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1.y B B Al A A T M 32 4K (TCR) , B TCRYATHLA-AL 143 7-15 5t rb By 52386 1 R AT ) %
A B A B R S L BT IR 98 A% (19 22 57 FH VVVGAVGVGK (SEQ ID NO:33) B{VVGAVGVGK (SEQ 1D
NO:35) ZH R, b Bk TR & HHSEQ ID NO: 1256 S8 B R 2 41 4H B ff) a 55 CDR 1 . I SEQ 1D
NO: 1261 & 2 7 51 41 i [ BECDR2 . 1 SEQ 1D NO: 127 (¥) & JE B2 7 51 4H. il ) « BECDR3 |
SEQ ID NO: 128148 18 5 71| 2H i I BAECDR] . FHSEQ ID NO: 12900 %8 3 18 )5 1) 2H ik 1Y) B
CDR2.FEHSEQ TD NO: 130 Z L ER 7 51 41 s ¥ BEECDRS .

2. UNACRI LR 1T IR () 43 B8 1) s AEAL R TCR , oA 5

L SEQ 1D NO: 131H 2 F B2 7 41 i) o v A8 X A1 AL SEQ 1D NO: 1321 & 24 1R 7 51 (1)
B I AR X o

3. AR ZER BT IR B 70 35 () B AL ) TCR, b 075

2 SEQ ID NO: 135/ & LR 7 I i B 1H € X A4 5 SEQ ID NO: 136H 2 FL 1R 7 51 ()
BEEHE X o

4 ANBCRE SR 1T IR 1) 53 B B s AL R TCR , A 5

A2 SEQ 1D NO: 13302 MR 7 A A o FE AL SEQ ID NO: 134 2L IR 17 91 ) Bk

5.0 B EA I 2 1K, FEXTHLA - AL 2 775 5 A BT S8 (1) S AR R A2 B B e 7
P, Bk 2838 () A7 VVVGAVGVGK (SEQ ID NO:33) BiVVGAVGVGK (SEQ ID NO:35) 415k, frik
LKA HSEQ D NO: 125/ & LB P #1140 i aBECDR L FHSEQ TD NO: 126/ & R P 41
H ) aECDR2FHSEQ 1D NO: 127/ 2 HE IR 7 71| 4H e ) a i CDR3 FHSEQ ID NO: 128 2 it
2 7 H 4 A I BEECDR L FHSEQ TD NO: 1291 R FE IR JT 41 4H B (1) BECDR2 . FIFH SEQ 1D NO:
1301 Z L 1R T 1 2H B 1) BEECDR3

6. BRI ZEREFT IR B 70 3 () B alifb 1) 22 Ik, HoAu

L5 SEQ 1D NO: 1312 R - #1 ) o vl A8 [X AL 57 SEQ ID NO: 1320 & FL R FF 41 i)
B I AF[X o

7. UBUREE SRS BT IR (1) 43 B B B 2 i 2 ik, AL

L2 SEQ 1D NO: 13302 MR 7 A o FE AL SEQ ID NO: 134 2L IR 17 91 1) Bk

8./ BN EA LI B FEXTHLA-ALL 2 775 5 o BT S (1) AR R A2 B B e 7
P, Bk 2838 () A7 VVVGAVGVGK (SEQ ID NO:33) BiVVGAVGVGK (SEQ ID NO:35) 415k, frik
wEHAS:

L& HISEQ ID NO: 12500 2 £ 7 4 4 B aBECDR 1. HISEQ ID NO: 126/ 2 £ 1R 5 4]
H R aFECDR2 AN EH SEQ TD NO: 1271 2 2L /R 7 F12H R 1) a FECDR 31 56 — 22 JIK ik s A1

L& HISEQ ID NO: 1280 2 £ /57 41 4 B BEECDR L HISEQ 1D NO: 129 2 £ 1R 5 4]
H I BEECDR2MTHISEQ 1D NO: 1301 28 51K 7 71| 4 R i BEECDR3 ) 26 — 2 IRk

9. BRI ZER 8T IR B 7 S ) sk alifb ) B, HoAu

BB BRI AR X () 2 — 2 IR, Frik a8 W] A2 X A0 2 SEQ 1D NO: 131 2 £E 8 7 41 s A
B BEE T AR X [P EE 2 ikEE , BT IR BEE ] A X L5 SEQ 1D NO: 1321 2 R 741

