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1. — PN B A 8 I SRl S A AR (R M i g v, B W R AP BR

(1) JikipTrc99A HXbal S5Hind ITTXUEFY], 5] N\ JhtB% 3L 40 A7 5 DONAT 26 X Hi s [A J77
H), KR A kT, 22 Xbal 5 Sal TR J5 , 48 ANCBI & 5% 5 AB184T K YebF LK ¥ 41 , T 1,
pTrc-YebF-gly-HisJfifiL, £ Xbal fEcoR TXNEEY] 5 , 4 AALy -CobZmtFE K] , 7 il 5 2H %
f&pTrc-YebF-gly-Aly-Cob-His;

(2) P 1 S 1) - ey v P 2R g 2 R 7 270 ) 2R s 45 465 i 2 M 25 ot BRI N - 0 2 D PR 7
(¥ pACYCpg 1 AL , FL o7 3% 4k 28 KT B dEAT L 3R0K , Ak T3 P 31 & F 20ug /mL 585 2 F
100ug/mL F 480 IE A LB 7536 55 9716 - 200 )5 , 7 N0 . 0 1mM S P A FUBE 5 S R 1A
24h;

(3) B EE AT b3 a8 I A T Al b B A

FITik B 4H # A& pTrc-YebF-gly-Aly-Cob-His R AR ILEML £ %) UISEQ ID No.18ESEQ ID
No. 2F7RIF Rl &8 H

2 AR EESR LI P 77 925 i 777 5 2 2R A 0 A 4 e T o 4 v R B
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—MA SN AEIN- FER SRR R IR T R R EE T2
[ESLAEE YR

AR G
(00011 AR W3 I — TPl 22 A A U 10 ¥ 7 40 5 PR 2 g il S L N Y T T A D AR A
AR W B AL ) A A S AR i w2 L P s n M P 1 B i L R 24 ARl S AR

EEEAR

[0002] 575 S M0 A HE L IR 20 I8 i 7 AR ) — S LA P Mg S 2 W1 ok IR I IS 5 22 e
A A ) v B DA AR SR 7E £ it L B 2 DL S I B B N R o DA R T SR A T A
9 T EL il i e 11 2% 4 v T ) I R B SN 2% IR AN L I R T % A R i S L A, AR R
| 24 R SRR ) 7 20

[0003]  H Fil, 4 WIS SR i vh 0 B8 3RAT & 288 77 46 5 Je 2L M kg 1) Tl A= 40
FhRFE HAERE 20 o DR N RVE A i A 3R B, K370 7 Bl ik A ) A AR K S AR iR
Al AR SR A, RORPR 1) 1 B 0 A e AN S - i ok H A B I R B A AE ) 1P, O 2
A7 g L R e B R TARE R A, SEI T AN AR IR, 35 TR AR AR AT AL, B B2 A i
Tt o AH 3 AT A7 7E I8 7K TS Bl A v &5 0] o 7 22— 20 e 3 Bl S0t il 1 50 77925 A
PR TH BRI S )

[0004]  BEIELALE VRN ZAAES KA E A BRI RE, B4 7N
OhLBE AL . Cfr H @& BE 1L LL K GPT (glycophosphatidlyinositol) i %€ 42 , JULANGLHEFE AL,
¢ N Il o Bt 7T 2R BH , NS B 2 A 0 B 4 446 40 L D RE S A2 e Ve A ELVE &S0 T B A W 3 52,
e —MA BN TRHTEE R I T B, FERR I 50 VEE B A1) DL TRE S &AM Sisss A
V2 N Sk, B X 25 S fiAF 1 (Campy lobacter jejuni) 85 FHN- B AL SR 5%
RIASET RN, R FH R AT v B 2 i A2 bl Ak R G2 R i 1) bl A A U ATORR B 1 7 T 38 i % 42
A7 2%t Kt b B A B AL TS S IE T AR AP L R A 1] R SRR A, A il ) 3R A A sk i 3
RE1E T AR AT B A SRk AT Bl 110 0% A AB 1, 32 T Bl 1 R AL PR B, 50 Bl ) s 12k, o6
T A 5 e H N FH R ) B A S AN AT

