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Description

[0001] The present invention relates to a method and kit for the isolation of cells from a sample. The sample is treated
with an extraction solution that comprises at least an ionic liquid resulting in the isolation of preferably viable cells.

Background of the invention

[0002] The isolation of cells from complex samples for their identification or characterisation or simply for further
processing is becoming increasingly important, in particular the identification of pathogens in samples like food samples
or clinical samples like blood, tissue or feces. However, in order to clearly identify and optionally to quantify the cells
comprised in a sample methods for their isolation have to be provided.
[0003] Real-time PCR has greatly enhanced the application field of PCR as a quantitative tool in molecular biology in
general and for the quantification and identification of microorganisms, in particular of pathogens. Real-time PCR allows
the reliable detection and quantification down to one single nucleic acid target per PCR reaction but requires highly
purified template DNA. Especially when it comes to routine diagnostics and quantitative detection of bacteria in complex
environments like food these requirements play a key role as inhibitory effects caused by components of these environ-
ments may influence or even inhibit the PCR reaction. Furthermore it is crucial to use a reliable and efficient recovery
method to be used for the isolation of the target organisms from complex samples like food. Since samples like food
involve generally large sample volumes microbiological methods are normally used for microorganism isolation and
enrichment. These methods represent the "golden standard" methods and new alternative techniques have to be eval-
uated in comparison to them.
[0004] Major efforts have been made to establish methods for the separation of microorganisms, e.g. of bacteria, from
food which meet the demanding requirements of real time PCR and other molecular methods for downstream analysis
of the microorganisms.
[0005] Also the isolation of DNA directly out of food has been attempted using DNA isolation methods commonly used
in molecular biology. Other methods utilize the affinity of biomolecules to surface structures of microorganisms, whereby
said biomolecules may be, for instance, antibodies, bacteria binding proteins from phages and antimicrobial peptides
(AMPs) optionally in combination with magnetic beads, silanized glass slides or direct colony blot. For instance, for the
direct detection of Listeria monocytogenes an aqueous two-phase separation system can be used (Lantz et al. Appl
Environ Microbiol. (1994) 60:3416-3418).
[0006] Buoyant density gradient centrifugation is reported as a tool for separation of bacteria from food matrices (Wolffs
P. et al .Appl Environ Microbiol. (2005) 71:5759-5764). Other methods are based on physical separation such as simple
centrifugation and filtration. Methods applying enzymatic digestion of the food matrix using proteinase K and pronase
and/or chemical extraction of the bacteria from food using guanidine thiocyanate/phenol/chloroform, diethylether/chlo-
roform, and sodium citrate/polyethylene glycol have also been described. Current methods for isolating cells, in particular
microrganisms, from complex samples are described in, e.g., Stevens KA and Jaykus L-A (Crit Rev Microbiol (2004)
30:7-24).
[0007] Most of these methods have drawbacks like insufficient size of processed sample volume, high detection limits,
low recovery rates, no quantitative isolation of viable cells, time consuming procedure and high costs. In addition the
application of these methods has been restricted in most cases to only one or a limited number of different food matrices.
Based on the requirements for direct quantification of bacteria in food which are (i) a large sample volume, (ii) a repro-
ducible recovery rate over a broad range of target concentration, and (iii) removal of inhibitors to aid alternative molecular
methods for downstream analysis, new protocols for separation of cells and microorganisms, like the food pathogen L.
monocytogenes, have to be provided.
[0008] WO 2008/017097 discloses a method for isolating cells from complex matrices like foodstuff. This method uses
an extraction buffer comprising a chaotropic agent in combination with a detergent.
[0009] Another key issue in food analysis is the determination of the viability of the contaminating bacteria. Up to now,
most methods cannot distinguish between viable and dead bacterial cells. In addition to lyse the often complex matrix
of food samples lysis conditions are needed which have negative impact on the viability of the cells to be isolated from
such samples. This problem reduces the benefit of using e.g. PCR methods for routine monitoring in food analysis. On
the one hand, some cells are killed during extraction, on the other hand metabolically injured or non-viable cells that
have already been present in the sample before the extraction are also extracted and determined though they do not
have any further effect on the quality of the sample.
[0010] O.F. D’Urso et al., Food Microbiology 26 (2009) 311-316 have developed a filtration-based method for isolating
viable cells. The buffer used in this method comprises high amounts of the chaotrope guanidine thiocyanate which often
interferes with downstream processes and thus has to be removed with complicated washing procedures.
[0011] Consequently, there exists a clear need for quantitative and reproducible methods for the isolation of cells from
complex matrices like food and blood with the possibility to isolate viable cells.
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Brief description of the Invention

[0012] It has been found that cellular contaminants like bacteria can easily and very effectively be isolated from complex
matrices using a buffer which comprises at least an ionic liquid. In addition, due to the very mild but effective extraction
conditions, this method allows for the isolation of viable cells.
[0013] Therefore the present invention relates to a method for isolating cells surrounded by a cell wall from a food
sample, a body fluid, water or a tissue sample comprising the steps of:

a)providing said sample,
b) incubating said sample with an extraction solution that comprises at least an ionic liquid in concentrations between
0.5 and 20% by weight based on the weight of the mixture
c) isolating said cells from the mixture of step b), by centrifugation, filtration, dielectrophoresis and ultrasound or
affinity binding