10 WnAUR] R 8 Bk i1 43 B B s afi AL B, oA 2 e

B (1) 55— 2 IR EE , BT iR a4 4 SEQ TD NO: 133[W & LR 5 41 s R & BEE I (1) 58
T2 KEE, FTiABBE R A SEQ 1D NO: 134/ & FE R 41

11. 5 B R B AE AL AR , AL & A BRI ZE R 1 -4 s T — IURT IR I TCR AR 3R 5-7

2
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AT — T B 14 22 ik BRI 23R 8- 10H A — T Bk (1) 2 - A% P R 7 971

12 B RIBHEAE, HA S AR ZR TR AL TR .

13. 47 B 01 F2m A, FoA S AU LR 12 Bk i) B 4H R IA S ik .

14 QOAURIEL SR 1S BTk i) 18 3= 40, 30 Hb B ik 40 & A 41

15. A, A 2 /b —FBCRI R 1380 L4 Bk 1 15 £ 4R .

16. 25 G4, HAL SRR EE R 1 -4 AT — BT R (1) TCR  BUR] ZL 3K 5 - TH AT — T i ik
(1) 22 IR BRI 3R 8- 10H AT — TR IR 1Y B 1 BRI EL SR T LT IR A% R W BUR 22 R 12 Frik i)
P FRIBFAR RN EER 138 1A BT IR I 15 = 4R A L BUAUR] 2R IS Fral () 4R B B, DL Je 25 7% ]
P2 A

17 AURNEER - A AT — T IR I TCR BRI 22 3K 5 - TH AT — TRk 1) 22 Ik BRI 225K 8 -
LOHAE — T (1) B 1 BRI SR 11T IR AL IR BRI L3R 1 2 i IR 1) B8 41 SR8 B BRI 2L
SR13EE LART IR 1) 1 5 40 A BRI 3K 15 B (1 40 B 1 - BBUR) B R 16 BT iR 11 25 W) 21 & W e
il & T D YA T BT BT W L 30 A 1) g o 1 25 0 b i ag b B O e OE 3R A
VVVGAVGVGK (SEQ ID NO:33) B{VVGAVGVGK (SEQ ID NO:35) fI EEIRF 41 .

18 AAALREE R 17 it () e, e b v 3 e i 2 SR &5 B Wi il e 55 A s B9
9 5T 2 e o
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IS BUKRASEY T4 AR S 1K

[0001] A5G HITE R AE X 5 H

[0002] A< H S 25K T-20 144 11 H26 H - 52 ) [ i I L F1 HH 3% 5562/084 , 6545 L
JeT-201546 H5 H #3219 35 E I it £ R i 2562/171, 3215 AL A , Ho& B iEid 51 FH 4k
AL

[0003] Sk FIRHACBUR B Bk 78 5T A 1 75 1]

(00041 AT 5 Hy 5 [ [ 7 AR e ) S0 Wt 7 B A BURE SCHE T 52 J ) » T H 9 5
JNZ01BCO11337-04 . BURF AT A K B ) S e SR

[0005] 3 51 FHIF AL T FEAZ I AR

[0006] it 5 FAE AR HF A ST 2 , BE A SCIR] IR 4R A2 1) 9 HLAR T 8 5E (0 F SEAL AT B2 %
HIR/RAIR 7 53 BFRA 722261 ST25. txt”, HHPN20164E11 H20H ) —#3231,164F

THIASCIT GLA) LA
[0007] KAy &
[0008]  — byt m B 2L A B A IR FIVE T L B, Rl 2 Y fE #5 88 HoAS vl UIBR i o R4

FEN A A 227 1R AR T VR B VR T 77 T B 3E f , AR VR 2 9 , 49 dn s &5 B e
I8 - PN e 0 S5 RN AT 2 e 1R TS TT RE 22 o IR I, e RE ) LA YR T 7 SR v R
W2 .

[0009] & HAMEIA

[0010] AU B St 77 SEHRAIL 15 SRAR I A7 LA B B e e 1 1) 43 B P Bl A Y T4
244k (TCR) , FT iR ZRAZ ) A (a) AL 2 VVVGADGVGK (SEQ ID NO:2) , 5% (b) HHVVVGAVGVGK
(SEQ ID NO:33) B{VVGAVGVGK (SEQ ID NO:35) ZH % .