LZRAE

[0005] A< BH (1) H [ A2 2 A — Foh 58 v 200 FH P00 N - A 5 40 v R0 2R Mo g S A 7 J R PR T
FE W A TT 2

[0006]  Ffrik SEARAAE , f& 7F R T IR R AR A Ly - Cob ) Al b, 78 FHoNu 5| N B4R B2 1 YebF it
ITRG R, A 5] An X DQNATE & 751 v Bt (ny1~10) 1EAN- AL i, 5 R IEZ
5 i BB ER A B AR FRpg 1 B R AL 3k, T i LA EGalNAc, (Gle) GalNAc Bac & tift) R AR
1A&NACob.

[0007] P ik SEARAA , 7E A B (1) — Fh sz it 77 s Hp , R AEA Ly - Cob N 5] A\ #4485 [ YebF
51 X DQNAT 7 51] , SRALZ LB 1145 21 1) 16 952 J 2 e ik iy 44 WNACob 1, HL 2 B /7 1) nSEQ 1D
No.1FT7R~.
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[0008]  SEQ ID No.l1:

1
16

[0009] 31
46
61
76
91
106
121
136
151
166
181
196
211
226
241

[0010] 2
271
286
301
316
331
346
361
376
391
406
421
436
452

MET Lys Lys Arg Gly Ala Phe Leu Gly Leu Leu Leu Val Ser Ala
Cys Ala Ser Val Phe Ala Ala Asn Asn Glu Thr Ser Lys Ser Val
Thr Phe Pro Lys Cys Glu Asp Leu Asp Ala Ala Gly Ile Ala Ala
Ser Val Lys Arg Asp Tyr Gln Gln Asn Arg Val Ala Arg Trp Ala
Asp Asp Gln Lys Ile Val Gly Gln Ala Asp Pro Val Ala Trp Val
Ser Leu Gln Asp lle Gln Gly Lys Asp Asp Lys Trp Ser Val Pro
Leu Thr Val Arg Gly Lys Ser Ala Asp Ile His Tyr GIn Val Ser
Val Asp Cys Lys Ala Gly MET Ala Glu Tyr Gln Arg Arg Asp Gln
Asn Ala Thr Asn Asp Thr Pro Pro Gly Glu Thr Phe Asp Leu Asp
Thr Trp Lys Leu Thr Leu Pro MET Asp Ala Asp Gly Asn Gly Lys
Val Asp Glu Ile Lys Val Ala Asp Leu Gln Ser Tyr Arg His Ser
Asp Tyr Phe Tyr Leu Asp Asp Asp Ser His MET Val Phe Val Thr
Pro Asn Lys Ala Phe Thr Thr Pro Asn Ser Ser Asn Ala Arg Thr
Glu Leu Arg Gln MET Leu Arg Gly Thr Asp Thr Ser Ile Gly Thr
His Asp Pro Lys Asn Asn Phe Ala Leu Ala Ser Asn Gln His Ala
Asp Glu Phe Ala Gln Ile Gly Gly Tyr Leu Ser Ala Thr Leu Arg
Val Glu His Val Ala Glu Arg Ser Lys Lys Pro Asp Arg Lys Ser
Ala Tyr Ser Val Val Val Gly Gln Ile His Ala Gly Lys Asp Gln
Ala Leu MET Glu Ala Asp Glu Gly Phe Gly His Gly Asn Glu Pro
Leu Lys Ile Phe Tyr Lys Lys Leu Pro Asp Asp Lys Thr Gly Ser
Val Phe Trp Asn Tyr Glu Lys Asn Leu Ala Lys Glu Asp Pro Lys
Arg Thr Asp Val Ser Tyr Ala Val Trp Gly Asn Asp Trp Ser Ser
Asn Ala Asp Pro Gly Lys Glu Gly Ile Ala Leu Gly Asp Thr Phe
Ser Tyr Lys Val Glu Val Lys Gly Asp [le MET His Leu Thr Phe
Asn Ala Asp Gly His Pro Thr His Asn Phe Glu Ile Asn Leu Ala
Asp Asn Val Asp Ala Asn Gly Lys Val Asp Asn Asp Asp Leu Pro
Ala Gly Tyr Ala Gly Asp Trp MET Tyr Phe Lys Ala Gly Ser Tyr
Asn GIn Cys Asn Thr Lys Ala Ser Ser Asn Ala Cys Glu Gly Thr
Gly Val Trp Glu Thr Asp Lys Ala Asn Gly Asp Tyr Ala Lys Val
Val Phe Thr Lys Val Glu Ser Gly Glu MET Gln His His His His
His His

