL
RERWAST) BRA, BEHAR, RAEKERARERTRAT.

myb A M AL AV R B E AL o A b R
B o-Nyb BA Y. R c-Myb AT Ak M2 kA e B R A
HBHM . cMyb W AL TR HBR: o Myb A — AR EE
B, ORELEEBAEARALEREREEHYHEA.

T A MM Fo A B DS, Myb B ER R MM T M
EHRREHEERACHEET. FEKN, 8K MM X A Myd-Bts
BAFE LS RAMAT, MEAL cMyb BATURY CTLL-2 T4 FES
WA ETRE, RRAEDETEARE, cMyd RAEEHHMBATHHER.

Nyb B AR RA LS AR, MR AR AT, AN,
MHEM. GhRE, ERENERERT, oWy AERELFHIFE. 5
S, Myb By kRERATRIES R MMM AR TR, LR LKA,
% 5h 5 & B R MAL SR SN B0 T FE T 00 0% A 16
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Myb Bty DNA & RBMWREHRERRT, EFAH WL EEFHAX
A, CHEHE:

XXX xxxxxxWxxxEDxxxxxxxxxxxxxxWxx I xxxxx xRxxxx xxxxWxxxx

TR F & W-[ST]-x (2) -E-[DE]-x (2) - [L1IV]

AEHE S KEH Myb BARTFHBEREHY, FEBIRABNLA
BB, EFBARRRRANS RN RAUEEEHAATHREAER, HAY
EHBATEMNER, 5Myb i — K, SRR, KXUNS KR M
B Myb B E, BRAMMKERELE. FashA Myd &8 32,

WS E N R AT I, 7B REAE BB . PMA+#h Bov304 48 Bk . LPS+iy Ecv304
MR . E¥ RS %M 1024NC. Fibroblast, AKETFHRE, 1024NT.
R Fo & 4 B FRIB, 10130, SRR fo R AAKE TR, 1013HC. BHAt
SEAMME]. BRES. AR, BB, FOEEMR. B BE. WAk
TN T T R L LY TP CESS LUNIE L E S E g
B, EhoFhhTREMN. REARSELHA MDD EH 32,

MFWEFRAMD BEE REGEAY AR BRIBERLTFIEEET R
HREEEA, THHEXLEYIBTSRAENES, BUAHET—EF
EXREASE5RERBHAMLES 2FE, RAZEZINFEANAER
Fol, HAMD BE N EUGLEANIEUAF LA EE B ERROER
RATHERRE TS, IBRFATRERFRLR 1 RYBif/RinThnE
A, BB RGO RELEEN.

KEFH—AEHNERELENFNSR——AMyb Bl 32 UAHEA K. %
il A AT A 4

KEWHE -NEWRREHT LS KNS HER,

AEHME -NENERBSERDA ML EE 32 WA RN EAHKK.

KEWWE - AEHEREEABTAMD BE 2 NEUFRGEETRAK
W E M.

KLV S~ E A RRGASA Myb B Y 32 BN %,

KRV E B HERBA R RK TS K——A Myb ZE B 32 By Hifk.

KEWhE - MNERERME T4 REHEK——A Myd &8 32 RS
M. B BEA . WEA.

AL R —AEHEREDU BT S A M BE 32 RUAR KRR N
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AEHBR-—FoBRNEK, ZFREARN, B4E: AA SEQ ID No. 2
EEABFANSHR. RERTHLKR. £HFRFBRRTEY. BEH, ZEK
= B A SEQ ID No: 2 S EMF T M5 K.

AEVARBR-HAOENEHER, CAGRE TAN-—HBFRFHIL
AR

(a) %7 AL ASEQ ID No. 28 EMFFNE KN EHHR;

)55 ME8 ) EANEBRER;

5@EZOWERERFAAAZLTINMEAMNZ TR,

EAH. ZLHERWFFIZERE THE —A: (a) L4 SEQ IDNO: 15 90-959
{L WG 5); Fo (o) LA SEQ ID NO: 1 5 1-1266 AL th ¥ 5.

KEWEHNBR—MEARLALUFRGER, FAEREEEK —HA
PEAEETIRANEI AN, R4, HERELHFIHN, —HEERE
FERBEEARMEREREAF DR ERKA S KNF .

KEHEAF R —ME S KRS KRS S HNHE.

AEEABR—MEHHER. HE. BRIANHAAMDEENEAEHS
ke, RAREANAXKEANSK. REHURSRAZTERBHLES.

AEREES R —REMERE A Myd B E 32 ZEAREREARXWERKRER
BRUEN T, CEANENBR TR RAARGIUFRFFATHRE, &
EMEPERPEALAS RO ERAEWEYE.

AEHHTR-RGNWELY, ELFRRKALRAAENL. BEAN. &5
PR TPV & T MR 34 F -4

REARSRARAWERA/RABERESNEA THRTRE. REMK
FRAEHERBETETAMD R R AXAREHIRKFAGYH AR,

FEPHECHTE I FAXHBEARAAT, AEAFHENEARAARTMERETS
JLH.

APPHRAERBPEAGTARERERANRARA DTS

“MEBFF” REEGTR. BHBRBZUFREIA R BEAHL, 67U
HEEAR A RGDNARRNA, EANTURBER NN, REFXHEIARXXE. X
B, RiE “BERFF” BHER. K. ZRIFERFIAILTBEREL.
YRRHPN “AEBRFI FR-ARAFENEARI THAERFI 5,

_3_
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M AR R CBER FERERLAEBFIMANSHREARS THX
HEBENRAREER.

BEURRLMER “FHh RE-—HEA - NBRENEERIUTRAEN
AERFFRFLEHNIBHERFF. FIRAETOEAERFAXRBERT S
BEARMBM BN E. B ARASR. TATEA “RIYE” &k, Hb%%
HMEABEAEEAXBEXMNEHRLERR, pAREARBHFRAR.
FHLTEAEERTREE, vACAREREAR.

“Ghk” BREEBEBFABHERFIF - AIAREINEERIBEFRER
%,

“ENT B R EREAEBRFIIRMERFITNRE R RS AAFEN
AFHL, —ARENEAERBY TR, Hi REHTANAETRRLE
BREHE-ANARENBERIEHR.

“haTENT RELERRSTFHEN. ABRREMEHBNEAR. X0,
RIE “RBFER” RHARN. BUANRSRBERRAXABRESCENSIHE A
KGR EREREUREHRETIRESMRD.

“HAF” BHYEAMLEERE LM, — AT RAFARAEATGRE Y
BEUFERESTF. BAHNTUGEEGR. BB, HALERBREARET
24 AMybE B 3289 F.

“EEFF” R WHY” BRYUEAMLEERNE LN, —RTHAXFETA
MybE G M ANFERREAREEN LT, RENAHHDTUREEZOR.
. FALEHREAREETEEAMVER NS T.

“HE” ZRAMDEENRHIRLERE, SEEOREENATRIEK.
AN ETRAMDEARNNEALCANEER. IRRARERIAE.

"EA A ERERLFARRKRERMANLCES. BE. BEXRXEAR.
AFBEHBEAAR AENEE R AEARSA Myb Z 32, A LA Myb
BY N AEAESERARER - GT A2 —EF. A Mydb FA 32 ZKNLE
TR B AR5 4.

«HAM” B C‘HIN RRELTHEREMEE A4 TEAIRERH S
BEBRARES. fliw, FHl “C-T-6-A" TEHAHFF “6-A-C-T° &&. &
ABHAFZENENTURSLNR LN, BREXIENENBEXN THR
HZERXNBERBEARETH.

“EHEMT RREIGEE, TURHIRARRZLRAR. “BoRE" =

-.-4_
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KAWL ENGEFF, HEV)THLIWHEL2EHNFASRERART. X
xR T RS AR ERKN A4 THTEK (Southern g F K
NorthernB1 4 ) FMAM. %K LFHEHFARLXESTE SN 5L FE
WA SRFFENTBERERBKAAGETHES, RFTRERTEERERR
HRHAELAFESRSLES, BATEERESKALAGHERFLAFAMEINE
EhBAUEXBERNEEA.