Description of the invention

[0014] It surprisingly turned out that the incubation of a complex sample with an extraction solution that comprises at
least MgCl2 and/or an ionic liquid results in the dissolution of the sample without affecting cells comprising or being
surrounded with a cell wall contained in said sample. Therefore the method according to the present invention can
suitably be employed for the isolation of such cells.
[0015] According to the present invention the method may be used preferably to isolate cells surrounded by a cell
wall, whereby the term "cells surrounded by a cell wall" refers to all cells known having or comprising a cell wall as a
barrier to the environment. Examples for organisms or cells having a cell wall are bacteria, archaea, fungi, plants and
algae. In contrast thereto, animals and most other protists have cell membranes without surrounding cell walls.
[0016] The term "complex sample" refers to a sample or sample matrix comprising a greater or lesser number of
different compounds of mainly organic origin, certain of which are liquid and others of which are solid. A complex sample
according to the present invention may comprise a matrix comprising peptides, polypeptides, proteins (including also
enzymes), carbohydrates (complex and simple carbohydrates), lipids, fatty acids, fat, nucleic acids etc.. The sample
according to the present invention comprises preferably a low amount of fibers/starch.
[0017] As used herein, the term "sample with a low amount of fibers/starch" is used in a broad sense and is intended
to include a variety of samples that contain or may contain cells.
[0018] Preferred samples comprise less than 20% (w/w), more preferably less than 10%, even more preferred less
than 5%, especially preferred less than 1%, in particular no (under or around the detection limit), fibers/starch. "Fibers",
as used herein, comprise fibers of plant as well as of animal (e.g. collagen fibres) origin.
[0019] Exemplary samples include, but are not limited to, food (e.g. milk of cows, ewes, nanny goats, mares, donkeys,
camels, yak, water buffalo and reindeer, milk products, meat of beef, goat, lamb, mutton, pork, frog legs, veal, rodents,
horse, kangaroo, poultry, including chicken, turkey, duck, goose, pigeon or dove, ostrich, emu, seafood, including finfish
such as salmon and tilapia, and shellfish such as mollusks and crusta ceans and snails, meat products, plant products,
seeds, cereals from grasses, including maize, wheat, rice, barley, sorghum, and millet, cereals from non-grasses, in-
cluding buckwheat, amaranth, and quinoa, legumes, including beans, peanuts, peas, and lentils, nuts, including almonds,
walnuts, and pine nuts, oilseeds, including sunflower, rape and sesame, vegetables like root vegetables, including
potatoes, cassava and turnips, leaf vegetables, including amaranth, spinach and kale, sea vegetables, including dulse,
kombu, and dabberlocks, stem vegetables, including bamboo shoots, nopales, and asparagus, inflorescence vegetables,
including globe artichokes, broccoli, and daylilies, and fruit vegetables, including pumpkin, okra and eggplant, fruits,
herbs and spices, whole blood, urine, sputum, saliva, amniotic fluid, plasma, serum, pulmonary lavage and tissues,
including but not limited to, liver, spleen, kidney, lung, intestine, brain, heart, muscle, pancreas and the like. The skilled
artisan will appreciate that lysates, extracts or (homogenized) material obtained from any of the above exemplary samples
or mixtures of said exemplary samples or compositions comprising one or more of said exemplary samples are also
samples within the scope of the invention.
[0020] The term "buffer" as used herein, refers to aqueous solutions or compositions that resist changes in pH when
acids or bases are added to the solution or composition. This resistance to pH change is due to the buffering properties
of such solutions. Thus, solutions or compositions exhibiting buffering activity are referred to as buffers or buffer solutions.
Buffers generally do not have an unlimited ability to maintain the pH of a solution or composition. Rather, they are typically
able to maintain the pH within certain ranges, for example between pH 7 and pH 9. Typically, buffers are able to maintain
the pH within one log above and below their pKa (see, e.g. C . Mohan, Buffers, A guide for the preparation and use of
buffers in biological systems, CALBIOCHEM, 1999). Buffers and buffer solutions are typically made from buffer salts or
preferably from non-ionic buffer components like TRIS and HEPES. The buffer added to the extraction solution guarantees
that the pH value in the course of the matrix dissolution will be stabilized. A stabilized pH value contributes to reproducible
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results, efficient lysis and conservation of the isolated cells.
[0021] According to a preferred embodiment of the present invention the isolated cells are viable cells.
[0022] It was surprisingly found that the cells isolated with the method according to the present invention are viable
(at least 10%, preferably at least 30%, more preferably at least 50%, even more preferably at least 70%, most preferably
at least 90% of the total intact cells isolated) and can be cultivated on suitable culture media.
[0023] As used herein, "viable cells" include cells with active metabolism, preferably propagable, especially cells which
are able to multiply.
[0024] The cells to be isolated with the method according to the present invention are bacterial cells, preferably Gram-
positive or Gram-negative bacterial cells, fungal cells, archaeal cells, algae cells or plant cells. Particularly preferred
cells are selected from the group consisting of Listeria spp., S. aureus, P. paratuberculosis, Salmonella spp., C. jejuni
and Penicillum roquefortii.
[0025] The method of the present invention allows the isolation of cells having or comprising a cell wall.
[0026] The present invention specifically allows isolation of microbial cells in general, preferably food and pathogen
microbes, especially those of relevance for humans, e.g. those potentially present in human food or pathogens with
clinical relevance. Therefore the method of the present invention allows to isolate bacterial cells, fungal cells, archaeal
cells, algae cells and plant cells from a highly complex sample (e.g. food).
[0027] According to a preferred embodiment of the present invention the sample is a food sample, a body fluid, in
particular blood, plasma or serum, water or a tissue sample.
[0028] Particularly preferred samples are samples with a complex matrix (i.e. comprising among others proteins, lipids,
carbohydrates etc.) and/or a high viscosity.
[0029] The food sample is preferably a milk product, preferably milk, in particular raw milk, milk powder, yoghurt,
cheese or ice cream, a fish product, preferably raw fish, a meat product, preferably raw meat, meat rinse or sausages,
salad rinse, chocolate, egg or egg products, like mayonnaise.
[0030] Particularly preferred food samples used in the method according to the present invention are samples which
are usually known to comprise potentially pathogenic organisms (e.g. L.monocytogenes) and from which cells are - due
to a complex matrix - hardly extractable with the methods known in the art. In particular cheese is known as a food with
a complex matrix and high viscosity.
[0031] According to the present invention, the extraction solution used as matrix lysis system comprises an ionic liquid.
MgCl2 - if present - is typically present in concentrations between 0.5 and 3 M, preferably between 0.5 and 2 M, more
preferably between 1 and 2 M.
[0032] The ionic liquid is present in concentrations between 0.5 and 20% by weight, preferably between 1 and 10 %
by weight, based on the weight of mixture. The ionic liquid can be one ionic liquid or a mixture of two or more ionic liquids.
[0033] The best concentration of the MgCl2 and the ionic liquid mainly depends on the sample to be dissolved and
the cellular species to be isolated. These parameters can be tested easily by the person skilled in the art.
[0034] The extraction solution of the present invention is an aqueous solution or a buffer solution. It typically has a pH
value greater than 5 and lower than 9, preferably greater than 6 and lower than 8, more preferably between 6.5 and 7.5.
The extraction solution may additionally comprise up to 20% of one or more water-miscible organic solvents.
[0035] The buffer which may be used in the method of the present invention is preferably selected from the group of
phosphate buffer, phosphate buffered saline buffer (PBS), 2-amino-2-hydroxymethyl-1, 3-propanediol (TRIS) buffer,
TRIS buffered saline buffer (TBS) and TRIS/EDTA (TE).
[0036] In contrast to known methods, according to the method of the present invention preferably no detergent, that
means no anionic, zwitterionic or non-ionic detergent like sodium dodecylsulfate, CHAPS, Lutensol AO-7, is added to
the extraction solution.
[0037] It is of course possible to add to the extraction solution one or more additional substances like destabilizing
agents or biopolymer degrading enzymes which help to degrade substances present in specific samples. As discussed
below, one example is the addition of starch degrading enzymes for food sample comprising high amounts of collagen
and/or starch.
[0038] The incubation is typically performed at temperatures between 18°C and 50°C, preferably between 25°C and
45°C, more preferably between 30°C and 42°C.
[0039] The sample is typically incubated with the extraction solution for a time between 10 minutes and 6 hours,
preferably between 20 minutes and 1 hours.
[0040] In order to dissolve the sample even more efficiently and in a reduced time, it is advantageous to perform the
incubation at an elevated temperature. However, care should be taken that elevated temperatures may not affect - if
desired - the viability of the cells to be isolated.
[0041] After incubation of the sample with the extraction solution and thus dissolution and lysis of the sample matrix
the cells can be isolated by centrifugation, filtration, dielectrophoresis and ultrasound or affinity binding, e.g. using
antibodies, lectins, viral binding proteins, aptamers or antimicrobial peptides (AMP) which are preferably immobilized
on beads. Preferably, the cells are isolated by filtration or centrifugation, most preferred by centrifugation.
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[0042] Centrifugation is typically carried out at 500 to 10000 g , more preferably at 1500 to 6000 g , even more preferably
at 2000 to 5000 g, After the centrifugation step the cells can be found in the pellet and the supernatant can be discarded.
[0043] If the sample/extraction solution mixture is filtered the cells are retained on the surface of said filter, when the
pore size of the filter is adapted to the size of the cells to be isolated. Of course it is also possible to apply more than
one filtration steps with different filters having varying pore sizes. After the filtration step the cells can be washed from
the filter surface (see e.g. Stevens KA and Jaykus L-A, Crit Rev Microbiol (2004) 30:7-24). Filtration of the lysed sample
is in particular required when the complex sample comprises material which will hardly or not be lysed with the method
of the present invention.
[0044] Typically these materials comprise starch and/or fibers.
[0045] However, the preferred method for isolation the cells from the lysis mixture is centrifugation.
[0046] Of course it is also possible to isolate the cells from the dissolved pellet formed after the centrifugation step by
immunological methods involving antibodies, in particular antibodies immobilized on beads, preferably magnetic beads,
which are directed to epitopes present on the cells to be isolated. Since the use of antibody beads for isolating cells
results in some cases in a reduced recovery rate, such methods may preferably employed mainly for qualitative isolation.
[0047] In order to facilitate the dissolution of the sample, said sample can be, for instance, homogenized using a
stomacher prior its incubation with the extraction solution. The dissolution is further supported and/or accelerated when
the sample/extraction solution mixture is agitated during the incubation.
[0048] The incubation step may - depending on the sample matrix - be repeated once or several times, e.g. twice,
three times, four times, five times or ten times. Between these incubation steps the cells and the remnant sample matrix
may be separated from the supernatant by e.g. centrifugation.
[0049] The cells isolated with the method according to the present invention may be used for quantitatively or quali-
tatively determining the cells in the sample. This can be achieved, for instance, by cell counting, by PCR methods, in
particular by real time PCR, by using iectins or by methods involving antibodies, viral binding proteins, aptamers or
antimicrobial peptides (AMP) directed to surface structures of said cells (e.g. cell specific ELISA or RIA).
[0050] After the isolation step the cells are preferably washed with water, a buffer solution and/or detergent comprising
solutions. However, it is of course possible to add to the wash buffer one or more additional substances. The wash step
may be repeated for several times (e.g. 2, 3 , 4 , 5 or 10 times) or only once. In the course of the washing step the cells
are typically resuspended in the buffer and then filtered or centrifuged. If insoluble particles are present in the dissolved
sample (e.g. calcium phosphate particles of cheese) said particles can be removed either by centrifugation at a lower
rotational speed or by letting the particles settle over time (cells will remain in both cases in the supernatant) .
[0051] The cells may also be washed with detergent comprising solutions. This will allow to further remove fat remnants
potentially contained in the cell suspension. Preferred detergents to be used in this method step are those detergents
regularly used for fat removal.
[0052] One advantage of the method according to the present invention is that the extraction solution only comprises
ionic liquids in moderate concentrations but no detergents. As a consequence, in contrast to known methods where the
extraction buffer typically comprises detergents and high amounts of chaotropes, it is possible to leave out or significantly
reduce the washing steps if the sample matrix allows for it, that means if it does not comprise e.g. fat remnants that
need to be removed with detergent comprising wash buffers. This feature of the present method makes it possible to
reduce extraction time and to directly or at least nearly directly after only one or two washing steps analyze the cells
with methods (like ELISA) which would otherwise be disturbed by the presence of chaotropic substances or detergents.
[0053] Due to the fact that preferably no detergent is present in the extraction solution, it is also possible to directly
isolate the cells using antibodies bound preferably to a solid support (e.g, beads, in particular magnetic beads). The
binding of the cells to antibodies permits to specifically isolate a certain type of cells, This is especially of interest when
the sample comprises more than one cell species.
[0054] According to a preferred embodiment of the present invention the amount of the cells in the sample is determined.
[0055] The amount of the cells in the sample can be determined by any method known in the art, in particular by
microbiological methods (e.g. dilution series), cell count, FACS analysis, real time PCR etc..
[0056] According to another preferred embodiment of the present invention the DNA or RNA of the cells is isolated.
[0057] Depending on the cells various methods may be employed to extract DNA (e.g. genomic DNA, plasmids) or
RNA (e.g. mRNA) . All these methods are known in the art and the single protocols mainly depend on the cell to be
lysed. The isolation may further require the addition of enzymes like lysozyme.
[0058] In order to enhance the lysis of the samples, in particular of samples with a high viscosity (e.g. cheese), said
sample is processed by a stomacher or mixer prior incubation with the extraction solution.
[0059] In order to determine or to monitor the efficiency of the isolation procedure the sample can be spiked with a
defined amount of control cells. The control cells are typically bacterial cells, preferably Gram-positive or Gram-negative
bacterial cells, fungal cells, archaeal cells, algae cells or plant cells. Preferably they are similar to the cells assumed to
be present in the sample but they are preferably not identical to the cells assumed to be present in the sample. The
amount of the recovered spiked control cells allows to determine the efficiency of the method of the present invention
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and may also indicate the amount of the cells to be isolated and determined present in the initial sample.
[0060] It is also possible to preincubate the sample with a compound exhibiting osmotic stress protective properties
to the cells.
[0061] In order to increase the resistance of the cells against osmotic stress, the sample comprising (potentially) the
cells to be isolated may be incubated with at least one compound which is able to induce osmotic protective responses
in said cells.
[0062] Compounds exhibiting such characteristics and which are preferably used in the method of the present invention
are glycine betaine and/or beta-lysine.
[0063] According to one embodiment of the present invention the sample is further incubated with at least one biopol-
ymer degrading enzyme.
[0064] Some samples from which the cells are isolated comprise structures of biopolymers which may not or only in
an inefficient manner be lysed by the addition of the extraction solution. If the sample, in particular the food sample, for
example comprises collagen and/or starch in an amount of, e.g., over 10%, said sample may be treated with substances
capable of degrading at least partially the collagen and starch content prior to its incubation with the matrix lysis system
of the present invention.
[0065] Therefore the sample is preferably incubated further with at least one biopolymer degrading enzyme. Samples
which are preferably incubated with biopolymer degrading enzymes are e.g. meat, fish, etc. Ice cream, eggs, blood,
milk, milk products etc. do usually not require the addition of biopolymer degrading enzyme. It surprisingly turned out
that the use of enzymes alone does not allow the isolation of cells.
[0066] As used herein, the term "biopolymer" refers to proteins, polypeptides, nucleic acids, polysaccharides like
cellulose, starch and glycogen etc. Therefore a "biopolymer degrading enzyme" is an enzyme which is able to degrade
a biopolymer (e.g. starch, cellulose), which may be insoluble in an aqueous buffer, to low molecular substances or even
to monomers.
Since the biopolymer degrading enzyme may be active under certain pH and temperature conditions (the use of specific
buffers may also play a role) it is advantageous to perform the incubation with said enzymes under optional conditions.
These conditions depend on the enzyme used and are known in the art. Also the incubation time depends on extrinsic
factors like pH and temperature. Therefore the incubation time may vary from 10s to 6h, preferably 30s to 2h.
[0067] The biopolymer degrading enzyme is preferably selected from the group consisting of proteases, cellulases
and amylase. Examples of these enzymes are Savinase 24 GTT (Subtilin), Carenzyme 900 T , Stainzyme GT. Starch
degrading enzymes are e.g. cyclodextrin glucanotransferase, alpha-amylase, beta-amylase, glucoamylase, pullulanase
and isoamylase, in particular α-amylase.
[0068] In known methods using buffers comprising chaotropic agents and detergents the biopolymer degrading en-
zymes cannot be added during the matrix lysis step as chaotropes and detergents may negatively influence the enzyme
activity so that the biopolymers are not efficiently degraded into fragments or monomers.
[0069] In contrast to this, in the method according to the present invention, the biopolymer degrading enzyme can be
incubated with the sample prior to step b) and/or during step b) and/or after step c) (step b) being the lysis step where
the sample is incubated with the extraction solution and step c) being the isolation step).
[0070] The method according to the present invention can be performed within a few hours, typically within 1 to 6 hours.
[0071] Ionic liquids or liquid salts as used in the present invention are ionic species which consist of an organic cation
and a generally inorganic anion. They do not contain any neutral molecules and usually have melting points below 373 K.
[0072] The area of ionic liquids is currently being researched intensively since the potential applications are multifarious.
Review articles on ionic liquids are, for example, R. Sheldon "Catalytic reactions in ionic liquids", Chem. Commun., 2001,
2399-2407; M.J. Earle, K.R. Seddon "Ionic liquids. Green solvent for the future", Pure Appl. Chem., 72 (2000), 1391-1398;
P. Wasserscheid, W. Keim "Ionische Flussigkeiten - neue Losungen für die Übergangsmetallkatalyse" [Ionic Liquids -
Novel Solutions for Transition-Metal Catalysis], Angew. Chem., 112 (2000), 3926-3945; T. Welton "Room temperature
ionic liquids. Solvents for synthesis and catalysis", Chem. Rev., 92 (1999), 2071-2083 or R. Hagiwara, Ya. Ito "Room
temperature ionic liquids of alkylimidazolium cations and fluoroanions", J. Fluorine Chem., 105 (2000), 221-227).
[0073] In general, all ionic liquids of the general formula K+A- known to the person skilled in the art, in particular those
which are miscible with water, are suitable in the method according to the invention.
[0074] The anion A- of the ionic liquid is preferably selected from the group comprising halides, tetrafluoroborate,
hexafluorophosphate, cyanamide, thiocyanate or imides of the general formula [N(Rf)2]- or of the general formula
[N(XRf)2]-, where Rf denotes partially or fully fluorine-substituted alkyl having 1 to 8 C atoms and X denotes SO2 or CO.
The halide anions here can be selected from chloride, bromide and iodide anions, preferably from chloride and bromide
anions. The anions A- of the ionic liquid are preferably halide anions, in particular bromide or iodide anions, or tetrafluor-
oborate or cyanamide or thiocyanate.
[0075] There are no restrictions per se with respect to the choice of the cation K+ of the ionic liquid. However, preference
is given to organic cations, particularly preferably ammonium, phosphonium, uronium, thiouronium, guanidinium cations
or heterocyclic cations.
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[0076] Ammonium cations can be described, for example, by the formula (1)