[0011]  Frid SEARAR , 7EAS i WH B — A iz jiti 77 3R, A2 FEA Ty -Cob RN 5] N AR & H YebF
54 X DQNAT 7 51| , S48 A& i 4 21) 1) 4 88 Jiss 24 fe 8 i 44 INACob4 , HZ JE R /7 51 i SEQ 1D

No.2H778»
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[0012]  SEQ ID No.2:

1 MET Lys Lys Arg Gly Ala Phe Leu Gly Leu Leu Leu Val Ser Ala
16 Cys Ala Ser Val Phe Ala Ala Asn Asn Glu Thr Ser Lys Ser Val
31 Thr Phe Pro Lys Cys Glu Asp Leu Asp Ala Ala Gly Ile Ala Ala
o013 46 Ser Val Lys Arg Asp Tyr Gln GIn Asn Arg Val Ala Arg Trp Ala
61 Asp Asp Gln Lys Ile Val Gly Gln Ala Asp Pro Val Ala Trp Val

76 Ser Leu Gln Asp lle Gln Gly Lys Asp Asp Lys Trp Ser Val Pro
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91

106
121
136
151
166
181
196
211
226
241
256
271

[0014]

286
301
316
331
346
361
376
391
406
421
436
451

467

Leu Thr Val Arg Gly Lys Ser Ala Asp Ile His Tyr Gln Val Ser
Val Asp Cys Lys Ala Gly MET Ala Glu Tyr Gln Arg Arg Asp Gln
Asn Ala Thr Asp Gln Asn Ala Thr Asp Gln Asn Ala Thr Asp Gln
Asn Ala Thr Asn Asp Thr Pro Pro Gly Glu Thr Phe Asp Leu Asp
Thr Trp Lys Leu Thr Leu Pro MET Asp Ala Asp Gly Asn Gly Lys
Val Asp Glu Ile Lys Val Ala Asp Leu Gln Ser Tyr Arg His Ser
Asp Tyr Phe Tyr Leu Asp Asp Asp Ser His MET Val Phe Val Thr
Pro Asn Lys Ala Phe Thr Thr Pro Asn Ser Ser Asn Ala Arg Thr
Glu Leu Arg Gln MET Leu Arg Gly Thr Asp Thr Ser Ile Gly Thr
His Asp Pro Lys Asn Asn Phe Ala Leu Ala Ser Asn Gln His Ala
Asp Glu Phe Ala GIn Ile Gly Gly Tyr Leu Ser Ala Thr Leu Arg
Val Glu His Val Ala Glu Arg Ser Lys Lys Pro Asp Arg Lys Ser
Ala Tyr Ser Val Val Val Gly GIn Ile His Ala Gly Lys Asp GIn
Ala Leu MET Glu Ala Asp Glu Gly Phe Gly His Gly Asn Glu Pro
Leu Lys Ile Phe Tyr Lys Lys Leu Pro Asp Asp Lys Thr Gly Ser
Val Phe Trp Asn Tyr Glu Lys Asn Leu Ala Lys Glu Asp Pro Lys
Arg Thr Asp Val Ser Tyr Ala Val Trp Gly Asn Asp Trp Ser Ser
Asn Ala Asp Pro Gly Lys Glu Gly Ile Ala Leu Gly Asp Thr Phe
Ser Tyr Lys Val Glu Val Lys Gly Asp [le MET His Leu Thr Phe
Asn Ala Asp Gly His Pro Thr His Asn Phe Glu Ile Asn Leu Ala
Asp Asn Val Asp Ala Asn Gly Lys Val Asp Asn Asp Asp Leu Pro
Ala Gly Tyr Ala Gly Asp Trp MET Tyr Phe Lys Ala Gly Ser Tyr
Asn Gln Cys Asn Thr Lys Ala Ser Ser Asn Ala Cys Glu Gly Thr
Gly Val Trp Glu Thr Asp Lys Ala Asn Gly Asp Tyr Ala Lys Val
Val Phe Thr Lys Val Glu Ser Gly Glu MET GIn His His His His