“HEAMELR” REERMARS A AEBRERF 5 b+ 774 R HA
MY ELR, THARFF N EHEEE 2%, wil IMEGALIGNR F (Lasergene
sof tware package, DNASTAR, Inc., Madison Wis. ) . MEGALIGN# & W ARE A FH
Wk Clustersk R B AR 4 M5 5] (Higgins, D. G Fo P.M. Sharp (1988)
Gene 73:237-244). Clusterikil it4b 2 B A7 We 4 2 ] 09 BE 3 ¥4 -4 7 7 # 5 B&
. REHRBBEURARRAS T, ANAARXRFF W FIAffFFIBZ HHHER
MELRAR TR E:

R 5AL R 5B (8 IC By 2% A AN 8

100 :

FHANZER —FFAPARAEH—FFIBF HRRAR

.9 LB R Cluster sk B A4GEE oty ik fnlotun Hein WEHBBFFIXZ
E A E M E o (Hein J., (1990) Methods in emzumology 183:625-645).

“FMME" RAGBEEBF R X 8 HE R AT b b BB A R A AR R AR
FTHRAYEE. ATRIERKHELERA D, FARTHEERTEAEXRL
BHAREAH, YELNHWAXRTAEHERMEAR; AALAF o LR
AHAAHUEARNEEARTEAERLAR. RRARMHEE, FARIMIAEAR;
RAABRMAERE 2480448, XAARTRAR.

“RIA” BHRE5HIHINARRNAFF AN BERFT. “RX#” BHS
“HIXHE” HINEBRE.

“PTAEN” RENFPREERAGURELFEHY. IRMFEFOTURA
A BERARXSBREAET. UBHAYTRERERALTHEIELNES
-3
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“Hifk” RIEREHHGELTFRELRF B, W Fa. Flab), RFv, HEHRE
ZE AMybE B 2 LR LR &

“ABELYER RRFERELEAEBNAERFIIRERERIARNKEN
HAL, B0 E RS S A,

“NEH” —FARERRACRRNFE (Flln, FRER/FLENRBEHRX
RIF) 2FBH. v, —MRAFLENSUTRISREETEXD T3
RAARLELR, EARNIUFRISIRA - LR 2BEERREF H I3
HHARALFRESEN. IHNSBTRTREE KA -8y, BTHX
HOLBERASIURE LU —Ha. BRAEECIRLEHTRERBTR
H Rk, BARELS B,

WALZPFA, “4B8 BREVWEAAELELZAREFLBEE (WREXR
BB, BERFEMERRAE) . vFERARANARRATH S RE RN
SRAERASBANLY, ERAENZREFRISLROAXRARSFEAFENE
R b oA, WAoEaLA.

WA, “aEHAMLEH 32 BHAMyL EE 2 XX ERELXA
SHMEXMAECES. BE. BASXLEIR. BRI AARRBRGFEN &
B EARA Myd B H 32, XX L4ty S RAETERA KBRS K Lk
FEB-HEF. AMybEE 32 ZROHERAAEXRT I,

KERRMT —FH WS K —— AMybZE 532, HFEA& LR HSEQ ID NO: 2/
HEEBFAARN. KXAWLIRTUREALZK. RAZK. 22K, h#t
EHSK. XEANSRTURRRKRENN =Y, RZCFESRG T, REAE
BEANREREREE B, B8, BF. HEEY. RAfRLIHEH0) +
Fh, REEHAFFRFANEL, RAXVNERTURERLY, RTURF
BENH. AXVUNIRATEHERFLELEG FRABRKE.

AEFAABIFEAMDEE LWL BR. iAW PENH. EXRZEKFAH, K
EOCRBT . ATAES KM REEXERBERAXRFANA Myd 5 32
HEHAENFIERERENEZR. RAXAFHNFE. AR XU TUE:
(1) BR—F, P -PHENEEABRBEPRTRERTAERAE (KK
WMERTEAREZE) BE, FEBRRNEERTURBLTULR B REHLT
HAW;, BHF (I1) IH—Ff, - PSP EERAE LN ENEAFRE
EHABARASENRE; B (II1) XHF—F, HPFR_EFHRSZ —H4Le9 (I

__6_
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WHEKSREEHGSY, AWEZ-oB) Bé; RF (IV) BHE—F, ¥
W EERFARSARRSIKRAHRNERFT (W BFARLBFFIR
FRGEL LSRG FARBEEARFF) BEdAXHER, IHEHFB. 0074
WA EUBB N ERFRBERARAB T EEZA.

FEHRGETHEBNESR (ZHER) , XAEHDEA SEQ ID NO:2 &
EMAFFWSRNEBERAK. XZANEBHHF 5 SEQ ID NO: 1 Hy#
HMFF, REVNSHEREAABEALR S cDNA UEF XA, EREH
LHEBFTAKN 1266 Mg, HFHGEE 90-959 RHD T 289 MEER. R
BEEAGH RABLBEEN, HEKS A Myb ZEHEMNRAE, TR HZ
AMyb & & 32 EFAMyb B eyl gk

AEHNSAEEHBRTUR DNAH AR RNAH K. DNA B R4 3 cDNA. EF
41 DNA R A T & Kty DNA, DNA WT AR B4y R 2 X448y, DNA T LR &
EmEmE, RORRELRGELEFF TS SEQ ID NO: 1 jf R ey 4 & X /¥ 7 48
RRFREANERE. DRLZHHFA, “MANERE ERXXVTERED
A4 SEQ ID NO: 2 (W EE B £ Bk, {25 SEQ ID NO: 1 B 77 Wy 4w 5 X /7 5 % £ 5
AT 5.

43 SEQ ID NO: 2 W9 B Z R S B HFBAE: RARRSIKNEEFF;
RBLKEBOFH SRR IREFT;, RBELROREFF (FoEL 0N Hm
BAEFH ) UREREFTH.

RiE “BEBERWSIVER” ERCHEGORSI RO LI BHERPCER IR
i/ BERLFRNERER.

ARHAB R L RB A S B ERNTRE, REDEXLZAHMERNEAER
FRWERBEZIRGEE. X0 TEd. REBHBNEREATURRREK
AHEMERAREERZANTRGE, XLBFRERGCAERRERE. &
AEREFEANERK, DERFEFEN, ELERER N ZHHERNBHRY
£, EHHRE-NELSIMEHFBRAENK. BEAREN, EFoNER LR ERS
K% KTk,

AEPESREULHHRAFARIHEIBER (FAFHZARFTESD
50% R TORGMEN) . AXVRINFRESREAGTERRETRS
VEBRTRXNEIMER. EXEXAE, AN B#: DERKETEH
EfSEEE Tl xfokB, 4 0.2xSSC, 0.1%SDS, 60°C; & (2) & o fu il &
MR, 4 50%(v/v) FEBEHE, 0.1%4 /0. 1%Ficoll, 42C%; R OVRER
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AFFIZEMENEDE S L, EFR TR b A R AR, FH, TH
XS EHREBMY L IAS SEQ ID NO: 2 i FHWRR S KANRA KWL F
FodE .

AEHASREU L HRNFFLXGBBRABR. WXRRAFTA, BB
KB HEEZELA OAEER, RIEFRED 2030 MHR, EFRED 50-
0 ANBER, REEZED 100AMBFRUL. HBRABOLTHA THRNT EH
ARG PCR LB TR/ BERDAM FE LW EHUFR.

AEHPHNE RSB FREZ U EOHRIRGE, EEBBPALEIR.

AEFHESA M BE 2 WBERNEBHFRFIIRAFZ T ERE. 6
W, AXFBRWAXBERLBLIEER. IBERGECTART: DAK
45 R EAK cDNA UERX UM LFERGZREFRFF, fo ) RZAEHHE
HHEUAEEALFASEHBIENTLRNERER T B,

AEUV W ONA K BFFI R T 57 kKB 1) A E 4 DNA 2 % X 4% DNA
F5; 2) {3 & 8 DNA 7 5 BUIR 13 F iR % K& X 4% DNA.

PRBANFTES, PERFADNMBETER. DNMFAHNEELFELRE
BEERhYE., ELEHAAWFER DNAFHNSE. 2 BRENSH cDNA W
R T ERENGREZEEGREERS S oRNA FHITHEE T, BRAKLIE
Btk cDNA B, B oRNA Y F B A S MR BHEA, RAELTAE L®E
3518 (Qiagene) . Wity cDNA & & 38 % & % ¥ (Sambrook, et al., Molecular
Cloning, A Laboratory Manual, Cold Spring Harbor Laboratory. New York,
1989) . HTBE B L4 cDNA X &, % Clontech /8] By cDNA X E. ¥
EHERREGBRMEAN, HERIAREF Wb TE.