[NR4]+ (1),

where

R in each case, independently of one another, denotes
H, where all substituents R cannot simultaneously be H,
OR’, NR’2, with the proviso that a maximum of one substituent R in formula (1) is OR’, NR’2,
straight-chain or branched alkyl having 1-20 C atoms,
straight-chain or branched alkenyl having 2-20 C atoms and one or more double bonds,
straight-chain or branched alkynyl having 2-20 C atoms and one or more triple bonds,
saturated, partially or fully unsaturated cycloalkyl having 3-7 C atoms, which may be substituted by alkyl groups
having 1-6 C atoms, where one or more R may be partially or fully substituted by halogens, in particular -F and/or
-Cl, or partially by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X, -NO2, and where one
or two non-adjacent carbon atoms in R which are not in the α-position may be replaced by atoms and/or atom groups
selected from the group -O-, -S-, -S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-, -P(O)R’O-, -C(O)NR’-, -SO2NR’-,
-OP(O)R’O-, -P(O)(NR’2)NR’-, -PR’2=N- or -P(O)R’- where R’ may be = H, non-, partially or perfluorinated C1- to
C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or substituted phenyl and X may be = halogen.

[0077] Phosphonium cations can be described, for example, by the formula (2)

[PR2
a]+ (2),

where

R2 in each case, independently of one another, denotes
H, OR’ or NR’2
straight-chain or branched alkyl having 1-20 C atoms,
straight-chain or branched alkenyl having 2-20 C atoms and one or more double bonds,
straight-chain or branched alkynyl having 2-20 C atoms and one or more triple bonds,
saturated, partially or fully unsaturated cycloalkyl having 3-7 C atoms, which may be substituted by alkyl groups
having 1-6 C atoms, where one or more R2 may be partially or fully substituted by halogens, in particular -F and/or
-Cl, or partially by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X, -NO2, and where one
or two non-adjacent carbon atoms in R2 which are not in the α-position may be replaced by atoms and/or atom
groups selected from the group -O-, -S-, -S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-, -P(O)R’O-, -C(O)NR’-,
-SO2NR’-, -OP(O)R’O-, -P(O)(NR’2)NR’-, -PR’2=N- or -P(O)R’- where R’ = H, non-, partially or perfluorinated C1- to
C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or substituted phenyl and X = halogen.

[0078] However, cations of the formulae (1) and (2) in which all four or three substituents R and R2 are fully substituted
by halogens are excluded, for example the tris(trifluoromethyl)methylammonium cation, the tetra(trifluoromethyl)ammo-
nium cation or the tetra(nonafluorobutyl)ammonium cation.
[0079] Uronium cations can be described, for example, by the formula (3)

[(R3R4N)-C(=OR5)(NR6R7)]+ (3),

and thiouronium cations by the formula (4),

[(R3R4N)-C(=SR5)(NR6R7)]+ (4),

where

R3 to R7 each, independently of one another, denotes
hydrogen, where hydrogen is excluded for R5,
straight-chain or branched alkyl having 1 to 20 C atoms,
straight-chain or branched alkenyl having 2-20 C atoms and one or more double bonds,
straight-chain or branched alkynyl having 2-20 C atoms and one or more triple bonds,
saturated, partially or fully unsaturated cycloalkyl having 3-7 C atoms, which may be substituted by alkyl groups
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having 1-6 C atoms, where one or more of the substituents R3 to R7 may be partially or fully substituted by halogens,
in particular -F and/or -Cl, or partially by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X,
-NO2, and where one or two non-adjacent carbon atoms in R3 to R7 which are not in the α-position may be replaced
by atoms and/or atom groups selected from the group -O-, -S-, -S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-,
-P(O)R’O-, -C(O)NR’-, -SO2NR’-, -OP(O)R’O-, -P(O)(NR’2)NR’-, -PR’2=N- or -P(O)R’-where R’ = H, non-, partially
or perfluorinated C1- to C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or substituted phenyl and X = halogen.

[0080] Guanidinium cations can be described by the formula (5)

[C(NR8R9)(NR10R11)(NR12R13)t (5),

where

R8 to R13 each, independently of one another, denotes hydrogen, -CN, NR’2, -OR’
straight-chain or branched alkyl having 1 to 20 C atoms,
straight-chain or branched alkenyl having 2-20 C atoms and one or more double bonds,
straight-chain or branched alkynyl having 2-20 C atoms and one or more triple bonds,
saturated, partially or fully unsaturated cycloalkyl having 3-7 C atoms, which may be substituted by alkyl groups
having 1-6 C atoms, where one or more of the substituents R8 to R13 may be partially or fully substituted by halogens,
in particular -F and/or -Cl, or partially by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X,
-NO2, and where one or two non-adjacent carbon atoms in R8 to R13 which are not in the α-position may be replaced
by atoms and/or atom groups selected from the group -O-, -S-, -S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-,
-P(O)R’O-, -C(O)NR’-, -SO2NR’-, -OP(O)R’O-, -P(O)(NR’2)NR’-, -PR’2=N- or -P(O)R’-where R’ = H, non-, partially
or perfluorinated C1- to C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or substituted phenyl and X = halogen.

[0081] In addition, it is possible to employ cations of the general formula (6)

[HetN]+ (6),

where

HetN+ denotes a heterocyclic cation selected from the group
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or

where the substituents
R1’ to R4’ each, independently of one another, denote hydrogen, -CN, -OR’, -NR’2, -P(O)R’2, -P(O)(OR’)2,
-P(O)(NR’2)2, -C(O)R’, -C(O)OR’,
straight-chain or branched alkyl having 1-20 C atoms,
straight-chain or branched alkenyl having 2-20 C atoms and one or more double bonds,
straight-chain or branched alkynyl having 2-20 C atoms and one or more triple bonds,
saturated, partially or fully unsaturated cycloalkyl having 3-7 C atoms, which may be substituted by alkyl groups
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having 1-6 C atoms,
saturated, partially or fully unsaturated heteroaryl, heteroaryl-C1-C6-alkyl or aryl-C1-C6-alkyl,
where the substituents R1’, R2, R3’ and/or R4’ together may also form a ring system,
where one or more substituents R1’ to R4’ may be partially or fully substituted by halogens, in particular -F and/or
-Cl, or -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X, -NO2, but where R1’ and R4’

cannot simultaneously be fully substituted by halogens, and where, in the substituents R1’ to R4’, one or two non-
adjacent carbon atoms which are not bonded to the heteroatom may be replaced by atoms and/or atom groups
selected from the -O-, -S-, -S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-, -P(O)R’O-, -C(O)NR’-, -SO2NR’-,
-OP(O)R’O-, -P(O)(NR’2)NR’-, -PR’2=N- or -P(O)R’- where R’ = H, non-, partially or perfluorinated C1- to C6-alkyl,
C3- to C7-cycloalkyl, unsubstituted or substituted phenyl and X = halogen.