His His

[0015]  FriRCobetia sp. K e B R MR , J AEN - Hil 2540 S8 AR /i (1) & 1L 7 &1 A SEQ
ID No.2Fr7~, H T A[FCobetia sp. bk R IR 1 #5 # BE RLMREE 7 SIE A AR R 1) 2=
5, R 1% EAGE HFSEQ 1D No. 2751, H X B 7 F1 A ALl 143k 3180 % LA 1 4
PRI Y 5 3500 FH T AR

[0016] Pk ik H M4 HpET28a (+) L pET24b pACYC . pMAF 10 pSP73H: A {1 —Fibi
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[0017]  Prrif B PR T2 1R 2 LLK WA v o fiE A2, vTBA/ZE . coli BL21 (DE3) (CLM24,
CLM37H [P AR —

[0018] Bl BEPH THE B, fEAS K B I — Fh Sty s, A 7202 < 8 iR p Tre 5 444
HH YebP K HEIEALDONAT 5 5 1 41) 1 BOAE) 8t 2 20 TR, T V) i 32 3 2 ol T o 40 388 P 84 o il
AR T 51, 58 B A4 R B pACYCpg L TR SL R HL % NE . coli BL21 (DE3) /&5 A4
AT RIE SR

[0019] A BRARAE 7 — Pl i 405 v R SR At Tlg A 0 1k 1) 7 925 , 2 o A v F SR A B N g a3E A T
N- 4 S0 IR FE M o

[0020] AR BHRIA 2t R -

[0021] A B IR 28 0k N - i 1 G ARG M 1) 4 T A S A I, B ) R T 5 R AR AR KA BZN -
SEALZ R R IR 2405, BE TE T %6 UL |, 40°C MR R MRS T15% A 1.

[0022] Ak BH 1) 4 R I R MR I mT )32 B T 0 A SR I i W R 2 Ak T AR 54T
.

B [=115¢ BR
(00231 J&] 1« M A0 i i A S0 Al )l P A 5 A% L

B A

[0024]  SEJitafsl1 : 51 AN-HEIEALAL 5 1) TRAFFENACob 1 2 T 7% b #a) 7

[0025] AUk BHAE AR L IR L fA ALy - Cob RN B T 51 AN- Bl AL AL 551 X DQNAT, JF 5 #i ik
H A YebFRl & Rk, & 5P pg I BIUR ILRIE J5 , 7= AN-BE IS 1 50E 1 4 1 I A
BENACobl (Z LMK 7 % 4nSEQ 1D NO. 1) .

[0026]  HAKRTZVEWIR :

[0027] (1) ¥fJFikipTrc99A HXbal 5Hind ITT XN B, 51 N Ymhth ki FE AL A7 S DANAT £ 6 X Hi s
FeR 71, t A iR, 2 Xbal 5 Sal TV 5 , #fi A YebF (NCBI :B1847) JE[K ¥ 51, JE %
pTrc-YebF-gly-HisJiiki, & Xbal fEcoR TXUHE VI 5 , 3 AAly -CobZmfi FE K] , T pl E5 2H # 4
pTrc-YebF-gly-Aly-Cob-His;

[0028]  (2) o 4y ) Rk b S5 485 717 2 1 25 il BTN - Wl Ak 6 R AR I pACY Cpg 1 s , Hi ol
AR R BEE. coli CLM243LRIE , R G b TR 2] & F F & (20ug/mL) FITH 4
FRUE (100ug/mL) ILBE; FREeH, 159716 - 200 J5 , ¥ I0 5 A 2R B AR FLBE 1 (IPTG, 0. 01mM) 5
TRk 24h;

[0029]  (3) B Lot EE K I8 F 36, 1@ I AT T 4l AL EE 2 ENACob 1

[0030]  SEZfitafsil2 : 5 AN-HEIEAL AL i (1) TRAFFENACobA J T 7% b #a) 7

[0031] vk b5 SE it 3 1 AL, AN ) 75 T Wl B2 AL 55 4 X DQNAT , BT #4558 A8 il iy 44 INACob4
(R FERRF 4 HNSEQ 1D NO.2) .