HREAF EAX L oDNA XERHHARLRNER., xBFEaEEIR
F): (1)DNA-DNA 2 DNA-RNA % %; QFFFXEFHEHHAKER; G)VMEA
Myb B B 32 I FARMAT; WDERIAEFERARNEEHFEE, RENE
ERAWEESY. LRTETEA, WTEMFEREMNA.

EEOMFEP, 2XFANEHRESALANSZBHERNENT —HoH
B, RKEZED L0AHER, BFERED IAMEHFR, EFRZED SOMEH
B, REFRZED 100AABHH. b, RAWKEEYAE 2000 MIHBR A,
BAEWH 1000 M HFBRZ N, RAFAGEHBIRRERRANEEFIEE
B hF ARG DNAFT ., RRAWEERESRH A BYRT UM ERS.
DNA 4B AR TR MO E AL &, WA R Com b B i) &,

_8_
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EE@HYTESR, RAAMbLZE R ERXANEEEYTALRERA
fm Western B3k, M A EIIEZE, B A& RME (ELISA) %,

JL F| PCR # AR 48 DNA/RNA By ix (Saiki, et al. Science
1985;230: 1350-135) WA H A TRERLX AN EE. FHEREAXE 72
AK Wy cDNA B, ¥4t %6 A RACE 3£ (RACE - cDNA R ¥ tRE ¢ 8 3%), H T PCR &
BT RERXFATFHARANS BT RFFERELHBE, FTHEAY
AR, TRERY o5 ik % fa s i B DNA/RNA f BL,

WmEFRABEANALANER, KFLMHDMRKBREWERHTRFFATAY
37 % fo W 448 40k 3 (Sanger et al. PNAS, 1977, 74: 5463-5467) # .
IXEBERFFNELTHARLAFRANEE. A TRELKH cDNAFF], W
FERAH#T. ANBEEMNESANTES cDNAFF, T RFERLKE DN
7.

AEP LS RELELEHLIRERNEER, URAXRKANRARERA
AMyb BE RN GBFHNEEARNIBZANFEAN, UREELABATERE
BR BTk & KMy O ik

AEASF, REAMD EE 2 WERFRFATENARGT, UHKE
AALZEHRA S FRWEALEK. RiF “HE HXRGBBPpHEE T, &
Bk, BMERE. 02K FS. BAAHERRELERE. EHIRFLR
THRE. EARHFEANRALEEIRT: EHEPREANET I RBET
¢4 3% ik # 1k (Rosenberg, et al. Gene, 1987, 56:125); HEHIFWEHR P RE
#y pMSXND % ik #1k (Lee and Nathans, J Bio Chem. 263:3521,1988) fuE B &
mpr kAN RETFHRFEORE. B2, REREFZAAELRRRE, #
MR FBRERTUATHRELRAER. RARGN N EERMEZER S
HEMRSE., BHTF. FiLEEHBERAZETH.

AFBWBARAR BB TG FHESRDA Myb &G 32 % DNA F 7
FAENRF/ AR HBTHNREIREK. U FTEAERIEL DNAFA. DNA
S RBEAR, KN EHE AL (Sambroook, et al. Molecular Cloning, a Laboratory
Manual, cold Spring Harbor Laboratory. New York, 1989). FTik &y DNA 7|
AARERINEARBRPNELRESFLE, NEFoRNA &, XEEFHTHNX
ZMATFAH: ABAEN lacK trp B3I T, AEEKRHPLERT, EVEH
FHEM TREMBEHT. HSVEEHBESF. BHMPRM SVI0BHTF. K
BRFEN LR il — LW TRHAXFNERS ARSIV AR AT

_9_
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hARWES T, RRBRLIOEHERBANEERES LA fERALT
£, ERAFPENNETFFIARLELEHS AV AR THERGNE. HE
FEDNA RAWAAERAETF, BEALH 10 5 300 M EEx, EATEHT
DM EBEENE R, TENATLEEE RS A% — My 100 2 270 Mo E
X SVAO BT, EAMRBIRN NN L EHBTURRRRERERT .
bt REBRRAREE - NIRENEBBRGFEERE, URBATEEHR
e EEERMERAER, PEGAREFAN A RERE. FEEALEU
REETZREH G, RATFABMFENEREREAFFERRESF.

KB —HERARRFE AR EYNRE/HIALETHE (MEH
F.RETE) pABRFILER.

KEHE, BHAMDEE 2 WEBHRBREA LS R ERHGEARKT
HARBEEANFIHER, UWHEAA UL ERREARANARTIRALE £4
B, RiE “BEam HKEZEN, hadal; SEREFENAK, pEFTH
M BEBLAGAK, rEldhan. REMATA: ABTE, 2EEE;
EEMBENRGEDIIEY, U AR B, EaK; BiaiimRES?
# Sf9; S4B CHO. COS = Bowes EEHAME.

ARV RYDNAFANRSHHADNAFHHEARAE LB ZHARTA
ERBEAAR BB EABRA#T. YHFEHEHED O ABATEE, BRK
DNA Y RE S A T e B A KB WK, F CaCl, s &%, AH S BREAN
WA, MR BHEAMCL,, WREFE, b THEFANT RHAT.
UETREMAY, THAWTHDONAELYE: BRETTEE, XL EAN
WMFZEWESES. LEL. BRALE%.

BREAGEANAER, AAXLRHHIBERFANTARREAILETE
Sy A Myb B 32 (Science, 1984; 224: 1431). —M KA AT FH %K.

). AREEAHEDA AMbEE 2HEIBER EERR), HASAZ
SHFBRNWEARARARLR LB LENFEHM;

(). EAENERLIPERFION,

). NEFRAR AR PLE. SCEER.

EFR (2) P, REFANEIOH, RATPHANERETREEANE
HMEHRE, CETHIOERAKNAGTHAIER. YEZTHAREKIELNS
REERE, Aedhy:GBEEREALEFFRDBIRABNERNT, ROKE
B Sk — BB,
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ESE (3) 5, EHLARTRETFHEREN. SEaRELEX. ZoRE
s, WREE, THAAELHEY. ¥l aRLRsEr2oE
F L EANEY., XEFEREAFRERARF RN, XEFEQFEEFT
BF: MM EBRAE., BEAARMNAE GHrE . B, BERE. SFK
A, MBS, 2FHEN ERITH . RREN. EFXHREN. BRAHE
PHPLO) o A M AMBERERR XL RN LS.

KEAHERURZF KA BERRA . BARNFRNHRATEER TRFET,
Bldn, WHRITEZHEME. WLBEZHE. ABRE. SXRE. HIVR ALK
KW,

myb REEEBEHNAK. o RTPHRERESEH, TURA KRBT
FREEMREERARROEE.

EEVAHERBAEFHTUAREBTARFG HTFATEATIRNER, €
EEART: #HE. SIS, TRSE. BEH. LREH. Down £4E. £X
MRBEAK. FAEEN. RKELATFFALBKER. HEEHFREIRE. BRRFX
B F4%. Langer—Giedion ZF&¥E. WIM. £HBRLTL 2. ERAMW LR¥EA.
FRELTH. B . FHEAMBE NN K EIE W Conradi 484 5 Danbolt-Closs
GEE. FRABEFARZEAR. EXMEERELERY. XU ER. K
EERYE. AABUHEEE. LARRRHEUTERK. RFHUWE. Wik,
Williams ZZ4 . Alagille B4 E. IR _KE4LE%.