[0082] For the purposes of the present invention, fully unsaturated substituents are also taken to mean aromatic
substituents.
[0083] In accordance with the invention, suitable substituents R and R2 to R13 of the compounds of the formulae (1)
to (5)., besides hydrogen, are preferably: C1- to C20-, in particular C1- to C14-alkyl groups, and saturated or unsaturated,
i.e. also aromatic, C3- to C7-cycloalkyl groups, which may be substituted by C1- to C6-alkyl groups, in particular phenyl.
[0084] The substituents R and R2 in the compounds of the formula (1) or (2) may be identical or different here. The
substituents R and R2 are preferably different.
[0085] The substituents R and R2 are particularly preferably methyl, ethyl, isopropyl, propyl, butyl, sec-butyl, tert-butyl,
pentyl, hexyl, octyl, decyl or tetradecyl.
[0086] Up to four substituents of the guanidinium cation [C(NR8R9)(NR10R11)(NR12R13)]+ may also be bonded in pairs
in such a way that mono-, bi- or polycyclic cations are formed.
[0087] Without restricting generality, examples of such guanidinium cations are:

where the substituents R8 to R10 and R13 can have a meaning or particularly preferred meaning indicated above.
[0088] If desired, the carbocyclic or heterocyclic rings of the guanidinium cations indicated above may also be substi-
tuted by C1- to C6-alkyl, C1- to C6-alkenyl, NO2, F, Cl, Br, I, OH, C1-C6-alkoxy, SCF3, SO2CF3, COOH, SO2NR’2, SO2X’
or SO3H, where X and R’ have a meaning indicated above, substituted or unsubstituted phenyl or an unsubstituted or
substituted heterocycle.
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[0089] Up to four substituents of the uronium cation [(R3R4N)-C(=OR5)(NR6R7)]+ or thiouronium cation
[(R3R4N)-C(=SR5)(NR6R7)]+ may also be bonded in pairs in such a way that mono-, bi- or polycyclic cations are formed.
[0090] Without restricting generality, examples of such cations are indicated below, where Y = O or S:

where the substituents R3, R5 and R6 can have a meaning or particularly preferred meaning indicated above.
[0091] If desired, the carbocyclic or heterocyclic rings of the cations indicated above may also be substituted by C1-
to C6-alkyl, C1- to C6-alkenyl, NO2, F, Cl, Br, I, OH, C1-C6-alkoxy, SCF3, SO2CF3, COOH, SO2NR’2, SO2X or SO3H or
substituted or unsubstituted phenyl or an unsubstituted or substituted heterocycle, where X and R’ have a meaning
indicated above.
[0092] The substituents R3 to R13 are each, independently of one another, preferably a straight-chain or branched
alkyl group having 1 to 10 C atoms. The substituents R3 and R4, R6 and R7, R8 and R9, R10 and R11 and R12 and R13

in compounds of the formulae (3) to (5) may be identical or different. R3 to R13 are particularly preferably each, inde-
pendently of one another, methyl, ethyl, n-propyl, isopropyl, n-butyl, tert-butyl, sec-butyl, phenyl or cyclohexyl, very
particularly preferably methyl, ethyl, n-propyl, isopropyl or n-butyl.
[0093] In accordance with the invention, suitable substituents R1’ to R4’ of compounds of the formula (6), besides
hydrogen, are preferably: C1- to C20, in particular C1- to C12-alkyl groups, and saturated or unsaturated, i.e. also aromatic,
C3- to C7-cycloalkyl groups, which may be substituted by C1- to C6-alkyl groups, in particular phenyl.
[0094] The substituents R1’ and R4 are each, independently of one another, particularly preferably methyl, ethyl,
isopropyl, propyl, butyl, sec-butyl, tert-butyl, pentyl, hexyl, octyl, decyl, cyclohexyl, phenyl or benzyl. They are very
particularly preferably methyl, ethyl, n-butyl or hexyl. In pyrrolidinium, piperidinium or indolinium compounds, the two
substituents R1’ and R4 are preferably different.
[0095] The substituent R2’ or R3’ is in each case, independently of one another, in particular hydrogen, methyl, ethyl,
isopropyl, propyl, butyl, sec-butyl, tert-butyl, cyclohexyl, phenyl or benzyl. R2’ is particularly preferably hydrogen, methyl,
ethyl, isopropyl, propyl, butyl or sec-butyl. R2’ and R3’ are very particularly preferably hydrogen.
The C1-C12-alkyl group is, for example, methyl, ethyl, isopropyl, propyl, butyl, sec-butyl or tert-butyl, furthermore also
pentyi, 1-, 2- or 3-methylbutyl, 1,1-, 1,2- or 2,2-dimethylpropyl, 1-ethylpropyl, hexyl, heptyl, octyl, nonyl, decyl, undecyl
or dodecyl. Optionally difluoromethyl, trifluoromethyl, pentafluoroethyl, heptafluoropropyl or nonafluorobutyl.
[0096] A straight-chain or branched alkenyl having 2 to 20 C atoms, in which a plurality of double bonds may also be
present, is, for example, allyl, 2- or 3-butenyl, isobutenyl, sec-butenyl, furthermore 4-pentenyl, isopentenyl, hexenyl,
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heptenyl, octenyl, -C9H17, -C10H19 to -C20H39; preferably allyl, 2- or 3-butenyl, isobutenyl, sec-butenyl, furthermore
preferably 4-pentenyl, isopentenyl or hexenyl.
[0097] A straight-chain or branched alkynyl having 2 to 20 C atoms, in which a plurality of triple bonds may also be
present, is, for example, ethynyl, 1- or 2-propynyl, 2- or 3-butynyl, furthermore 4-pentynyl, 3-pentynyl, hexynyl, heptynyl,
octynyl, -C9H15, -C10H17 to -C20H37, preferably ethynyl, 1- or 2-propynyl, 2- or 3-butynyl, 4-pentynyl, 3-pentynyl or
hexynyl. Aryl-C1-C6-alkyl denotes, for example, benzyl, phenylethyl, phenylpropyl, phenylbutyl, phenylpentyl or phenyl-
hexyl, where both the phenyl ring and also the alkylene chain may be partially or fully substituted, as described above,
by halogens, in particular -F and/or -Cl, or partially by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH,
-SO2X, -NO2.
[0098] Unsubstituted saturated or partially or fully unsaturated cycloalkyl groups having 3-7 C atoms are therefore
cyclopropyl, cyclobutyl, cyclopentyl, cyclohexyl, cycloheptyl, cyclopentenyl, cyclopenta-1,3-dienyl, cyclohexenyl, cy-
clohexa-1,3-dienyl, cyclohexa-1,4-dienyl, phenyl, cycloheptenyl, cyclo-hepta-1,3-dienyl, cyclohepta-1,4-dienyl or cy-
clohepta-1,5-dienyl, each of which may be substituted by C1- to C6-alkyl groups, where the cycloalkyl group or the
cycloalkyl group substituted by C1- to C6-alkyl groups may in turn also be substituted by halogen atoms, such as F, Cl,
Br or I, in particular F or Cl, or by -OH, -OR’, -CN, -C(O)OH, -C(O)NR’2, -SO2NR’2, -C(O)X, -SO2OH, -SO2X, -NO2.
[0099] In the substituents R, R2 to R13 or R1’ to R4’, one or two non-adjacent carbon atoms which are not bonded in
the α-position to the heteroatom may also be replaced by atoms and/or atom groups selected from the group -O-, -S-,
-S(O)-, -SO2-, -SO2O-, -C(O)-, -C(O)O-, -N+R’2-, -P(O)R’O-, -C(O)NR’-, -SO2NR’-, -OP(O)R’O-, -P(O)(NR’2)NR’-,
-PR’2=N- or -P(O)R’- where R’ = non-, partially or perfluorinated C1- to C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or
substituted phenyl.
[0100] Without restricting generality, examples of substituents R, R2 to R13 and R1 to R4’ modified in this way are:

-OCH3, -OCH(CH3)2, -CH2OCH3, -CH2-CH2-O-CH3, -C2H4OCH(CH3)2, -C2H4SC2H5, -C2H4SCH(CH3)2, -S(O)CH3,
-SO2CH3, -SO2C6H5, -SO2C3H7, -SO2CH(CH3)2, -SO2CH2CF3,-CH2SO2CH3, -O-C4H8-O-C4H9, -CF3, -C2F5,
-C3F7, -C4F9, -C(CF3)3, -CF2SO2CF3, -C2F4N(C2F5)C2F5, -CHF2, -CH2CF3,
-C2F2H3, -C3FH6, -CH2C3F7, -C(CFH2)3, -CH2C(O)OH, -CH2C6H5, -C(O)C6H5 or P(O)(C2H5)2.