[0011] AR BEFRAL T AHICH 2 BRATET (1, DA B AH G A IR  E 4 R IR 3Rk L 1 F= 4 P
St B R 5 A 7 W K TCRAT S IR 25 WA &40

[0012] AUk BHGEFRAL 1 Aar I L Zh 42 mh e R 1) A7 A5 10 T 32 ARG 97 BP0 0 2L 30 4 1)
e B TV

[0013] KA

[0014]  Kirsten K& AR 25 BU@ FE X [F JE 4 (KRAS) tH AR AGTPE§KRas , V-Ki-Ras2
Kirsten k5 A3 975 55 250 5 (K BRKRAS2 , A2 /NG TP R X 1) A 51 « KRASHT 1 e e AR AR
14 : KRASAZ AR AFIKRASAZAAB . B AE 55 Ui B, I SCHR S “KRAS” (RAZI B RAZY) 2 Fi5 AL A
ARIARARB o AN 52 45 2 BRAR BOATL I (1) A48, AR 24 RAB I, KRAS T B8 2 15 2 P N S ik 1) i
JoE A R IARE 5 T o B U R IR B 3 AT BRI 1% L IR I, AR HIKRAS 5 1 -
5’ - =W (GTP) 454, I GTPHEAS Jy 175 - — T2 (GDP) . SR ASHIKRASER [ 7 ) T 4 4 Bt
WG o FRAFIKRAS B [ 7] 7E A 2 N I iE (AT A — Fh A 304, 5l 4n, i (pancreatic
cancer) (40, FEARIE (pancreatic carcinoma)) &5 B e il (Flan, i) . =2 W
JEL g N S (9, b R 4 B S 0) RO 81 e .

[0015] A< BH ) St 7 SR 3Rt 17 43 B i B4l 4k R TCR, 0t 5848 ) AKRAS (R SCHR “98 4%
[IKRAS™) A B4 v o B AR 9 Ui B, T 3082 % “TCR” R TCRI) DI RE & 7 A D Re A8 4 .
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A B (R TCR AT X AT AR] R A8 I KRAS HE [ « 22 K BRUMK B A 0 S AR e e o 1 AR A B I S it 7 5%
H, BITIR TCRX R AR (IKRAS B B B R e M, Pk RAZAKRAS B AL 5 SEQ 1D NO: 1.
32,1228 123/ & AR - %) s HSEQ 1D NO:1.32.1228% 123K & AL FR 5 #1240 /i - SEQ 1D NO:
1FI32% H 1) RAZIKRASARARA TR 1 S IR 5 #1 KA T B T-SEQ ID NO: 299 AR FEAZ 1 L BF A
T (WT) KRASER A AR AZU IR 7 F1 R 265 1 - 1894, ANl Z AR EF-: 7ESEQ 1D NO: 1A132+, 28
12457 () H &R 73 3 FH R A R R B 4 R B . SEQ 1D NO: 12211235 H [ S AF [ KRASAZ A
BER [ &L F HI K A4 T-SEQ TD NO: 1210 AR 2848 WT KRASER 4 28RBS 2 2 5 41U
H1-18807 , AN[E] Z A AETF : #ESEQ 1D NO: 12201234, 55 124067 it H & 82 43 il i R & & R Bk
LS IR B e o AE AR B I AR I8 S it 77 S 7, TR TCRA TRABIRIKRAS, | (JUKBAG P A S 4, T
R RAZIIKRAS,, | JIKELE VVVGADGVGK (SEQ ID NO:2) BVVVGAVGVGK (SEQ 1D NO:33) 24k
1% 7 %) 8 1 VVVGADGVGK (SEQ 1D NO:2) JEEVVVGAVGVGK (SEQ ID NO:33) HI & FEMR FF 51 ZH /%«
SEQ ID NO:2FI331 AL KRAS K Z I IR 7 H1 K AR KT . F-SEQ 1D NO: 30 AR AL JWT
KRAS, | JIRZ IR 77 S 1) 551 - 1067, AF Z AL #E T : 7ESEQ ID NO: 21331, 55647 1) H 2 iR
73 ) R 2 IR B A I B 8 o AE AN R St U7 26 R, PITIR TCRAT R A HIKRAS | KA
PR 1, BTIR 2R AEIKRAS | AL & VVGADGVGK (SEQ ID NO:34) B{VVGAVGVGK (SEQ 1D
NO: 35) f) 2 /2 /5 4115 H VVGADGVGK (SEQ ID NO:34) B{VVGAVGVCK (SEQ ID NO:35) ff) 58
& 7 H4H 8. SEQ D NO: 34 F1350) A8 (KRAS Ik S8 FE /R 2 51 A X6k 2 F-SEQ ID NO: 31f A
RAZM)WT KRAS, | JKZFERR PP 5 551 - 961, AR Z AL FE T #ESEQ 1D NO:34F135H1, 555
AL H 2R 53 Tl Fh K A% I 4 I L e o FE AR IR 1) STt 7 e, BT IR TCR X 2R A8 [FJKRAS %
A BA PR 71, Frid RAZHIKRASFE AL (a) BL 5 VVVGADGVGK (SEQ D NO:2) , 83 (b)
VVVGAVGVGK (SEQ ID NO:33) 5VVGAVGVGK (SEQ ID NO: 35) ZH i o 75 4 A L 2 ) S it 77 v
iR TCRXY SR AZ HIKRAS AT A HL R RE 4 , ik 5878 I KRAS A A 2 VVVGADGVGK (SEQ 1D
NO:2) o 75 55— AL St 77 7, TR TCRXT 5848 (I KRAS R Aor B A T I e 57 14, BT ik 285 11
KRASZ A7 FHVVVGAVGVGK (SEQ ID NO:33) BiVVGAVGVGK (SEQ ID NO:35) 40 i - AT HIKRAS SR
/R #VVVGAVGVGK (SEQ ID NO:33) AIVVGAVGVGK (SEQ ID NO:35) 7EA ST FK N “KRAS
G12V” . ZRAF [IKRASZ L R 7 41| VVVGADGVGK (SEQ ID NO:2) FIVVGADGVGK (SEQ ID NO:34) 7F
AL “KRAS G12D7