FEHHEIRBERHATUARBTRAGRE. AEEFRT:

BRAEIR BT

HRARAME: BRKEEMNE. BHE. BF. ATWHE. WE. MBERRE

HWHRAME: ERBHE. REE. RETHANAE. RAERE NARE.
B, BELSMKEE. BXE. AE. 808, HESHEMNEE. Eixi
. FEamE. FAEERE. REE

WH. KEZARE: SHOOF. BEEEenK. BENEERE LK.
THKEE (WAEFRER, SEREE. TALKERE. FHALHKEEE) .
T4 B R |

HARLLGME: BERNMNE. EEEE. MEaE. BEE. REaKE. v
WA, MERENE. BMEEARE. AEEE

BEHRGMHE: BRHEE. FHEE. HEE. ?EARE. HEBHAEEE) .,
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THERENTESRE. BWE. RKENE. AXKAE. FHE
WRAMAGNE: REMEVERRNERE. FREERERE. FART A
HE. FRUEEE. MEGKE. 8. AAREMRE. TFWRERNE.
WHM. WERNE. LRSEE, SHMBELEERE. WREFE. LL¥a
Bk, BEERE. WAME. ABREAEEE. W %, TEIE. TEAHE
B, FERLER. RAEE. WRATENE. LRE
WAWRGHE: 2HEEE. PTRERMERE. PRIEE. PRIBRIE. TR

FHE. T ERMEAE. FHANE. RBAKRME. 2AMRNURKME. B

Fi B 78

KA BRI ABME. AENE. FEER. REE. BHAE. TRIE. T
BALAE . BENE. BEUNAE. BEALE. hEE. MALEE. DERE.
MEAKAE. REEHE. REFIE. REEHNEWE. 424KE. SHEd%
SEMEE. RASRARKE. BVNAKRNE. B, FAAXKAE. R4
FERFNE. RAKKBWE. M8, LAEAE. wERE. w488, &
ML RE. #EHEER

BEEWEME: RKREHEMME. Kaposi WHE. REXHE

AEARRE T HEASW L ERE @A) R EE FEHA) A Myd &8
BRI E, BAFARBA ML B 2 A MBRHEF LR, TREHA
FIEEfob T S mE R AAXNRLLEREE. A, REGANFET,
¥ L5 4 4 B Rk A My ¥ 32 BB A 5 AR IR B A Myb BB 32 — R,
REMNELYRBGRERMHEEERANRD.

AMyb Z & 32 Y EHARER LB AGER. LW THRGEAPXUY
., AMyb ZE 2 WETRANTUEAMyd B 32 &ML, RN
UERH L, RREUSIRNERLAGAERSIRARRELNF I .

ERFEEIFERAGLEHE, TUEAMyb EE 32 mAE W HREF,
BRAUEMEWAA M FE 2 EFAIEAREEANEHRR ISR
EREGN. ALRBRMES DGRBS &, 7O RN RN AT Rk
kiR, E5A ML EA NECHIRATTRAIRABENTHALS
WEXBEATERYARNENS RETRE. HhM, —BEXAMDES
32 o FHATHRID.

ALXURBETRAEHK, RERB. 4%, XN eq62mED ik UL
EFERAN TR, RERETURS TRAKRRETBHAE, KX PTRGET 4
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A Myb B8 32 HEREHGAK. XRBHRLE(ELIRT): FAEHEK.
BERIFR, oK. BEHA. Fab R Fab kA XEF LB K.

SEBEHANAFSTAAMbL EE 2 EREHAESY (XA, MR,
AR%E) WHsBe, $HAEANTATHBRAERE, QEBERRTHFEERE.
Bl & AMyb B E 32 WEFERNANBACEETR FHXBEAK Kohler and
Milstein. Nature, 1975, 256:495-497), ZJEH# R, AB-MEALXBHE A, EBV-
KXBEARE. PAEZRHEARNTERE SN AR AETALANRARLE
7 (Morrison et al ,PNAS, 1985, 81:6851), T C.47 ¢4 & 4 HARMHE AR (U.S.
Pat No.4946778) .7 F F 4 P4 A Myb B & 32 8 24 41K,

HAMyD B @ R2WHETH FTLEALALERERA T, RAFRAFR S HAMyd
B 32, '

HEAMyb BE 2 &AW EFRERELTHAAERMALERFD ENERAT
BEXMEROH. XA EHRETEY M EQGEDEF =R T
AR ol B &Y.

MAERTHF R4 EAE - RAB LN AEZER. DAMLDEE 2 H
ERMNEFEAATESAYRENEE EREE, EREA, LERE)H*
WeEd, —RBENF ERAFAEXKN w0 SPDP, KEHmEHERE, AN -
WX, HERLESTHEL XNLXHREBTHTFRRXAMD ZE 32 HES
) o

AEAFHRAETATFHRTRTG 5EAMD &8 2 HXNERK. $TFEY
1B B A T DR B BT A Myb & B 32 B9 A SE

EEUASREBERELEIAMYD BE 32 K PHDHRABR I E. TER
BRASB T By, EAHE FISH M Z s fZ W E. i+ FEaNs A Myb
Bl 32AKF, TUAERBAM EE R EEMARIHEERATEHA
Myb & & 32 A R,

KRANEKETREREIN, fllo, RTADESN. LFRBGHTH
RME, FHT SR _EX =L NERB KN, EFNR BT ESAN.

HBAMD EENWENTEROLTHATEMABTEY. 2EBTHATAH
THRTBMTFAMDEE RHERARPE/DERERATEGENHEE. TR
RiFE., EANEHBTEE@REFER) TRIHATREAZFNA ML EE
32, LI AFEMNAMyb &G 32FM., flin, —HERHAMDER 327N
EgEEH. ek TEEASIRBNAMDER 32, BETETHWENES, &
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S EEAEREN, EhEANEEBRRETHTHTAMD FHE 32 REAR
ERRERBNER. XETRENAZBALELTIRE. BMAE. RASH
tmE. LAASRS. AABESETATHATA ML BE 2 HEHEFRE
BEHEBEN. WEBSETHSA ML B N2 HIRTRNEARSRENTET
W F B 4 X# (Sambrook, et al.). BAEHAKLA ML EE N HEHEFRTL
XORETHBEZHARA.

SHERINALBRARNN T ELHE: $EIBFREEINAGNALA
. RAEMSEREEK HS. REAERLS) AL HFERINERY, &
WA ENE. |

1) A Myb B 32 mRNA &9 B4 H 8 (f2.45 K X RNA fu DNA) DLR M B 4, 2 K
LU EE 2 . B — M AR R RNA M B RNA T, SRR
HEMBESTE DA RNA SRR 2R E HTHBR N YIHEA. K X # RNA fu DNA
BT B O AT RNA 3 DNA & RBARKE, wEABBRBEAFERES
REGESRAFARE BEREA. KX RNA 5-F T @4 D% RNA By DNA 7 5 £ 4K
BN RS, XA DNAFF EESBHEKNRNA REBEDHTHTH. &
TR mMEBASTHREN, THEMFRALHTEN, P ENNFIIKE,
BB F L AN EEN AR REER AT 4% .

BALA Myb B & 2 A BEBRTATH5 A Myd Z 8 32 WA XK A DB
BAE A Myb Bl 2 WEBERTATHENAMY EE 2 WXL EERERRR
ATAMD BEE 32 W B¥kik., WwHMA Myd & 32 89 DNA F 5 \T A T A 7E#
KR A AT 20 LU R B A Myb B/ 32 By kAR M. RRXEAREHE Southern B FE %,
Northern Bk, B4R %. XUBERFEHREAFHRBEA, X HER
EHTABTLREEBE., KEXANSBEGN —BoRABTENFRH4EZER
7] Microarray) B DNA B (XHRAy “BHEEA )L, ATFAMAL+HEREN
EREANNHAEERDE. AAMD ZE 32 %5005 WHAT RNA-R & M4 K
(RT-PCR) fR 44 3 o T A WA Myd & 51 32 B K™ 4.

B A Myb B RN AEHNRTLTHTFHHMAMD BA 2 HXAEKRK. A
Myb & 2 REWHACLEEEEHARA Myb & B 32 DNA J5 5 A8t B R R
B, bhk. BEHAARTCHETRYES. THEAHE AW Southern P i%. DNA
FH| 4. PCRAEMAZAMNRE. B4, REATHBHEANELE, Bt
H Northern EPiiiE. Western FHFE T HIEHNEXBRFALRE.

AEHHFR LR ELEANEN. ZFFSKFEBH4NESLA



10

15

20

25

30

20

kLA BERATUE 4. B, BELEREAKR ENEEFNAE
HhE. AL, RARIWETERFAKE (ELLAHN AREERFLHTA
FREREEME. REALY, A THXLFFRSRFEXEEMXEK, X
FEWNY —FPHREHFILEDNFFEALTFRERL.