[0101] In R’, C3- to C7-cycloalkyl is, for example, cyclopropyl, cyclobutyl, cyclopentyl, cyclohexyl or cycloheptyl.
[0102] In R’, substituted phenyl denotes phenyl which is substituted by C1- to C6-alkyl, C1- to C6-alkenyl, NO2, F, Cl,
Br, I, OH, C1-C6-alkoxy, SCF3, SO2CF3, COOH, SO2X’, SO2NR"2 or SO3H, where X’ denotes F, Cl or Br and R" denotes
a non-, partially or perfluorinated C1- to C6-alkyl or C3- to C7-cyclo-alkyl as defined for R’, for example o-, m- or p-
methylphenyl, o-, m- or p-ethylphenyl, o-, m- or p-propylphenyl, o-, m- or p-isopropylphenyl, o-, m- or p-tert-butylphenyl,
o-, m- or p-nitrophenyl, o-, m- or p-hydroxyphenyl, o-, m-or p-methoxyphenyl, o-, m- or p-ethoxyphenyl, o-, m-, p-(trif-
luoromethyl)-phenyl, o-, m-, p-(trifluoromethoxy)phenyl, o-, m-, p-(trifluoromethylsulfonyl)phenyl, o-, m- or p-fluorophenyl,
o-, m- or p-chlorophenyl, o-, m- or p-bromophenyl, o-, m- or p-iodophenyl, further preferably 2,3-, 2,4-, 2,5-, 2,6-, 3,4-
or 3,5-dimethylphenyl, 2,3-, 2,4-, 2,5-, 2,6-, 3,4- or 3,5-dihydroxy-phenyl, 2,3-, 2,4-, 2,5-, 2,6-, 3,4- or 3,5-difluorophenyl,
2,3-, 2,4-, 2,5-, 2,6-, 3,4- or 3,5-dichlorophenyl, 2,3-, 2,4-, 2,5-, 2,6-, 3,4- or 3,5-dibromophenyl, 2,3-, 2,4-, 2,5-, 2,6-, 3,4-
or 3,5-dimethoxyphenyl, 5-fluoro-2-methylphenyl, 3,4,5-trimethoxyphenyl or 2,4,5-trimethylphenyl.
[0103] In R1’ to R4’, heteroaryl is taken to mean a saturated or unsaturated mono- or bicyclic heterocyclic radical having
5 to 13 ring members, in which 1, 2 or 3 N and/or 1 or 2 S or O atoms may be present and the heterocyclic radical may
be mono- or polysubstituted by C1- to C6-alkyl, C1- to C6-alkenyl, NO2, F, Cl, Br, I, OH, C1-C6-alkoxy, SCF3, SO2CF3,
COOH, SO2X’, SO2NR"2 or SO3H, where X’ and R" have a meaning indicated above.
The heterocyclic radical is preferably substituted or unsubstituted 2- or 3-furyl, 2- or 3-thienyl, 1-, 2- or 3-pyrrolyl, 1-, 2-,
4- or 5-imidazolyl, 3-, 4- or 5-pyrazolyl, 2-, 4- or 5-oxazolyl, 3-, 4- or 5-isoxazolyl, 2-, 4- or 5-thiazolyl, 3-, 4- or 5-isothiazolyl,
2-, 3- or 4-pyridyl, 2-, 4-, 5- or 6-pyrimidinyl, furthermore preferably 1,2,3-triazol-1-, -4- or -5-yl, 1,2,4-triazol-1-, -4- or -5-
yl, 1- or 5-tetrazolyl, 1,2,3-oxadiazol-4- or -5-yl 1,2,4-oxadiazol-3- or -5-yl, 1,3,4-thiadiazol-2- or -5-yl, 1,2,4-thiadiazol-
3- or -5-yl, 1,2,3-thiadiazol-4- or -5-yl, 2-, 3-, 4-, 5- or 6-2H-thiopyranyl, 2-, 3- or 4-4H-thiopyranyl, 3- or 4-pyridazinyl,
pyrazinyl, 2-, 3-, 4-, 5-, 6- or 7-benzofuryl, 2-, 3-, 4-, 5-, 6- or 7-benzo-thienyl, 1-, 2-, 3-, 4-, 5-, 6- or 7-1 H-indolyl, 1-, 2-,
4- or 5-benzimidazolyl, 1-, 3-, 4-, 5-, 6- or 7-benzopyrazolyl, 2-, 4-, 5-, 6- or 7-benzoxazolyl, 3-, 4-, 5-, 6- or 7-benzisoxazolyl,
2-, 4-, 5-, 6- or 7-benzothiazolyl, 2-, 4-, 5-, 6- or 7-benzisothiazolyl, 4-, 5-, 6- or 7-benz-2,1,3-oxadiazolyl, 1-, 2-, 3-, 4-,
5-, 6-, 7- or 8-quinolinyl, 1-, 3-, 4-, 5-, 6-, 7- or 8-isoquinolinyl, 1-, 2-, 3-, 4- or 9-carbazolyl, 1-, 2-, 3-, 4-, 5-, 6-, 7-, 8- or
9-acridinyl, 3-, 4-, 5-, 6-, 7- or 8-cinnolinyl, 2-, 4-, 5-, 6-, 7- or 8-quinazolinyl or 1-, 2- or 3-pyrrolidinyl.
[0104] Heteroaryl-C1-C6-alkyl is, analogously to aryl-C1-C6-alkyl, taken to mean, for example, pyridinylmethyl, pyrid-
inylethyl, pyridinylpropyl, pyridinylbutyl, pyridinylpentyl, pyridinylhexyl, where the heterocyclic radicals described above
may furthermore be linked to the alkylene chain in this way.
[0105] HetN+ is preferably
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or

where the substituents R1’ to R4’ each, independently of one another, have a meaning described above. Morpholinium
and imidazolium cations are particularly preferred in the present invention, where R1’ to R4’ in the said cations denote,
in particular, in each case independently of one another, hydrogen, straight-chain or branched alkyl having 1-20 C atoms,
where one or more substituents R1’ to R4’ may be partially substituted by -OH or -OR’, where R1’ = non-, partially or
perfluorinated C1- to C6-alkyl, C3- to C7-cycloalkyl, unsubstituted or substituted phenyl.
[0106] The cations of the ionic liquid according to the invention are preferably ammonium, phosphonium, imidazolium
or morpholinium cations, most preferred are imidazolium cations.
[0107] Very particularly preferred substituents R, R2, R1’ to R4’ of the preferred ammonium, phosphonium, imidazolium
or morpholinium cations are selected from methyl, ethyl, propyl, butyl, hexyl, decyl, dodecyl, octadecyl, ethoxyethyl,
methoxyethyl, hydroxyethyl or hydroxypropyl groups.
[0108] It is preferred that the imidazolium cations are substituted by alkyl, alkenyl, aryl and/or aralkyl groups which
may themselves be substituted by functional groups such as by groups containing nitrogen, sulfur and/or phosphorous
wherein different oxidation states are possible. Preferred examples of these functional groups according to the invention
are: amine, carboxyl, carbonyl, aldehyde, hydroxy, sulfate, sulfonate and/or phosphate groups.
[0109] One or both of the N atoms of the imidazolium ring can be substituted by identical or different substituents.
Preferably both nitrogen atoms of the imidazolium ring are substituted by identical or different substituents.
[0110] It is also possible or preferred according to the invention that the imidazolium salts are additionally or exclusively
substituted at one or more of the carbon atoms of the imidazolium ring.
[0111] Preferred as the substituents are C1-C4 alkyl groups such as methyl, ethyl, n-propyl, isopropyl, n-butyl and/or
isobutyl groups. Substituents which are also preferred are C2-C4 alkenyl groups such as ethylene, n-propylene, isopro-
pylene, n-butylene and/or isobutylene, also alkyl and alkenyl substituents having more than 4 C atoms are comprised
wherein for example also C5-C10 alkyl or alkenyl substituents are still preferred. Due to solubility of the ionic liquid it
might be favourable that these C5-C10 alkyl or alkenyl groups have one or more other substituents such as phosphate,
sulfonate, amino and/or phosphate groups at their alkyl and/or alkenyl groups.
[0112] As the aryl substituents are preferred according to the invention mono- and/or bicyclic aryl groups, phenyl,
biphenyl and/or naphthalene as well as derivatives of these compounds which carry hydroxy, sulfonate, sulfate, amino,
aldehyde, carbonyl and/or carboxy groups. Examples of preferred aryl substituents are phenol, biphenyl, biphenol,
naphthalene, naphthalene carboxylic acids, naphthalene sulfonic acids, biphenylols, biphenyl carboxylic acids, phenol,
phenyl sulfonate and/or phenol sulfonic acids.
[0113] Imidazolium thiocyanates, dicyanamides, tetrafluoroborates, iodides, chlorides, bromides or hexafluorophos-
phates are very particularly preferably employed in the methods according to the invention, where 1-decyl-3-methylim-
idazolium bromide, 1-decyl-3-methylimidazolium iodide, 1-decyl-3-methylimidazolium hexafluorophosphate, 1-decyl-3-
methylimidazolium tetrafluoroborate, 1-decyl-3-methylimidazolium thiocyanate, 1-decyl-3-methylimidazolium dicyana-
mide, 1-dodecyl-3-methylimidazolium chloride, 1-dodecyl-3-methylimidazolium bromide, 1-dodecyl-3-methylimidazo-
lium iodide, 1-dodecyl-3-methylimidazolium hexafluorophosphate, 1-dodecyl-3-methylimidazolium tetrafluoroborate, 1-
dodecyl-3-methylimidazolium thiocyanate, 1-dodecyl-3-methylimidazolium dicyanamide, 1-hexyl-3-methylimidazolium



EP 2 443 226 B1

15

5

10

15

20

25

30

35

40

45

50

55

bromide, 1-hexyl-3-methylimidazolium chloride, 1-hexyl-3-methylimidazolium iodide, 1-hexyl-3-methylimidazolium hex-
afluorophosphate, 1-hexy!-3-methylimidazo!ium tetrafluoroborate, 1-hexyl-3-methylimidazolium thiocyanate, 1-hexyl-3-
methylimidazolium dicyanamide, 1-octyl-3-methylimidazolium bromide, 1-octyl-3-methylimidazolium iodide, 1-octyl-3-
methylimidazolium hexafluorophosphate, 1-octyl-3-methylimidazolium tetrafluoroborate, 1-octyl-3-methylimidazolium
thiocyanate, 1-octyl-3-methylimidazolium dicyanamide, 1-butyl-3-methylimidazolium bromide, 1-butyl-3-methylimidazo-
lium iodide, 1-butyl-3-methylimidazolium hexafluorophosphate, 1-butyl-3-methylimidazolium tetrafluoroborate, 1-butyl-
3-methylimidazolium thiocyanate, 1-butyl-3-methylimidazolium dicyanamide, 1-ethyl-3-methylimidazolium bromide, 1-
ethyl-3-methylimidazolium iodide, 1-ethyl-3-methylimidazolium hexafluorophosphate, 1-ethyl-3-methylimidazolium
tetrafluoroborate, 1-ethyl-3-methylimidazolium thiocyanate, 1-ethyl-3-methylimidazolium dicyanamide, are especially
preferred in the method according to the invention. Most preferred are 1-butyl-3-methylimidazolium tetrafluoroborate,
1-butyl-3-methylimidazolium thiocyanate, 1-butyl-3-methylimidazolium dicyanamide, 1-ethyl-3-methylimidazolium
tetrafluoroborate, 1-ethyl-3-methylimidazolium thiocyanate, 1-ethyl-3-methylimidazolium dicyanamide, 1-hexyl-3-meth-
ylimidazolium tetrafluoroborate, 1-hexyl-3-methylimidazolium thiocyanate, 1-hexyl-3-methylimidazolium dicyanamide.
[0114] The ionic liquids used according to the invention are preferably liquids, i.e. preferably they are liquids which
are ionic at room temperature (about 25° C.). However, also ionic liquids can be used which are not liquid at room
temperature but which then should be present in a liquid form or should be soluble in the extraction solution at the
temperature at which the method of the present invention is performed.
[0115] An extraction solution for the isolation of cells from a complex matrix comprises at least:

- MgCl2 and/or an ionic liquid
typically in water or an aqueous buffer.