[0032]  Sizjit 53 « W B AL AB A F Jo B Vs (1) L AR

[0033] R FHDNSVE M€ & B b3 rh 1 4 i I R fie s e (R 1) o BRI 5, H i T 2
il A ¥ 7945 LD B R T, B iENACOob4>NACob>Aly -Cob, HeHNACob4 R G H /i 1 12.6% .
[0034] SR UM FEAXABAN FI /5 HE v M L At lg I
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AT (U/mL) WX (%)
Aly-Cob 401.3+0.9 100
[0035] ¥
NACobl 4306+1.4 107.3
NACob4 452.0+1.1 112.6

[0036]  Sizjitafoil4 « WE IEAU A HT J5 B As o PR Bl s

[0037] K WE LAk A& M AT o A B V23 99 #E 40 C AR 30mi n , I 5 5% B3 1 I 77, W B v B
jjxwujlomot10m1nﬂ>zﬁézﬁumﬁnn§£éé@izﬁﬁ B LT E BRI ANAB N 5 L 48 I SR A il
(R Fa e 1R B3, G HENACob4, Hi40 CRaEPEEL ALy -Cobti i 726% (El1) .
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[0001] J¢AIk

[0002]  <110> {TFE A%

[0003]  <120> — Ay RA I FH RN - 8 A 40 7 P 2R A il 5 AR AR % o DR %2 A A e 7
[0004]  <140> 2019101597811

[0005]  <141> 2019-03-04

[0006] <160> 2

[0007]  <170> SIPOSequencelListing 1.0

[0008] <210> 1

[0009]  <211> 452

[0010] <212> PRT

[0011]  <213> N5l (Artificial Sequence)

[0012]  <400> 1

[0013] Met Lys Lys Arg Gly Ala Phe Leu Gly Leu Leu Leu Val Ser Ala Cys
[0014] 1 5 10 15
[0015] Ala Ser Val Phe Ala Ala Asn Asn Glu Thr Ser Lys Ser Val Thr Phe
[0016] 20 25 30

[0017]  Pro Lys Cys Glu Asp Leu Asp Ala Ala Gly Ile Ala Ala Ser Val Lys
[0018] 35 40 45

[0019] Arg Asp Tyr Gln Gln Asn Arg Val Ala Arg Trp Ala Asp Asp Gln Lys
[0020] 50 55 60

[0021] Tle Val Gly Gln Ala Asp Pro Val Ala Trp Val Ser Leu Gln Asp Ile
[0022] 65 70 75 80
[0023] Gln Gly Lys Asp Asp Lys Trp Ser Val Pro Leu Thr Val Arg Gly Lys
[0024] 85 90 95
[0025] Ser Ala Asp Ile His Tyr Gln Val Ser Val Asp Cys Lys Ala Gly Met
[0026] 100 105 110

[0027] Ala Glu Tyr Gln Arg Arg Asp Gln Asn Ala Thr Asn Asp Thr Pro Pro
[0028] 115 120 125

[0029] Gly Glu Thr Phe Asp Leu Asp Thr Trp Lys Leu Thr Leu Pro Met Asp
[0030] 130 135 140

[0031] Ala Asp Gly Asn Gly Lys Val Asp Glu Ile Lys Val Ala Asp Leu Gln
[0032] 145 150 155 160
[0033] Ser Tyr Arg His Ser Asp Tyr Phe Tyr Leu Asp Asp Asp Ser His Met
[0034] 165 170 175
[0035] Val Phe Val Thr Pro Asn Lys Ala Phe Thr Thr Pro Asn Ser Ser Asn
[0036] 180 185 190