#TiE 2, RIEDNAS EPCRE| 4 (fE2£15-35bp), F LA F AL FRE
hl., KRG, HXEE| WA FPREFZSELARBENRERAEGER. RA
HEeHHNFIANASZHNREAML T ET MR &,

KA A s B PCREAL I, RHONAEM B A AREhRRETE, &€
RAXREHHEGE®R| M, BRIXUFE, THA-ARAREFRERNTER
RABRFAFTETELAT M. THTFREERTMHLEXURRELERMT
X, AFEHARSRNBREAT KA RIS, ATHERERSRN
cDNAJE .,

K CDNAYL I 5 b I e B AR AT B K FISH), T A —ANMFEFHRK
BT LR EN. WEANLER, 5 WVerna%, Human Chromosomes: a Manual
of Basic Techniques,Pergamon Press, New York (1988).

— BRI M ENARANREANE, WFAERERLOWEMERT
MEXFEEEER AR, XLBHKFETILFH 1, V.Mckusick, Mendelian
Inheritance in Man (¥ 8 3¢ &5 Johns Hopkins University Welch Medical Library
BHEE) . RETEREYI, BAERELEEMAREREE KRR
ZHEEXR.

B¥%, ZENZERARERMRE NN EHAFFZR. WRE—
B AN ERAMRP REANERE, TRAREEEAEEMRPAAEE,
MiZRETEREARAKE. LREERUABRME, BEPRELETRRE
o A H AL, do A R kAT 7T L 8 3R A 2T cDNAJF 5 B9 PCRT A ) 9 6k 5%
BB, REBNAWECEEAEATAEANIHESL, BRARNESEK
7947 3 0 R o, AR KB By cDNA, T LU SOFE SO0 Bom 2 1 ol 2 —f¢ (R R 1K
BAEE LB MEUR0E F—NEE).

TURAZHNEIK. SBFBREHEDS. BEH. BEHRAFWEASE
BEWHERECEER. XEHEATURK. HEHEE. 8. BX. WK,
H RN as. AUt RENERAFERAUXTRHE AR
BEHEARHA. XBASWTUEAGRATRKIET.

KEPARBEH PR HEBNGERRNE, FBFPRA-—HEASH
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AEPRG RS MRS, FRLEEBE R, TUAHME. EAREEH RN
ERHBENBRREENMFABORTRERT, ARTRBRBAT. ERAAHE
BT BN TEEAKERR. b, RRANEZRTUE L BT
e EaER.

HME ST LU S EN T RAY, pEIRHI. BERA. BEBEA. LA,
KT. BARKNNEE®RE. AMyd B 32 LA BORBTT fo/ R R0 E
RENERALL. BATEZHNAMDEE 2HERAELERBATHSE
., whHEFR. BEFEFNRREEDEE L0 A

TRAMBERFHRARLAGEEAER TR, TAHTREFNERF
FENRKARE.

1R ALK HAMYDE B R2AMybE A E S A kAt s @, EEEAMyb
BENHREBFAE, THAFRAMGE AN KA BT TE, X4, B
M. 2-PMA+fYBcv3044m k. 3-LPS+MEcv3044n bkl . 4-TE % Bk & 4 g
1024NC. 5-Fibroblast, 4 ¥ B F R #k, 1024NT. 68K sk fc4 & B F R ¥, 1013HT.
T-JE R A fod B A B FH B, 10130C. 8-AF it #Ak M MET. 9-B Rt F . 10-
BERERE . 11-FFE. 12-FOB4mdk. 13-Ba. 14-JBE. 15-WIFIBRAE. 16-=2Rfk
. 1TRITE.

BI24 28 i AMybZE & 3289 R F BR A B . 3k B (SDS-PAGE ) . 32kDa i &
BRASTE. LA BHATALW.

TEHEAALKLAES, #—FPERALNA. NEMH, XBEHEANATHYA
KEATMAATFRAAZAYEE. THIAATRTARBERIHNEIRFT %,
WYL EYEH A% Sambrook A, SFRXE: LHZE FAM New York: Cold
Spring Harbor Laboratory Press, 1989) W prik Y&, REBHE B E
WHy &,

LHEG 1 AMyb EE 32K

A RHR A/ R — FERBAMKERNA, AQuik mRNA Isolation Kit
(Qiegene ANF &) MERNAF 4 Fpoly (A) mRNA. 2ug poly(A) mRNAZR ¥ 4% K
BCcDNA, JSmart cDNAREiXA|& (W@ Clontech) ¥cDNAK BE 1] 4 N\ 2| pBSK (+)
#H1k (ClontechAF R wEfE b, #4{DH5a, ZEH MCDNAE,. H Dye
terminate cycle reaction sequencing kit (Perkin-Elmer/M# /= §) F0ABI 3778
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I F X (Perkin-Elmer/ 8]) 3 5 B7 4 0 Wy 57 3’ R B F 5. 44 J 2 65 cDNAFF
5| 5 B A7 g A 3EDNASF 5 $k 48 £ ( Genebank )34T b8k, £ R K LH o — /AN 0830408
BJCcDNARF 1 4 BT HYDNA, it & B — & 5 5] 3P 0 B BT 2 09 38 N cDNA F Be AT W |
WE. HF&, 08304083 KT &2 KcDNAK1266bp (FmSeq ID NO: 1FFA ) ,
E90bpZE 959bpF —A 8700pky FF B Wi HES (ORF) , A —MH & & | (#9Seq
ID NO: 2B7 R ) . RAVH WA £ A pBS-0830408, HAHEE Ha4 4 AMybEa
32,

LHF 2. FRT-PCRA 3 5 e a8 AMybZ & 329 2L A

RS 1 48 e O RNA Y A AR, Dloligo—dT2Y B| #4738 #% KK L & Bk cDNA, A
Qiagenety XA & 45, Al T 7 5l S #4TPCRY

Primerl: 5’— GGAGCAGCCGCCGCCGCCGCCGTC -3 (SEQ ID NO: 3)

Primer2: 5°— GAAACACAAAAATATGACTATTTG -3’ (SEQ ID NO: 4)

Primer14{L-FSEQ ID NO: 1895 3 &Y & 1bp A 4684 IE 1| 7 71 ;

Primer2SEQ ID NO: 18+ 84 3°3% K v ¥ 7).

¥ 3R R A E: 7250 p 1R B4R FR 24 S0mmo1 /L KC1, 10mmol/L Tris—
Cl1, (pH8. 5), 1. Smmol/L MgCl,,200 pmol/L dNTP, 10pmol5|#, 1UHjTaq DNAR &BE
(Clontech/28) = ). FEPB9600KI DNA#LYE IR (Perkin-Elmer/N &) T 5| R R
RL25ANJE RH: 94°C 30sec; 55°C 30sec; 72°C 2min. ZERT-PCREY[R] BiZ p—actin
e < B A AR 22 Ve R BE . 33 A RIQIAGENA B YR A &4k, ATARE
R e HEHpCREAK L (InvitrogenME 8 ) . DNAF |04 & R& APCR™ Y 8y
DNAF 5} 5 SEQ ID NO: 1jf R #y1-1266bp5E-2H H .

LR 3: Northern Fpilfika AMybsE B 32 F B RIA:

H —H B ERNA[Anal. Biochem 1987, 162,156-159]). x40 iEBHAE
MNEE R HR. WA MR AR -25oMAT B 4N, 0. 2MZ k44 (pH4. 0) X4
K#THYE, MAMRERAESR L/ SERNEG-RRE (49: 1), BEERN.
HHAME, WARAE (0. 8KF) FHRAHELHFERNAVLIE. #1452 WRNAIL
REATORZ. Bk, THABETFAS. FA20pg RNA, ZE220mM 3- (NG ) A
B (pH7.0) -SmMZ Bi4y-1mM EDTA-2. M BE A 1. 2%3F BRI M A L ¥ AT ik. RE#H
BERBAGER L. Fo-"P dATPE T HEAL Y ik &l & P17 HIDNAR 4. BT A
tYDNASR 4T 4 B 1B R By PCRY™ 3 B9 AMy b B 3245 %5 K 7 (90bp £ 959bp) . 1§ 32P-#F
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EHBEAT (#92 x 105cpm/ml ) 548 T RNAR A BA 47 4 BB — B A P FA2°CRRH
", L BRALE50% % BLk-250M KH,PO, ( pH7. 4) =5 x SSC-5 x Denhardt’s B $1200
pe/mlEREDNA, R ZJE, WAL x SSC-0. 1%SDSH F55°C¥30min. R, A
Phosphor Imager#fTH4ifnE .