[0116] The MgCl2 - if present - is typically present in the extraction solution in concentrations between 0.5 and 3 M,
preferably between 0.5 and 2 M, more preferably between 1 and 2 M.
[0117] The ionic liquid - if present - is typically present in concentrations between 0.5 and 20% by weight, preferably
between 1 and 10 % by weight, based on the mixture.
[0118] Preferably the extraction solution has a pH value greater than 5 and lower than 9, preferably greater than 6
and lower than 8, more preferably between 6.5 and 7.5.
[0119] The buffer of the present invention is selected from the group of phosphate buffer, phosphate buffered saline
buffer (PBS), 2-amino-2-hydroxymethyl-I, 3-propanediol (TRIS) buffer, TRIS buffered saline buffer (TBS) and TRIS/EDTA
(TE) .
[0120] A kit for the isolation of cells from a complex matrix comprises:

- an extraction solution according to the present invention and

- at least one biopolymer degrading enzyme (see above).

[0121] Preferably the at least one biopolymer degrading enzyme is selected from the group consisting of proteases,
cellulases and amylases, preferably α-amylases.
[0122] The method and the kit according to the present invention offer a very mild and effective matrix lysis system.
The extraction solution effectively lyses the matrix of most of the complex samples which are e.g. typical in food analysis
while the target cells remain unaffected and thus viable. Due to the very mild matrix lysis conditions, even the surface
structures of the cells typically remain intact and unaffected. Dead cells present in the sample prior to the matrix lysis
can be removed prior to detection of the cells if necessary. Consequently, the method and the kit of the present invention
offer a simple and fast way to isolate cells, preferably viable cells, from complex samples and - combined with sensitive
detection methods like real time PCR - allow for fast and sensitive detection of pathogens in food and other complex
samples.
[0123] The present invention is further illustrated by the following figures and examples, however, without being re-
stricted thereto.

Fig. 1 gives one exemplary flow scheme for the procedural steps that have to be performed when using the method
according to the present invention for detecting (qualitatively and/or quantitatively) pathogenic bacterial cells in
complex samples like food samples.

Fig. 2 shows the results of the plate count quantification of L. monocytogenes and S. Typhimurium investigated in
Application Example 5.
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Examples

[0124] The following examples represent practical applications of the invention.

1. Bacterial strains and culture conditions.

[0125] Listeria monocytogenes EGDe (1/2a, internal number 2964) is used as a model organism for Gram-positive
bacteria and as a DNA quantification standard for real-time PCR. Salmonella enterica serovar Typhimurium (NCTC
12023) is used as a model organism for Gram-negative bacteria and as a DNA quantification standard for real-time
PCR. The bacteria are maintained at -80°C using MicroBank™ technology (Pro-Lab Diagnostics, Richmont Hill, Canada)
and are part of the collection of bacterial strains at the Institute of Milk Hygiene, Milk Technology and Food Science,
University of Veterinary Medicine, Vienna, Austria. All bacterial strains are grown overnight in tryptone soya broth with
0.6% (w/v) yeast extract (TSB-Y; Oxoid, Hampshire, United Kingdom) at the respective optimal growth temperatures
(37°C, L. monocytogenes and 42°C, S. Typhimurium).

2. Microscopic investigation.

[0126] Viability staining is performed by adding 1 ml of component A and 1 ml of component B of the LivelDead®

BacLight™ Bacterial Viability Kit (Molecular Probes, Willow Creek, OR, USA) to 1 ml of an appropriate dilution of the
bacterial cultures in sterile filtered Ringer’s solution (Merck, Darmstadt, Germany). The samples are incubated for 15
minutes (min) in the dark, 400 ml are filtered onto 0.22-mm-pore-sized 13-mm black polycarbonate filters (Millipore,
Billerica, MA, USA) using a 5 ml syringe and a Swinnex filter holder (Millipore). 12.7 mm filter discs to test antibiotics
(Schleicher & Schuell GmbH, Dassel, Germany) are placed beneath the polycarbonate filters in the filter holder for
support. Fifteen fields per filter are analysed for each sample. The following formula is used to calculate the number of
stained cells per ml sample: N = mean number of cells per field 3 (effective filtration area/area of the field) 3 (1/dilution
factor) 3 (1/filtrated volume in ml). A Leitz Laborlux 8 fluorescence microscope (Leitz, Germany, Wetzlar) with a 470
nm filter and is used for microscopic analysis at one thousand-fold magnification.

3. Inoculation of foods.

[0127] For artificial contamination of food one millilitre of the overnight culture is transferred to one millilitre of fresh
medium and incubated at the respective optimal growth temperature for three hours. Subsequently 100 ml of the appro-
priate dilutions in PBS (phosphate buffered saline) are added to the samples. The plate count method and tryptone soya
agar plates supplemented with 0.6% (w/v) yeast extract (TSA-Y; Oxoid, Hampshire, United Kingdom) are used for
quantification of all bacterial strains used. The agar plates are incubated at the respective optimal growth temperature
for 24 hours. All sample matrices are purchased from local supermarkets. All samples used for artificial contamination
are tested to be L. monocytogenes and S. Typhimurium negative, using the matrix lysis protocol and respective real-
time PCR assays as described below. All inoculation experiments are performed in duplicate.

4 A. Matrix lysis with extraction solution comprising ionic liquid.

[0128] A 5% (v/v) aqueous solution of 1-ethyl-3-methylimidazolium thiocyanate ([emim]SCN; Merck KGaA, Darmstadt,
Germany) is used for ice cream and egg. A 7.5% (v/v) aqueous solution of [emim]SCN is used for ultra high temperature
(UHT) milk. If not otherwise indicated matrix lysis is performed as follows: 12.5 g of liquid or 6.25 g of solid foodstuff are
mixed with 10 ml lysis buffer and homogenized twice each in the Stomacher 400 (Seward, London, UK) laboratory
blender for 3 min each. The homogenate is transferred to 50 ml polypropylene tubes (Corning, NY, USA). Lysis buffer
is added to bring the volume to 45 ml. The samples are incubated horizontally in a water bath (at 37°C for L. monocytogenes
or 42°C for S. Typhimurium, respectively) and shaken at 200 rpm for 30 min. The samples then are centrifuged at 3,220
3 g for 30 min at room temperature. The pellet is re-suspended in 40 ml washing buffer (1% Lutensol AO-07, and PBS)
and incubated horizontally in a water bath, shaken at 200 rpm for 30 min at the temperatures used during the lysis step.
Afterwards, the samples are centrifuged at 3,220 3 g for 30 min at room temperature and the supernatant is gently
discarded. The pellet is re-suspended in 500 ml PBS, transferred to a 1.5 ml plastic tube (Eppendorf, Hamburg, Germany)
and washed twice in 1 ml PBS with additional centrifugation for 5 min at 5,000 3 g.

4 B. Matrix lysis with extraction solution comprising MgCL2.

[0129] The lysis buffer (= extraction solution) contains 0.5 to 3 M MgCl2, 1 x Tris buffer, pH 5-7.
12 g of liquid or 6 g of solid foodstuff are mixed with 10 ml lysis buffer and homogenized twice each in the Stomacher
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400 (Seward, London, UK) laboratory blender for 3 min each. The homogenate is transferred to 50 ml polypropylene
tubes (Corning, NY, USA). Lysis buffer is added to bring the volume to 45 ml. The samples are incubated horizontally
in a water bath (at 37°C for L. monocytogenes or 42°C for S. Typhimurium, respectively) and shaken at 200 rpm for 30
min. The samples then are centrifuged at 3,220 3 g for 30 min at room temperature. The supernatant is carefully removed
leaving about 500 ml of the sample in the tube. The remaining sample and pellet is re-suspended in 40 ml washing buffer
(1% Lutensol AO-07, and 1 x PBS) and incubated horizontally in a water bath, shaken at 200 rpm for 30 min at the
temperatures used during the lysis step. Afterwards, the samples are centrifuged at 3,220 3 g for 30 min at room
temperature and the supernatant is gently discarded to leave about 250 ml of the sample in the tube. The remaining
sample and pellet is re-suspended in 500 ml 1 x PBS, transferred to a 1.5 ml plastic tube (Eppendorf, Hamburg, Germany).
Afterwards, the samples are centrifuged for 5 min at 5,000 3 g at room temperature and the supernatant is gently
discarded. The remaining pellet is washed twice in 1 ml PBS with additional centrifugation for 5 min at 5,000 3 g.

5. DNA isolation.

[0130] DNA isolation from the remaining bacterial pellet following matrix lysis is performed using the NucleoSpin®

tissue kit (Machery-Nagel, Düren, Germany) and the support protocol for Gram-positive bacteria. The final step of the
protocol is modified and therefore two times 50 ml of double distilled water are used to elute the DNA from the column.

6. Viable cell quantification.

[0131] Viable cell quantification from the remaining bacterial pellet following matrix lysis is performed using the plate
count method (PCM) on both, unselective tryptone soya agar plates supplemented with 0.6% (w/v) yeast extract (TSA-
Y; Oxoid, Hampshire, United Kingdom). Selective xylose lysine deoxycholate agar (XLD; Oxoid, Hampshire, United
Kingdom) is used for S. Typhimurium and Oxoid Chromogenic Listeria Agar (OCLA; Oxoid, Hampshire, United Kingdom)
for L. monocytogenes.

7. DNA standard for real-time PCR quantification.

[0132] The genomic DNA of one millilitre overnight culture of L. monocytogenes is extracted by using the NucleoSpin®

tissue kit (Macherey - Nagel) and the support protocol for Gram-positive bacteria. DNA concentration is analytically
determined by fluorimetric measurment using a Hoefer DyNA Quant200 apparatus (Pharmacia Biotech, San Francisco,
CA, USA) and a 8452A Diode Array Spectrophotometer (Hewlett Packard, Palo Alto, CA, USA). The copy number of
the prfA gene is determined by assuming that, based on the molecular weight of the genome of L. monocytogenes, 1
ng of DNA equals 3.1 3 105 copies of the entire genome, and that the prfA gene is a single-copy gene. The copy numbers
of the Salmonella target were similarly determined by assuming 1.9 3 105 copies of the entire S. Typhimurium genome
per 1 ng of DNA.

8. Real-time PCR.

[0133] Real-time PCR detection of L. monocytogenes by targeting a 274 bp fragment of the prfA gene is performed
according to previously published formats (P. Rossmanith et al., Research in Microbiology, 157 (2006) 763-771)). S.
Typhimurium is detected using the SureFood® Kit (R-Biofarm, Darmstadt, Germany), according to the instruction manual.
Real-time PCR is performed in an Mx3000p real-time PCR thermocycler (Stratagene, La Jolla, CA, USA). The 25 ml
volume containes 5 ml of DNA template. Real-time PCR results are expressed as bacterial cell equivalents (BCE). All
real-time PCR reactions are performed in duplicate.