[0016] AL ik i) SR AL HIKRAS A 2 F IR 7 1 A7 AE T+ N g i 10 13 1 G Ath R A% 1) B0
LA, R FHZ RELN BERAS T B (V-Ras) S50 225 R [R] U4 (NRAS) FlHarvey K B P8 976 5 20000 2
[Fl Y54 (HRAS) H o 378 1 ANRAS A AE 1) NHRAS I S5 R 7 51 5 6 A SCRT R IR SR N
KRASTRAL 7 41) o DRI, 7E AR S BH ) STt 77 2, A% % B I TCRIE % S A2 1) ANRASFIHRAS H A
B S L AR ) ANKRAS SR8 ) ANRAS FITFEAE () N HRASTE AR SC S FR A “RASFIHEAR” .
[0017]  FEAS K B SZiiti 5 22, Ak B A TCRAE 5 LA 3= 40 4R 28 2 A4 (MHC) T2 -1
S 1 7 AR ) R AR B BEAR 40 S AR IIKRAS o WA SCF FH, “MHC T8 - ity 77 X7 2 48
RTCRIELE A MHC T840 -5 5t N B S8 1) #E AR a0 58 A8 (I KRASHY 5] A B 8 7 o FTIRMHC T
571 AT LA G O R AT RIMHC. 12850 1, BIANHLA - A9y - o £E A R W A 0 0 S it 07 58
W, FIR TCRXT FEHLA- AL L4311 15 5 N Bt S X SR AR I e A A B S ks e ke