MG 4: B AMybE B2 RINRE. SEMLL

MAESEQ ID NO: 1fn @ 1FF R RBRFEF, it —xt4RrEy #slh, 775
wR:

Primer3: 5-CCCCATATGATGTCGTCCACTGCGGCTTTTTAC-3’ (Seq ID No: 5)

Primerd: 5-CATGGATCCCTAGAAATAACAACACACTACCAA-3’ (Seq ID No: 6)

W7 BLE| M i 5 Bl & AT Nde I AuBamH I 414 4, 548 4 B B9 5 s
PR AL 7], NdelFoBamHB§4] 4 S A B -F 34 # 48 4L pET-28b (+) (Novagen/t
F %, Cat.No. 69865.3) LAy HBEMANIBEMA. NEH 2K H w2 HErypBS-
0830d08 i & b AR, BHATPCRIRB. PCRE ML A&MEN: H4RFS50u 144 pBS-0830d08
Fidkr10pg. B|#Primer—3f7Primer—44>%| % 10pmol. Advantage polymerase Mix
(ClontechA & F &) 1ul. &% 94°C 20s, 60°C 30s, 68°C 2 min, F£25ME
3R, JANdeIfuBamHIZr B0t 3 7 ¥ fu B KLpET-28 (+) 34T W4T, 2Bl B WK B &,
AT S S, SRR LARNSEAGFEEAS o, EEFHER (£
WIEIug/ml) WLBFHIERIEKE, AU HPCRY RMAMMTIE, FRTNF.
Pk 7 5| F A0 MM R (pET-0830408) A ANEH A EARNELARTE
BL21 (DE3) plySs (Novagen A& &) . & FHBEE (LRE30ug/ml) WLBAAHE
Sk, B EWBL21 (pBT-0830d08) ZE3TCHEFREXNHAKM, WAIPTCELRE
lmmol/L, ZKLEHSAE, BOKERAE, 2BFRRE, FORELW, RAkE6
AN A ® (6His-Tag) &4 W EfEAHHis. Bind Quick Cartridge (Novagen/y &
PR HATEN, B2 T4 ENEE AMybE 32, £SDS-PAGER. Ik, 7E32kDa
BT B A¥ (E2) . BiAE&% %S ZPVDFE E FEdans K EHTN-RE
EBMF R 4, BRENSRISANEAB 5SEQ ID NO: 257 RN SN E AR AL RS
F R

LHFS FAMYDE B 2R T &
Bl £ k& m A (PEAF R ) &K TRAMybE &8 3245 R0 09 4 K-
NH2-Met—-Ser—-Ser-Thr—Ala—Ala-Phe-Tyr-Leu-Leu—Ser-Thr-Leu—Gly-G1y—COOH
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(SEQIDNO: 7)., ¥iZEKA B S BZEFMFEEA/EHRES, FTESL:
Avrameas,et al. Immunochemistry, 1969;6:43, Hémg bR B FEE L KE Ao iv
tEABEKGENAERS, SXEBERLEREOSRE G T Ze % KAER ik
S —K., RAL15 pg/nl 4 ik EE B F RE S48 B0 AR BELTSAR T % M
WA . B YA-Sepharose ALK K R di i o B K16, HEK
246 FR AR E L HSepharosedBiE b, B EFE R AR I26F 2 & 5 KA.
SR L S W IR T 4 R b 5 AMybE B 328 6.

LHfl 6 RRANSHHRA BAERIRS AR

AEZ A TR P HhE B AENFLERA BRAERIEH TS T ENA
#, WHAEHHTERARFNEEALRRELRNEFRAA cDNA UERR YU
UERAREEALAL NN S BERFAMBREARNSHERFF, 2 —FETH
FHEARMAL AN S HERFFRARAFN I RFRFAELRALIRELR
M RERERKE.

LM B RN RKAN SR SEQ ID NO: 1 ik aE i ELE
BABAERTES, HRARBRART LR - LEALFRERCARRANZHHE
BAFREARG SR ERF I, RBERX T HAEHRA WL, Southern %,
Northern F sk & B ik %, BAHREANN S Y FRHEEE T ERE LE#
RAEAAERNSREAX, XEHFANSRE: BLTHENREYTEATESHIN
RAGHABRTRAL, UERE LR ERAENELBARRETEKN S
R, REREXAB AR TR W REEAH AT, FREBEERH SR
MBEX., RXFPBRZE, REX O —RTIRBRSRRE. XLHEAR A
BEBENAEAS (PREEREARENEL), UELXTRBEEKLARE
BFREBNES. REIAABANEUCERS: £ XRH4RRLE5REUNS
MAE SEQ ID No: 1 MRBEANERFRI B, £ XRURHI ERAKUAW
AAH¥® SEQ ID NO: 1 MEHEAWEMFBRA B, RLHE &R B LR
REETERBL EREBEENHNABAHT, £ XRG4 5FRNRERE
RETAUKRE.

—.  HAWHA

WAL L HE SEQ ID No: 1 FHEEYUFRF BAERXEH, HHE
BEUTENATEEL RS LT E:

1, #ECRNMELEE N 18-50 MAHE;
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2, GCAEN 30%-70%, AN 3k 5 44 20 dm;

3, HATWIMN L EAKE,;

4, FED AW THITHRES, RER-FETENFASN, LEREIN
BTSSP SR XBEFF KB (B SEQ ID NO: 1) fek Bl EREFF X
HENR#TERER LY, T5EEQTRENARRAT sUREHAEL 15
ANESEFERAMR, RiZWEHES — R ZEA;

5, BB RERAGRAELHENANENTH4 AN - P LBRE.

SRk VA B R W AT E SR A R AT AN R4
#4+ 1 (provel), BFHE— X4, 5 SEQ ID NO: 1| WEE R B R2H
B A3 (41Nt ):
5'~TGTCGTCCACTGCGGCTTTTTACCTTCTCTCTACGCTAGGA-3" (SEQ ID NO: 8)
4t 2 (probe2), BF¥ —%%4r, A YT SEQ ID NO: 1 By XE b Bl
HEEARBASBREEFH (41Nt )
5'-TGTCGTCCACTGCGGCTTTTCACCTTCTCTCTACGCTAGGA-3" (SEQ ID NO: 9)
5 DU BARSE 3 5 BAT X 09 3B R 5 o % RRKR) R B 7 i 55 Uik

DNA PROBES  G.H.Keller:M.M. Manak; Stockton Press, 1989 (USA) A R E % A W42

FEELHFMEE 0 (A TRELHEEY (1998 £E_JR) [RIFEBHAETE

%, B¥ Bk,

HE i A

1, AHT 83 VKR4 4 9 2 3 DNA
$E: 1) UFHBAFRBANEENALARNBREXR LA BERBREZ R

(PBS) WP, AWARFARAIHARENR, BEFHRFHREHR. 2)

BL 1000g BAHIRAR 10 440, 3) ARSEEWHHA (0.25m01/L FEHE; 25mmol /L

Tris-HC1, pH7. 5; 25mmol/LnaCl; 25mmol/L MgCl,) Z#FJE (K% 10ml/g). 4)

EACHESH IR BULAEARERER, BELLMTAHFE. 5) 1000g FHQ 10

A, 6) AERAERTE (% 0. 1g RWALHERM 1-5n1), FLL 1000g L 10

Ser. 1) ABHESSRERNE (F0 1 ZBWASHERM Inl), AFEUTHX

B iR vk .