Application Examples

1. Real-time PCR of S. Typhimurium from ice cream and eggs following matrix lysis.

[0134] Artificially contaminated ice cream and eggs, containing a 4-step decimal dilution series of S. Typhimurium
starting at 6.67 3 105 CFU (standard derivation (SD): 6 2.54 3 105) per 6.25 g of sample, is subjected to DNA isolation
and real-time PCR after matrix lysis. The average number of BCE per sample obtained by real-time PCR from ice cream
is 3.31 3 106 (SD: 6 4.00 3 105) and 5.02 3 105 (SD: 6 2.87 3 105) from egg for 6.67 3 105 CFU inoculated cells,
3.34 3 105 (SD: 6 4.57 3 104) and 9.23 3 105 (SD: 6 6.26 3 104) from egg for 6.67 3 104 CFU inoculated cells, 2.68
3 104 (SD: 6 4.73 3 103) and 1.30 3 104 (SD: 6 2.73 3 103) from egg for 6.67 3 103 CFU inoculated cells and 2.74
3 103 (SD: 6 1.46 3 103) and 8.11 3 102 (SD: 6 4.82 3 102) from egg for 6.67 3 102 CFU inoculated cells (Table 1).
The average number of BCE achieved for the DNA isolation efficiency control sample before matrix lysis is 3.06 3 104
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(SD: 6 3.06 3 103) for 6.67 3 103 CFU inoculated cells. The respective average amount of inoculated bacterial cells
counted by means of microscopic cell counts is 1.84 3 104 (SD: 6 4.97 3 103) (Table 4).

2. Real-time PCR of L. monocytogenes from UHT milk following matrix lysis.

[0135] Artificially contaminated UHT milk, containing a 4-step decimal dilution series of L. monocytogenes starting at
1.14 3 106 CFU (SD: 6 2.28 3 105) per 12.5 ml of sample, is subjected to DNA isolation and real-time PCR after matrix
lysis. The average number of BCE per sample obtained by real-time PCR from UHT milk is 1.70 3 106 (SD: 6 1.90 3
105) for 1.14 3 106 CFU inoculated cells, 1.49 3 105 (SD: 6 2.22 3 104) for 1.14 3 105 CFU inoculated cells, 1.60 3
104 (SD: 6 3.27 3 103) for 1.14 3 104 CFU inoculated cells and 1.97 3 103 (SD: 6 7.09 3 102) for 1.14 3 103 CFU
inoculated cells (Table 1). The average number of BCE achieved for the DNA isolation efficiency control sample before
matrix lysis is 1.48 3 104 (SD: 6 1.93 3 103) for 1.14 3 104 CFU inoculated cells. The respective average amount of
inoculated bacterial cells counted by means of microscopic cell counts is 2.94 3 104 (SD: 6 7.64 3 103) (Table 4).
[0136] According to the protocols given in application Example 1 and 2, the matrix lysis protocol using an extraction
solution comprising at least one ionic liquid is tested in combination with real-time PCR to demonstrate the ability for
direct quantification of L. monocytogenes from UHT milk, as well as of S. Typhimurium from ice cream and eggs. In
comparison with the CFU of the inoculate before matrix lysis, bacterial cell equivalent (BCE) recovery rates of 190% for
L. monocytogenes from 12.5 ml UHT milk and of 298% for S. Typhimurium from 6.25 g ice cream and eggs are obtained
after matrix lysis (Table 4). These recovery rates are the result of an underestimation of the actual cell count per sample
by applying the PCM. This conclusion is verified by the fact that the BCE counts after matrix lysis correlates much better
with the cell counts of the microscopic investigation performed to count the inoculate before matrix lysis and the real-
time PCR control results (Table 4). In comparison with the cell counts by microscopic investigation of the inoculate before
matrix lysis, L. monocytogenes is recovered from milk with 75% and S. Typhimurium with 108%. In comparison with the
real-time PCR control before matrix lysis, L. monocytogenes is recovered from milk with 114% and S. Typhimurium with
65% (Table 4). The recovery rates for L. monocytogenes and S. Typhimurium are consistent for all inoculation levels
and all foodstuffs tested (Table 1). This demonstrated that the matrix lysis protocol using an extraction solution comprising
at least one ionic liquid enables adequate contaminate differentiation in log scale measures.

3. Plate count quantification of L. monocytogenes and S. Typhimurium from foodstuffs following matrix lysis.

[0137] Artificially contaminated foodstuffs, containing a 4-step decimal dilution series of either L. monocytogenes or
S. Typhimurium, are subjected to plate count quantification after matrix lysis. The average recovery of L. monocytogenes
from 12.5 ml samples is 108% on TSA-Y agar plates in comparison with the control sample. S. Typhimurium is recovered
from 6.25 g samples with an average 60% from eggs on TSA-Y agar plates. Quantification of S. Typhimurium on TSA-
Y agar from ice cream is not possible because of the microbial background flora of the foodstuff. An average recovery
of 36% is achieved (Table 2) when selective XLD agar is used.
On selective agar plates recovery rates are reduced in comparison with unselective agar plates. L. monocytogenes is
quantified from 12.5 ml UHT milk with an average recovery of 68% on OCLA agar and S. Typhimurium with 34% from

TABLE 1. Real-time PCR quantification of L. monocytogenes and S. Typhimurium from various foodstuffs after matrix 
lysis

L. monocytogenes S. Typhimurium

Inoculation level of the foodstuffs before matrix lysis CFUa/ml (SDb)
1.14 3 109 (6 2.28 3 108) 6.67 3 108 (6 2.54 3 108)

Recovery after matrix lysis BCEc/ml (SD)

Dil. rated 3 milk (UHT) egg ice cream

10-3 1.70 3 106 (6 1.90 3 105) 5.02 3 105 (6 2.87 3 105) 3.31 3 106 (6 4.00 3 105)
10-4 1.49 3 105 (6 2.22 3 104) 9.23 3 104 (6 6.26 3 104) 3.34 3 105 (6 4.57 3 104)

10-5 1.60 3 104 (6 3.27 3 103) 1.30 3 104 (6 2.73 3 103) 2.68 3 104 (6 4.73 3 103)
10-6 1.97 3 103 (6 7.09 3 102) 8.11 3 102 (6 4.82 3 102) 2.74 3 103 (6 1.46 3 103)

a CFU: colony forming units as obtained by plate count.
b SD.: standard deviation
c BCE.: bacterial cell equivalent (in terms of real-time PCR counts)
d Dilution series from the initial inoculation level concentrations
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6.25 g eggs on XLD agar, respectively (Table 3). These results correlate with the known fact that bacterial growth on
selective agar plates may be reduced in comparison with growth on unselective agar plates.
The recovery rates for both organisms are consistent for all inoculation levels, which shows that the matrix lysis protocol
enables proper contaminant differentiation in log scale measures. However, considering the high standard derivation
and the observed underestimation of the actual cell counts (Table 4), the PCM seems to be less appropriate for quan-
tification purposes in comparison with real-time PCR.

4. Comparison of plate count quantification of L. monocytogenes from UHT milk and S. Typhimurium from eggs 
following matrix lysis on unselective and selective agar plates.

[0138] 6.25 g of artificially contaminated eggs, containing a 4-step decimal dilution series of S. Typhimurium with 6.85
3 108 CFU/ml (relative standard derivation (RSD): 18.5%) are subjected to plate count quantification on TSA-Y and
XLD agar plates after matrix lysis. The average number of CFU per sample obtained by PCM from egg is 4.14 3 108

(RSD: 37.4%) on TSA-Y agar plates and 2.33 3 108 (RSD: 12.5%) on XLD agar plates. The recovery rate of S. Typh-
imurium from egg is 34% on selective and 60% on unselective agar (Table 3).
12.5 ml of artificially contaminated UHT milk, containing a 4-step decimal dilution series of L. monocytogenes with 4.30
3 108 CFU/ml (RSD: 26.4%) are subjected to plate count quantification on TSA-Y and OCLA agar plates after matrix
lysis. The average number of CFU per sample obtained by PCM from UHT milk is 4.65 3 108 (RSD: 36.8%) on TSA-Y
agar plates and 2.90 3 108 (RSD: 37.9%) on OCLA agar plates. The recovery rate of L. monocytogenes from UHT milk
is 67% on selective and 108% on unselective agar (Table 3).

TABLE 2. Viable cell quantification of L. monocytgenes and S. Typhimurium from various foodstuffs after matrix lysis

L. monocytogenes S. Typhimurium

UHT milka Egga Ice creamb

Controlc CFU/ml (RSDd) 4.30 3 108 (26.4%) 6.85 3 108 (18.5%) 6.99 3 108 (19%)
Foodstuff avg. after matrix lysis 

CFU/ml (RSD)
4.65 3 108 (36.8%) 4.14 3 108 (37.4%) 2.54 3 108 (22.2%)

Recovery rate (%)e 108% 60% 36%

a Results are based on values from tryptone soya agar + 0.6% (w/v) yeast extract.
b Results are based on values from xylose lysine deoxycholate agar.
c Inoculation level of the foodstuffs before matrix lysis.
d RSD.: relative standard deviation.
e Recovery is calculated on the basis of the CFU counts before and after matrix lysis.

TABLE 3. Comparison of viable cell counts of L. monocytogenes and S. Typhimurium from UHT milk and eggs after 
matrix lysis on selective (XLD; OCLA) and unselective (TSA-Y) agar plates

L. monocytogenesa S. Typhimuriumb

TSA-Yc OCLAc TSA-Yc XLDc

Controld before matrix lysis 
CFU/ml (RSDe)

4.30 3 108 (26.4%) - 6.85 3 108 (18.5%) -

Foodstuffa,b avg. after 
matrix lysis CFU/ml (RSD)

4.65 3 108 (36.8%) 2.90 3 108 (37.9%) 4.14 3 108 (37.4%) 2.33 3 108 (12.5%)

Recovery rate (%)f 108% 67% 60% 34%

a Foodstuff applied to matrix lysis: egg.
b Foodstuff applied to matrix lysis: UHT milk
c TSA-Y: Tryptone soya agar + 0.6% (w/v) yeast extract; XLD: Xylose lysine deoxycholate agar; OCLA: Oxoid
chromogenic Listeria agar.
d Inoculation level of the foodstuffs before matrix lysis.
e RSD.: relative standard deviation.
f Recovery is calculated on the basis of the CFU counts before and after matrix lysis.
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5. Plate count quantification of L. monocytogenes and S. Typhimurium.