[0037] Ala Arg Thr Glu Leu Arg Gln Met Leu Arg Gly Thr Asp Thr Ser Ile
[0038] 195 200 205
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[0039]
[0040]
[0041]
[0042]
[0043]
[0044]
[0045]
[0046]
[0047]
[0048]
[0049]
[0050]
[0051]
[0052]
[0053]
[0054]
[0055]
[0056]
[0057]
[0058]
[0059]
[0060]
[0061]
[0062]
[0063]
[0064]
[0065]
[0066]
[0067]
[0068]
[0069]
[0070]
[0071]
[0072]
[0073]
[0074]
[0075]
[0076]
[0077]

Gly
Ala
225
Val
Tyr
Met
Phe
Tyr
305
Tyr
Glu
Gly
Asn
Asp
385
Lys
Cys

Ala

His

Thr
210
Asp
Glu
Ser
Glu
Tyr
290
Glu
Ala
Gly
Asp
Phe
370
Asn
Ala
Glu

Lys

His
450

<210> 2
211> 467
<212> PRT
213> NTL% (Artificial Sequence)
<400> 2
Met Lys Lys Arg Gly Ala Phe Leu Gly Leu Leu Leu Val Ser Ala Cys

1

His
Glu
His
Val
Ala
275
Lys
Lys
Val
Ile
Ile
355
Glu
Asp
Gly
Gly
Val

435
His

Asp
Phe
Val
Val
260
Asp
Lys
Asn
Trp
Ala
340
Met
Ile
Asp
Ser
Thr
420

Val

His

Pro
Ala
Ala
245
Val
Glu
Leu
Leu
Gly
325
Leu
His
Asn
Leu
Tyr
405

Gly

Phe

5

Lys
Gln
230
Glu
Gly
Gly
Pro
Ala
310
Asn
Gly
Leu
Leu
Pro
390
Asn

Val

Thr

Asn Asn Phe Ala

215
Ile

Arg

Gln

Phe

Asp

295

Lys

Asp

Asp

Thr

Ala

375

Ala

Gln

Trp

Lys

Gly

Ser

Ile

Gly

280

Asp

Glu

Trp

Thr

Phe

360

Asp

Gly

Cys

Glu

Val
440

10

Gly
Lys
His
265
His
Lys
Asp
Ser
Phe
345
Asn
Asn
Tyr
Asn
Thr

425
Glu

Tyr
Lys
250
Ala
Gly
Thr
Pro
Ser
330
Ser
Ala
Val
Ala
Thr
410

Asp

Ser

10

Leu
Leu
235
Pro
Gly
Asn
Gly
Lys
315
Asn
Tyr
Asp
Asp
Gly
395
Lys

Lys

Gly

Ala
220
Ser
Asp
Lys
Glu
Ser
300
Arg
Ala
Lys
Gly
Ala
380
Asp
Ala

Ala

Glu

Ser

Ala

Arg

Asp

Pro

285

Val

Thr

Asp

Val

His

365

Asn

Trp

Ser

Asn

Met
445

Asn

Thr

Lys

Gln
270
Leu

Phe

Asp

Pro

Glu

350

Pro

Gly

Met

Ser

Gly

430
Gln

Gln
Leu
Ser
255
Ala
Lys
Trp
Val
Gly
335
Val
Thr
Lys
Tyr
Asn
415

Asp

His

15

His
Arg
240
Ala
Leu
Ile
Asn
Ser
320
Lys
Lys
His
Val
Phe
400
Ala

Tyr

His
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[0078]
[0079]
[0080]
[0081]
[0082]
[0083]
[0084]
[0085]
[0086]
[0087]
[0088]
[0089]
[0090]
[0091]
[0092]
[0093]
[0094]
[0095]
[0096]
[0097]
[0098]
[0099]
[0100]
[0101]
[0102]
[0103]
[0104]
[0105]
[0106]
[0107]
[0108]
[0109]
[0110]
[0111]
[0112]
[0113]
[0114]
[0115]
[0116]