[0018] AU B TCRIEHEVF 2 A0 35, CLFE 2 iy FH T3k 4 2 200 P 42 2 11 411 SRS ) o SR AR 11
KRAS \ 237 [ NRAS FI 5 AR FTHRAS H J 41 B 2 28 T A Hi JE 5 10 g 14 4 B R 08 o AN 32 45 e 28
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T EAL I 1) A4, I\ 9 A 2 BH 1 TCRAS 1) - 0 [ ol I 4 S [) B e /M BRI B %o T 3
e 11 4 R %) AR TR 5 DT 497) 2 368 5 e /)N A BT o R B AR B 2 o T L, AR B B TCR AT ) e
IIIETT B TR 2848 (IKRAS - BH M HiE 5848 FRINRAS - BH A4 968 iE A1 58 42 FRHRAS - BH P S i (AN
i) 87 -3 Ak I 7 AR SRR 1) F A SRR Ry T TR — R e . A AR B I TCR AT 42
BEXT FEATFIKRAS 548 FINRAS AT 58 AF T HRAS H [ — Foh 8 22 P ) i B2 5 2 B0 1R ), LT it
WA 28 AL 2 () e A0 (040, A 3R (TFN) - y AR 2E L F % 9 5 A2 R KRAS FITHLA -
AL — R ER AR G 9338 HOKRAS, | BRKRAS | SRk s DA ) 28 & 6 30 40 ) 1) i
e

[0019] iR SC A Y, 4 05 “PU s s S PR 2 FE TCRBE LA =1 2 & 0 S PR 45 6 e 3 iR 1) 5%
AR [ HE AR W I AR [PIKRAS o 1 201, 24 5 DL 41 B 2 855 FR 0, Wi SR A TCRIG TN A 73 W &2 /0 &
200pg/mLEY B 2 (11, 200pg/mLELHE £ , 300pg/mLEL 5 % , 400pg/mLEL 5 % , 500pg/mLEY 5
% ,600pg/mLEF 2 ,700pg/mLELEE 2, 1000pg/mLELEE £ ,5,000pg/mLELHE %, 7,000pg/mL
B £,10,000pg/mLELHE £ ,20,000pg/mLEGE £ , B _F IR BUE H R B AN BT IR 2 1
FE) R TEN- vy, W TCR AT B DA A %o SAR () #EbR LA “PU RE TP« (a) HIRHR BE 1) SR B
Bk (B, 230 .05ng/mL&E £5ng/mL.0.05ng/mL.0. Ing/mL.0.5ng/mL. 1ng/mL.5ng/mL, 5%
R EAE AT P FTRR 5 S D Fit ) B B P O HLA- AL TSRS, B (b) £ ) b
SN G s 9 A5 R $EFR A% TR R 7 1 (470 I B 4 A HLA - AL 1 #E T, M\ 00 400 g 2 ik e 2
FRISE R o 24 5 P2 1o AP0 285 P9 A8 JR Pk o 0 0 6 B P RO LA - AT T HEL400 B S b R, R IA
AR BH ) TCRIP 4R B AR P 73 WA TEN- y

[0020]  mIEHbE L AR, 25 DL 4B LR IR, W SR AR L PR X R BT RIS I TFN- v &,
FIRTCRIGTHI AL /3 W 2= D PIAEHITFN- v, WAZTCR AT H A A5 2848 () S8 bR B AT “PiJE 5 5
P+ () PRI A 5728 S A ok ol 0 1 SR B 1k LA - AT 1 #E 40 , 5 (b) Eb 3 5T
P AR () SR A AZ EF R 40 B B0 R B P AU HLA - A L1 S 200 i, AT 5 600 200 i 62 3k 9 A )
B o B XS BRI 4 an, (1) 5 DR 4 H L 55 752 10 3K FriR TCRIG T - () FARTRNR AN
MR (Blhn , B A 5 5828 BB BRAS [A 6 F B10 AAD BE AN FCAt ) ke B0 470 J5 B 1k A HLA - AT B
AAE, B (b) L L 51N GRS A AR S IR A AZ TR R e 21 B 70 SR B P A HLA - AT 1 #E 4T, AT
15 BT IR BE A0 H R RS AE O s B (11) 5 OL T 4 3L 85 72 1 R 3% S 0 T4 e (B andi 5
PBMC , H AN A AITIRTCR) = (a) FHAH [ 94 FE 1 28 2% FA9 4 I Bk 3 ) 0 B 9 A T LA - AT L #E 4T
fe, Bk (b) C 1 o rb 51N G i 2828 (1 SEAR (A% 7R P2 51 AP0 R B P A HLA - AT #E4T L, AT
ol LT 2 0K T S P SR o o] 3k AN A3 A R 140 7 V2 A8 TR 4 928 P B U 2 (ELTSA)
Kl & TEN- v (1501