[0139] The influence of different MgCl2 concentrations on the viability of Listeria monocytogenes and Salmonella
Typhimurium is investigated. The target organisms are incubated for 30 min with 3 different concentrations of MgCl2 (1
M, 2 M and 3 M) and at 3 different temperatures (35°C, 38°C and 45°C) and the CFUs on TSA-Y agar plates after the
treatment are compared with the control sample.
2.78 3 109 CFU/ml (relative standard derivation (RSD): 23%) Listeria monocytogenes cells are subjected to different
concentrations of MgCl2 and at different temperatures. With an incubation temperature of 35°C the CFU/ml of L. mono-
cytogenes are 3.86 3 109 CFU/ml (RSD: 22%) with 1 M MgCl2, 3.10 3 109 CFU/ml (RSD: 23%) with 2 M MgCl2 and
1.76 3 109 CFU/ml (RSD: 21 %) with 3 M MgCl2. With an incubation temperature of 38°C the CFU/ml of L. monocytogenes
are 4.06 3 109 CFU/ml (RSD: 31%) with 1 M MgCl2, 3.64 3 109 CFU/ml (RSD: 21%) with 2 M MgCl2 and 8.5 3 108

CFU/ml (RSD: 34%) with 3 M MgCl2. With an incubation temperature of 45°C the CFU/ml of L. monocytogenes are 4.39
3 109 CFU/ml (RSD: 23%) with 1 M MgCl2, 1.68 3 109 CFU/ml (RSD: 14%) with 2 M MgCl2 and 1.5 3 108 CFU/ml
(RSD: 15%) with 3 M MgCl2.
2.22 3 109 CFU/ml (RSD: 18%) Salmonella Typhimurium cells are subjected to different concentrations of MgCl2 and
at different temperatures. With an incubation temperature of 35°C the CFU/ml of S. Typhimurium are 1.15 3 109 CFU/ml
(RSD: 37%) with 1 M MgCl2, 2.3 3 108 CFU/ml (RSD: 41%) with 2 M MgCl2 and 5.75 3 107 CFU/ml (RSD: 36%) with
3 M MgCl2. With an incubation temperature of 38°C the CFU/ml of S. Typhimurium are 8.33 3 108 CFU/ml (RSD: 22%)
with 1 M MgCl2, 1.35 3 108 CFU/ml (RSD: 69%) with 2 M MgCl2 and 2.0 3 107 CFU/ml (RSD: 50%) with 3 M MgCl2.
With an incubation temperature of 45°C the CFU/ml of S. Typhimurium, is 4.1 3 108 CFU/ml (RSD: 23%) with 1 M
MgCl2. The results are visualized in Figure 2.

TABLE 4. Determination of the recovery rate of L. moncytogenes and S. typhimurium from various foodstuffs (ef) 
after matrix lysis as determined by real-time PCR

Recovery related 
to

Real-time PCR Inoculation levela

Controlb 
BCEc/ml 

(SDd)

Foodstuffs avge,f 
Samples after matrix 

lysis BCE/ml (SD)
Microscopya (SD) cells/ml

Plate count 
methoda 

CFU/ml (SD)

L. 
monocytogenese

1.48 3 104 
(6 1.93 103)

1.69 3 104 (6 1.71 3 
102)

2.94 3 104 (6 7.64 3 103)
1.14 3 104 (6 

2.28 3 103)

Recovery rate (%)g

Microscopy 50% 75% 100% -
Plate count 
method

130% 190% - 100%

Real-time PCR 100% 114% - -

S. Typhimuriumf
3.06 3 104 
(6 3.06 3 

103)

1.97 3 104 (6 1.58 3 
103)

1.84 3 104 (6 4.97 3 103)
6.67 3 103 (6 

2.54 3 103)

Recovery rate (%)

Microscopy 166% 108% 100% -

Plate count 
method

459% 295% - 100%

Real-time PCR 100% 65% - -

a Inoculation level of the foodstuffs before matrix lysis.
b Bacterial culture directly processed with NucleoSpin® tissue kit, without matrix lysis as control for DNA isolation
efficiency.
c BCE.: bacterial cell equivalent (in terms of real-time PCR counts)
d SD.: standard deviation
e Foodstuff applied to matrix lysis: UHT milk
f Foodstuffs applied to matrix lysis: Ice cream and egg.
g Recovery is calculated on the basis of the counts and values displayed in the respective vertical rows and compared
to the related value representing 100%
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6. S. Typhimurium viable cell count of artificially contaminated ice cream after matrix lysis.

[0140] Artificially contaminated foodstuffs, containing a 4-step decimal dilution series of S. Typhimurium, are subjected
to plate count quantification after matrix lysis. The matrix lysis protocol with 0.5 M MgCl2 is tested on xylose lysine
deoxycholate agar to demonstrate efficient direct quantification of S. Typhimurium from ice cream. S. Typhimurium is
recovered from 6.5 g ice cream with an average of 38%.

Claims

1. Method for isolating cells surrounded by a cell wall from a food sample, a body fluid, water or a tissue sample
comprising the steps of:

a) providing a food sample, a body fluid, water or a tissue sample,
b) incubating said sample with an extraction solution that comprises an ionic liquid in concentrations between
0.5 and 20% by weight, based on the weight of the mixture
c) isolating said cells from the mixture of step b) by centrifugation, filtration, dielectrophoresis and ultrasound,
or affinity binding.

2. Method according to claim 1 characterized in that at least 30% of the cells isolated in step c) are viable cells.

3. Method according to one or more of claims 1 to 2, characterized in that the cells are bacterial cells.

4. Method according to one or more of claims 1 to 3, characterized in that the extraction solution does not comprise
a detergent.

5. Method according to one or more of claims 1 to 4, characterized in that the sample is spiked with a defined amount
of control cells prior to step b).

6. Method according to one or more of claims 1 to 5, characterized in that the sample is pre-incubated with a compound
exhibiting osmotic stress-protective properties to the cells.

7. Method according to one or more of claims 1 to 6, characterized in that the sample is further incubated with at
least one biopolymer degrading enzyme.

8. Method according to one or more of claims 1 to 7, characterized in that in a further step d) the cells are analyzed
by cell counting, PCR methods, by using lectins or by methods involving antibodies, antimicrobial peptides (AMP),
aptameres or viral binding domains, directed to surface structures of said cells.

Patentansprüche

1. Verfahren zur Isolation von Zellen, die von einer Zellwand umgeben sind, aus einer Nahrungsprobe, einer Körper-
flüssigkeit, Wasser oder einer Gewebeprobe, umfassend die Schritte:

a) Bereitstellen einer Nahrungsprobe, einer Körperflüssigkeit, Wasser oder einer Gewebeprobe,
b) Inkubieren der Probe mit einer Extraktionslösung, die eine ionische Flüssigkeit in Konzentrationen zwischen
0,5 und 20 Gew.-%, bezogen auf das Gewicht des Gemischs, umfasst,
c) Isolieren der Zellen aus dem Gemisch von Schritt b) durch Zentrifugation, Filtration, Dielektrophorese und
Ultraschall oder Affinitätsbindung.

2. Verfahren nach Anspruch 1, dadurch gekennzeichnet, dass mindestens 30% der in Schritt c) isolierten Zellen
lebende Zellen sind.

3. Verfahren nach einem oder mehreren der Ansprüche 1 bis 2 dadurch gekennzeichnet, dass die Zellen Bakteri-
enzellen sind.

4. Verfahren nach einem oder mehreren der Ansprüche 1 bis 3, dadurch gekennzeichnet, dass die Extraktionslösung
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kein Detergenz umfasst.

5. Verfahren nach einem oder mehreren der Ansprüche 1 bis 4, dadurch gekennzeichnet, dass die Probe vor Schritt
b) mit einer definierten Menge Kontrollzellen versetzt wird.

6. Verfahren nach einem oder mehreren der Ansprüche 1 bis 5, dadurch gekennzeichnet, dass die Probe mit einer
Verbindung vorinkubiert wird, die den Zellen schützende Eigenschaften gegenüber osmotischem Stress verleiht.

7. Verfahren nach einem oder mehreren der Ansprüche 1 bis 6, dadurch gekennzeichnet, dass die Probe zusätzlich
mit mindestens einem Biopolymer-abbauenden Enzym inkubiert wird.

8. Verfahren nach einem oder mehreren der Ansprüche 1 bis 7, dadurch gekennzeichnet, dass in einem weiteren
Schritt d) die Zellen durch Zellzählung, PCR-Verfahren, durch Verwendung von Lectinen oder durch Verfahren, die
Antikörper, antimikrobielle Peptide (AMP), Aptamere oder virale Bindungsdomänen, die gegen Oberflächenstruk-
turen der Zellen gerichtet sind, beinhalten, analysiert werden.

Revendications

1. Méthode d’isolement de cellules entourées d’une paroi cellulaire, à partir d’un échantillon d’aliment, d’un fluide
corporel, d’eau ou d’un échantillon de tissu, comprenant les étapes consistant à :

a) fournir un échantillon d’aliment, un fluide corporel, de l’eau ou un échantillon de tissu,
b) incuber ledit échantillon avec une solution d’extraction comprenant un liquide ionique selon des concentrations
comprises entre 0,5 et 20% en poids, sur la base du poids du mélange,
c) isoler lesdites cellules du mélange de l’étape b) par centrifugation, filtration, diélectrophorèse et traitement
ultrasonore, ou fixation par affinité.

2. Méthode selon la revendication 1, caractérisée en ce qu’au moins 30% des cellules isolées dans l’étape c) sont
des cellules viables.

3. Méthode selon l’une ou plusieurs parmi les revendications 1 à 2, caractérisée en ce que les cellules sont des
cellules bactériennes.

4. Méthode selon l’une ou plusieurs parmi les revendications 1 à 3, caractérisée en ce que la solution d’extraction
ne comprend pas de détergent.

5. Méthode selon l’une ou plusieurs parmi les revendications 1 à 4, caractérisée en ce que l’échantillon est ensemencé
par une quantité définie de cellules témoins préalablement à l’étape b).

6. Méthode selon l’une ou plusieurs parmi les revendications 1 à 5, caractérisée en ce que l’échantillon est préincubé
avec un composé conférant aux cellules des propriétés de protection vis-à-vis d’un stress osmotique.

7. Méthode selon l’une ou plusieurs parmi les revendications 1 à 6, caractérisée en ce que l’échantillon est incubé
en outre avec au moins une enzyme de dégradation de biopolymères.

8. Méthode selon l’une ou plusieurs parmi les revendications 1 à 7, caractérisée en ce que dans une étape supplé-
mentaire d), les cellules sont analysées par numération cellulaire, des méthodes de PCR, en utilisant des lectines
ou par des méthodes impliquant des anticorps, des peptides antimicrobiens (AMP), des aptamères ou des domaines
de fixation viraux, dirigés contre des structures de surface desdites cellules.
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