2, DNA By KB hi% ik
3. 1) A 1-10ml % PBS # 40, 1000g B 10 4k, 2) AA EREAK

EATVRAEE (1x10° 40/ /nl) KA MA 100ul BAEZHHA. 3) in SDS EL

WX 1% WREAEEMMZ Y SDS EEMARERTRY, ARTHAHEK
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BRI SR TG AR, FBMAETR, X—AEHRO107 AR TE. 4) v
FE® K ZLE 200ug/ml, 5) 50°C fRER R 1 MR E 37°C RERERIE. 6)
FEERBED: E0: RAE (25: 24: 1) HE, EPBOHETEL 10 4.
WHNEEES>E, ENEFRHTEN. 7)) FARELEZHRE. 8) AFEFEF:
RAE (24: 1) #R, BO 10404, 9) ¥ DNA B AKHEESZHE. KR)5H1T DNA
ty sk Fn LB IR
3, DNA #y&ifhfv Z B T3

FE: 1) ¥ 1/10 K% 2mol /L BEBR4 o 2 {24 FR % 100% 7,88 fn 2| DNA B HF,
B, FE-20C HE 1 AHRERLE. 2) BV 1004, 3) MR HKEH B,
4) B 70%4 7.8 500ul BRI, BSOS S0, 5) MR BHEE 2B, A 500ul
AUBHEETE, BO 5 048, 6) MNEHRBHZE, REERKKLEERE
BRACHRR. BATH 10-15 24, UEREIHEELR. TBRFE#HRKELT
B, BMBAEHBME. 7) MR TE SiAE & DNA VL. 38 WM 3R 35 5 H 7
wok, FlEHEAE M TE, BAZE DNA E40BM, 4 1-5x10° AT RBN ALY
fu 1ul,

MTHE 8-13 FBRIA TR F R LT R, TUTEHEHRTE 14 TR,
8) 44 RNA B§ A fnZ| DNA A P, ZRJE N 100ug/ml, 37°C RE 30 o4k, 9) M
SDS fuE-EiBE K, ZBEAH A 0.5%Ffu 100ug/ml. 37°C $RiE 30 24F. 10) A%&
FHXRER: €4 BXE (25 24: 1) $HRKEA, FQ 10 44, 11) MOBY
A, ASEBHEMG: BRE (24 1) EFHE, B 10 240, 12) MUK H
KA, Am 1/10 4837 2mol/L BEERSNAn 2.5 AR 788, BAE-20°C 1 /hEf. 13)
B T0% 7B R 100% 2.8 e g JliE, 28 T8, EEUE, IREAHX 3-6 B, 14)
B E Apgo F Agg AR DNA M E R FEF. 15) 4R BEHEBT-20C,
R &

1) Bl 4x2 RBLBRNYHBRAEEE (NC ), APLEEL ERBIFE SHMA
BEXHES, E—HFHERK NC B, UWEEFTNERSIRI2NATREL
BEAMRE . |

) REEANBEE IS HA, ATHREL EZZEPRT.

3) EF#23A4 0.1mol/LNaOH, 1.5mol/LNaCl HyjR4L L 5 44 (WXR), BTE
F#i#4 0.5m01/L Tris-HC1 (pH7.0), 3mol/LNaCl By Lt 5 04 (FH¥k ), W
+.
4) FFFHREP, NEHELLEF, 60-80°C X TH# 2 /e,
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FAT By ARIE |
1) 34 1Probe (0.10D/10u 1), Ao 2 u 1Kinase & &, 8-10 uCi y—**P-dATP+2U
Kinase, DAFMmZELA 201,
2) 37C Rk 2 /hef.
3) A 1/5 R ey BB B 7A (BPB).
4) i¥ Sephadex G-50 £,
5) 4 “P-Probe H i WA KEE — 4 (7T Monitor W;).
6) SH/E, KEL0-15%.
1) AAENEXENRALEE
8) &3 % — Uty RS B Y BT R 449 P-Probe (5 Zi§ 4 EHy-"P-dATP),
B
WAEE FHEHSP, o 3-10mg WX M (10xDenhardt s; 6xSSC, 0. 1mg/ml
CT DNA (/NRIEDNA). ), HFHOJE, 68°C KERE 2 /MH.
Fuix
HEBSWE—A, mAHETHES, HFH0E, 42°C KEEIAE.
PR
o E
1) BUH B R RFHRE.
2) 2xSSC, 0.1%SDS &, 40°C % 15 -8 (2 %).
3) 0.1xSSC, 0.1%SDS |1, 40°C ¥ 15 44k (2 %K),
4) 0.1xSSC, 0.1%SDS #, 55°C ¥ 30 o4k (2% ), £HEET.

i 5% B Ph AR
1) BUH B4 X TR,
2) 2xSSC, 0.1%SDS =, 37°C ¥ 15 -8k (2 K ).
3) 0.1xSSC, 0.1%SDS #, 37°C ¥ 15 4-¢F (2 XK).
4) 0.1xSSC, 0.1%SDS v, 40°C 2t 15 44k (2 k), ZiEET.

-AtE B¥:

=70°C, X-X @ B8 (5 F B EARSE 42 SR8 4T 14 58 55 10 2 ).

EmER: |

R A HTHRARES, UEFAANM R LARER AR RA
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WE KR, TRAREEAEAGFATHRIER, REE 1 0RO ERE
WRETE A B AXHAREEERE. BRHTAE | REAE BRI NTAR
WA BT RETAARTHEERZRRE,

LH4| 7 DNA Microarray

HEEPE R EEMAER (DNA Microarray) REWMT S ERLHE ARG LA
AREEFHHAPTFRNFEA, EREWATHRERF BAFH. &%
AR, HEEAL, REATARN ST ALK ETHE W LB oA, DL
KB, B BEERONANEENEN., KRANFRTRTHEAE DNA
RAFEESEFBEAATHREFRFEE D6, FRAHRE SR E 57
ERESARAFRAE, ERNDW, wREERE. XREFE P BRE R P
A% Mg, ¥ & C#k DeRisi, J. L., Lyer, V. &Brown, P. 0.

(1997) Science278, 680-686. & Xk Helle,R. A, , Schema, M., Chai, A., Shalom,D.,
(1997) PNAS 94:2150-2155.
(—) &

BT F 644K cDNA £t 4000 £ 2 B HBF 514 ¥ DNA, X P AER X AN
LHER. BENopEDT PR #ATTH, BT ¥ HEHLKREHE
500ng/ul 2, J Cartesian 7500 SAEM (MG £ B Cartesian A &) & FEIFN
Fl, AEEZHGEEN 80un. HABEHHFH#AKE., THR. ETEIX
BAOUE B, HALE THRE DNA BRERHA LRHERSH. RAGTHFREX
M EHSAHRE, AEIRANEREAESRE:

BEFRPAE 4 DH;
0. 2%SDS #Ei&k 1 4k;
ddH,0 ZE TR, FX 149
NaBH, [ 5 2-%9F;
95°C A 2 L-4¥;
0. 2%SDS # & 1 44
ddH,0 » % % K
. KT, SCRETRAEA.
(=) 4R
A—FEa A AARBRSALS5HESEEAE (REIRBYHEMK) P

OO0 ~a O h B W o
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#£ % mRNA, 3£ Oligotex mRNA Midi Kit (W& QiaGen 2M&]) £ifk mRNA, it R #
F 49 % %% L& A Cy3dUTP (5-Amino-propargyl-2'—deoxyuridine 5--triphate
coupled to Cy3 fluorescent dye, W B Amersham Phamacia Biotech &) fRil
AARIE A4 B mRNA, A% XiRA CySdUTP (5-Amino—propargyl-2>—deoxyuridine
5-triphate coupled to CyS fluorescent dye, W & Amersham Phamacia Biotech
AT AR R RES EAR (KRR BNk ) oRNA, S44ERE BT, R
B RSB R ENR:

Schena, M.,Shalon,D.,Heller,R. (1996)Proc.Natl. Acad. Sci. USA, Vol.93:10614-
10619. Schena, M. , Shalon, Dari.,Davis,R.W. (1995) Science. 270. (20): 467-480.
(Z) #%

AR RN LEFHALGEHEEHF —RLE Unilyb™ Hybridization
Solution (W & TeleChem &) NAKFHAITHA 16 /Hbot, EEAKFEHE (1%
SSC, 0. 2%SDS ) #%i&J5 A ScanArray 3000 X (W B8 £ General Scanning 2
7)) #4738, EHWEEA Inagene HF (EF Biodiscovery A8 ) #HATHE
AT AR, HHEARE Cy3/CyS thiE.