Ala
Pro
Arg
Ile
65

Gln
Ser
Ala
Asp
Glu
145
Asp
Tyr
Phe
Arg
Thr
225
Asp
Glu
Ser
Glu
Tyr

305
Glu

Ser
Lys
Asp
50

Val
Gly
Ala
Glu
Gln
130
Thr
Gly
Arg
Val
Thr
210
His
Glu
His
Val
Ala
290

Lys

Lys

Val

Cys

35

Gly

Lys

Asp

Tyr

115

Asn

Phe

Asn

His

Thr

195

Glu

Asp

Phe

Val

Val

275

Asp

Lys

Asn

Phe
20

Glu
Gln
Gln
Asp
Ile
100
Gln
Ala
Asp
Gly
Ser
180
Pro
Leu
Pro
Ala
Ala
260
Val
Glu

Leu

Leu

Ala

Asp

Gln

Ala

Asp

85

His

Arg

Thr

Leu

Lys

165

Asp

Asn

Arg

Lys

Gln

245

Glu

Gly

Gly

Pro

Ala

Ala
Leu
Asn
Asp
70

Lys
Tyr
Arg
Asp
Asp
150
Val
Tyr
Lys
Gln
Asn
230
Ile
Arg
Gln
Phe
Asp

310
Lys

Asn Asn Glu Thr Ser

Trp
Gln
Asp
Gln
135
Thr
Asp
Phe
Ala
Met
215
Asn
Gly
Ser
Ile
Gly
295

Asp

Glu

25
Ala Ala
40
Val Ala

Val Ala

Ser Val

Val Ser
105

Gln Asn

120

Asn Ala

Trp Lys

Glu Ile

Tyr Leu
185
Phe Thr

200
Leu Arg

Phe Ala
Gly Tyr
Lys Lys
265
His Ala
280
His Gly
Lys Thr

Asp Pro

11

Gly

Arg

Trp

Pro

90

Val

Ala

Thr

Leu

Lys

170

Thr

Gly

Leu

Leu

250

Pro

Gly

Asn

Gly

Lys

Ile
Trp
Val
75

Leu
Asp
Thr
Asn
Thr

155
Val

Pro
Thr
Ala
235
Ser
Asp
Lys
Glu
Ser

315
Arg

Lys

Ala

Ala

60

Ser

Thr

Cys

Asp

140

Leu

Ala

Asn
Asp
220
Ser
Ala
Arg
Asp
Pro
300

Val

Thr

Ser
Ala
45

Asp
Leu
Val
Lys
Gln
125
Thr
Pro
Asp
Ser
Ser
205
Thr
Asn
Thr
Lys
Gln
285
Leu

Phe

Asp

Val
30
Ser

Asp

Gln

Ala
110
Asn
Pro
Met
Leu
His
190
Ser
Ser
Gln
Leu
Ser
270
Ala
Lys

Trp

Val

Thr

Val

Gln

Asp

Gly

95

Gly

Ala

Pro

Asp

Gln

175

Met

Asn

Ile

His

255

Ala

Leu

Ile

Asn

Ser

Phe

Lys

Lys

Ile

80

Lys

Met

Thr

Gly

Ala

160

Ser

Val

Ala

Gly

Ala

240

Val

Tyr

Met

Phe

Tyr

320
Tyr



CN 109852601 B F 5 = 4/4 5
[0117] 325 330 335
[0118] Ala Val Trp Gly Asn Asp Trp Ser Ser Asn Ala Asp Pro Gly Lys Glu
[0119] 340 345 350

[0120] Gly Ile Ala Leu Gly Asp Thr Phe Ser Tyr Lys Val Glu Val Lys Gly
[0121] 355 360 365

[0122] Asp Ile Met His Leu Thr Phe Asn Ala Asp Gly His Pro Thr His Asn
[0123] 370 375 380

[0124]  Phe Glu Ile Asn Leu Ala Asp Asn Val Asp Ala Asn Gly Lys Val Asp
[0125] 385 390 395 400
[0126]  Asn Asp Asp Leu Pro Ala Gly Tyr Ala Gly Asp Trp Met Tyr Phe Lys
[0127] 405 410 415
[0128] Ala Gly Ser Tyr Asn Gln Cys Asn Thr Lys Ala Ser Ser Asn Ala Cys
[0129] 420 425 430

[0130] Glu Gly Thr Gly Val Trp Glu Thr Asp Lys Ala Asn Gly Asp Tyr Ala
[0131] 435 440 445

[0132] Lys Val Val Phe Thr Lys Val Glu Ser Gly Glu Met Gln His His His
[0133] 450 455 460

[0134] His His His

[0135] 465
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