BLEML R R (R R BAy SRtk ) 280 4 BB AR . PMA+#YECv 30448
Hikk. LPS+EYBcv30440 bk MMk, ¥ B 44 Mfg1024NC. Fibroblast, £KHT
R, 1024NT. JE AR fo s & B F R %, 1013HT. fER s F ok A 4 & B T #, 1013HC,
MR AR A RET. ERGES . BERGE. AT, FORAMAR. B, MEE. WAR
B SHRE. TR, RE|EXUIACYI/CySEL BTy E. (EH) . wETRL
A W BT 1R B9 AMyb & & 320 AMyb & B R34 i AR AR L.
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(1) —A1E B

(1) K4 AMybEER2REREFH
i) FH#HE:9

(2) SEQ ID NO: 169435 &.:
(i) FF 7| 4L
(M) KJE: 1266bp
B XH: BB
O &M X
D) R &k
(1i) T %% . cDNA
(xi) FF 5| #:£: SEQ ID NO: 1:
1 GGAGCAGCCGCCGCCGCCGCCETCGTTGCTACTGCCGCAGCGGAGTTCAGAGGGCCCGGA
61 GGTGGGAGACTTCCCACACGGTGACTGAGATGTCGTCCACTGCGGCTTTTTACCTTCTCT
121 CTACGCTAGGAGGATACTTGGTGACCTCATTCTTGTTGCTTAAATACCCGACCTTGCTGC
181 ACCAGAGAAAGAAGCAGCGATTCCTCAGTAAACACATCTCTCACCGCGGAGGTGCTGGAG
241 AAAATTTGGAGAATACAATGGCAGCCTTTCAGCATGCGGTTAAAATCGGAACTGATATGC
301 TAGAATTGGACTGCCATATCACAAAAGATGAACAAGTTGTAGTGTCACATGATGAGAATC
361 TAAAGAGAGCAACTGGGGTCAATGTAAACATCTCTGATCTCAAATACTGTGAGCTCCCAC
421 CTTACCTTGGCAAACTGGATGTCTCATTTCAAAGAGCATGCCAGTGTGAAGGAAAAGATA
481 ACCGAATTCCATTACTGAAGGAAGTTTTTGAGGCCTTTCCTAACACTCCCATTAACATCG
541 ATATCAAAGTCAACAACAATGTGCTGATTAAGAAGGTTTCAGAGTTGGTGAAGCGGTATA
601 ATCGAGAACACTTAACAGTGTGGGGTAATGCCAATTATGAAATTGTAGAAAAGTGCTACA
661 AAGAGAATTCAGATATTCCTATACTCTTCAGTCTACAACGTGTCCTGCTCATTCTTGGCC
721 TTTTCTTCACTGGCCTCTTGCCCTTTGTGCCCATTCGAGAACAGTTTTTTGAAATCCCAA
781 TGCCTTCTATTATACTGAAGCTAAAAGAACCACACACCATGTCCAGAAGTCAAAAGTTTC
841 TCATCTGGCTTTCTGATCTCTTACTAATGAGGAAAGCTTTGTTTGAACCACTGCACCCGG
901 CCAGTAAAAGAAATTTTGAAGGCCATTGCAGCTATTTGGTAGTGTCTTGTTATTTCTAGG

30
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961
1021
1081
1141
1201
1261

16
31
46
61
76
91
106
121
136
151
166
181

196

211

226
241

TGTACCTTAGTTAAAGAGGAAAAATAAAACGGAAAAAAGCTTGGAAATCAGTGATGTGTA
GTTATTTGGCAAGTTATACATAATCAGCAGCAGCCAGGCTCAAGAAAATAAAAGTTGATT
AGTTGATCAGAAATAAAATCTGTAGAGTGAATTAGATTTCTGAGTTGTTGTTGTTAATGG
AACATTCTATTTGAGACCTTTTTCAGGTGTGTAGCAATTCTACCATGTCCATTTTTTTAA
GCATTAAAAAGGAACTTACCAGTTGTAAATTAAGACAAGATCCAAATAGTCATATTTTTG

TGTTTC

(3)SEQ ID NO: 2841 B.:
(i) FF 5 4L :
W KE: INRER
B XA: X%
D) A& Lk
() AT%E: FK
(xi) F 5 #ik: SEQ ID NO: 2:
Met Ser Ser Thr Ala Ala Phe
Tyr Leu Val Thr Ser Phe Leu
His Gln Arg Lys Lys Gln Arg
Arg Gly Gly Ala Gly Glu Asn
Gln His Ala Val Lys Ile Gly
His Ile Thr Lys Asp Glu Gln
Leu Lys Arg Ala Thr Gly Val
Tyr Cys Glu Leu Pro Pro Tyr
Gln Arg Ala Cys Gln Cys Glu
Leu Lys Glu Val Phe Glu Ala
Asp Ile Lys Val Asn Asn Asn
Leu Val Lys Arg Tyr Asn Arg
Ala Asn Tyr Glu Ile Val Glu
Ile Pro Ile Leu Phe Ser Leu
Leu Phe Phe Thr Gly Leu Leu
Phe Phe Glu Ile Pro Met Pro
Pro His Thr Met Ser Arg Ser

Tyr
Leu
Phe
Leu
Thr
Val
Asn
Leu
Gly
Phe
Val
Glu
Lys
Gln
Pro
Ser
Gln

Leu
Leu
Leu
Glu
Asp
Val
Val
Gly
Lys
Pro
Leu
His
Cys
Arg
Phe
Ile
Lys

Leu
Lys
Ser
Asn
Met
Val
Asn
Lys
Asp
Asn
Ile
Leu
Tyr
Val
Val
Ile
Phe

Ser
Tyr
Lys
Thr
Leu
Ser
Ile
Leu
Asn
Thr
Lys
Thr
Lys
Leu
Pro
Leu

Leu

Thr
Pro
His
Met
Glu
His
Ser
Asp
Arg
Pro
Lys
Val
Glu
Leu
Ile
Lys
Ile

Leu
Thr
Ile
Ala
Leu
Asp
Asp
Val
Ile
Iie
Val
Trp
Asn
Ile
Arg
Leu

Trp

Gly
Leu
Ser
Ala
Asp
Glu
Leu
Ser
Pro
Asn
Ser
Gly
Ser
Leu
Glu
Lys

Leu

31

Gly
Leu
His
Phe
Cys
Asn
Lys
Phe
Leu
Ile
Glu
Asn
Asp
Gly
Gln
Glu

Ser
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cccccc

32

256 Asp Leu Leu Leu Met Arg Lys Ala Leu Phe Glu Pro Leu His Pro
271 Ala Ser Lys Arg Asn Phe Glu Gly His Cys Ser Tyr Leu Val Val
286 Ser Cys Tyr Phe

(4)SEQ ID NO: 38412 &
(i) F 5 4R 4E
WkE: 24
B)XAE: ¥®
O4H. 24
D) Gt &tk
(DT XE: EEHER
(xi) F 5 #3k: SEQ ID NO: 3:
GGAGCAGCCCCCGCCGCCECCETC 24

(5)SEQ ID NO: 4#y1Z &
(1) JF 5| 43 4E
(A ¥ FE: 24m
B) XE: ¥
(WK1 FR--X::
D) |HEH: &
(DAFXR: EHER
(xi) F#|#L: SBQ ID NO: 4:
GAAACACAAAAATATGACTATTTG 24

(6)SEQ ID NO: 5SHy{z &
(i) F 5 4L
W¥E: 3BEL
B XA BB
(OF: 1. F0--X::;

—27—-
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D) EHEH: Ltk
(DATFHE: EEFR
(xi) F 5 #3L: SEQ ID NO : 5:
CCCCATATGATGTCGTCCACTGCGGCTTTTTAC

(T)SEQ ID NO: 6#y{E &
(1) 5| 45 4E
W¥E: 3HE
B XH: BB
(OF:: 1. T --X:
D) EMH: &k
(IDATFER: EEER
(xi) F 5 4#%3£: SEQ ID NO : 6:
CATGGATCCCTAGAAATAACAAGACACTACCAA

(8)SEQ ID NO: 7H#y{E B.:
(i) F 5| 4F4EE
AW KE: ISANEER
(B) KA. AXR
D EIEH: &4
(DT XA 2K
(xi) FFF|H3k: SBQ ID NO: T:

tttttt

33

33

33

Met-Ser—Ser-Thr-Ala-Ala-Phe-Tyr-Leu-Leu-Ser—-Thr-Leu-Gly-Gly 15

(9) SEQ ID NO: 8#y1% &
(i) FF 7| 4E
D) KE: 418 %
(B)XH:. B®
(€ 4M: 24
D I EH: &
(DAFXE:. EHHER
(xi) FFF#£: SEQ ID NO : 8:



TGTCGTCCACTGCGGCTTTTTACCTTCTCTCTACGCTAGGA

(10) SEQ ID NO: 9#yfE &
(i) JF 5| 4%4E
5 WEE: 418Xk
B XM. B®
© 4. 24
D) EHEH: &
(D) AT%A: EBHE®R
10 (xi) F 54K : SEQ ID NO : 9:
TGTCGTCCACTGCGECTTTTCACCTTCTCTCTACGCTAGGA

34

41

41
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