[0021] Al kML AN, 2 500N 4 SRR IR, an S AR LG 73 WA TEN - v (9 BH A XS HE T4 e 17
B, 2 /D A BRI R AR TCRIK T M 43 WATEN- v, JUIFT IR TCR AT 4N o) S AR I B A HL A
“GUR R R E ¢ () FIRIR A 925 K Ak i ) 7 S B 1k AOHLA - AT L HE 4B, 33 (b) 2
[ F6 7 51N G 58 A5 ) SR A A% TR R 7 6 B B 2 O HLA - AL L $E 4T, M i 15 $E 41 i 2
T SRR () B o JoA AT IH A ek B 1) 3 B T DA G et A e BE JHC At 7 T T 88 1) o R 3 ok AR Ak
SHNI 7 A5 QIEL TSPOR I B 40 WATEN - v I 4l a4 &= .

[0022] A BHHEAE 1AL & PR 2 1K (BD 2 ikEE) I TCR, BTk 2 K in TCRI¥ a i L TCRIP B
BE TCRA v %\ TCRA S BE B L4 & o A & B TCRIY) 22 ik vl B & AR A R L TR 7 5], S5 A2 Tk

6
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TCRX JEAZ Y ¥R U S AZ IKRAS B A Pt J5 45 Sk o

[0023]  YEAR KBSt 7 E A, BT IR TCRAL S 9 2% 2 Ik , 45 H B & n AR X, BT id mf A%
[X £, & TCRIK) H 4 %€ [X (CDR) 1.CDR2FICDRS o £E A & B 1 52 it J & vh , TR TCRAEL S 2 () 58
— ZIKEE, A5 A& SEQ ID NO: 3 LR /T 5IHICDRL (FT-KRAS G12D TCRAaFEM
CDR1) , £ 4'SEQ ID NO: 4[5 3185 41 ICDR2 (B -KRAS G12D TCREJa%E[ICDR2) , A4l &
SEQ ID NO:5(I% R 7 F1I[KJCDR3 (FL-KRAS G12D TCRIKJaBEMICDRS) 5 LA 2 55 — % ikt , 1
A5 A SEQ 1D NO: 6/ & FEER 7 5 HICDR1 (31-KRAS G12D TCREBEEFICDRI) , 2 SEQ
ID NO: 7R EE R 7 4111 CDR2 (Fi-KRAS G12D TCRIYBAEIKICDR2) , F1HL 4 SEQ ID NO:8MHIE
SR 7 FICDR3 (F1-KRAS G12D TCRIIBHEICDR3) 5 (b) 55— 2 ik, AL S B &SEQ 1D
NO: 125/ & 3 7 51 i T -KRAS G12V TCRa%%CDR1, 4 SEQ 1D NO:126f) & IR 51
Hi-KRAS G12V TCRa%ECDR2, fI4 & SEQ ID NO: 127(K & EE /8 7 7P -KRAS G12V TCRa’%k
CDR3; LA 248 — 2 ik, HiA & . A0 5 SEQ 1D NO: 128K & FE M8 7 41 1140 -KRAS G12V TCRB%E
CDR1,f & SEQ ID NO: 12900 JEM2 /7 51 I 411 -KRAS G12V TCRB#ECDR2, FIfL £ SEQ 1D NO:
130 WL 7 955 -KRAS G12V TCRBEECDR3; (c) 45— £ k%%, HA1& . A5 SEQ 1D NO:
1371 & R0 T 51 40 -KRAS G12V TCRa%%CDR1, 40,2 SEQ ID NO: 138/ 2 LR T FIH i -
KRAS G12V TCRa%%CDR2, F1f1 & SEQ ID NO: 13912 3L ES /5 4 i H%-KRAS G12V TCRa%
CDR3; LA 248 — 2 ik, HiA & - A5 SEQ 1D NO: 1400 S FE B8 7 41 1140 -KRAS G12V TCRB%E
CDR1,fL & SEQ ID NO:141f & FE8: 7 51 141 -KRAS G12V TCRB#ECDR2, FIfL £ SEQ 1D NO:
142/ LR FF H 4 -KRAS G12V TCRBEECDR3; B (d) 55— £ fIk%E, HA & . B4 SEQ 1D
NO: 149/ & FE 2 7 51 I T -KRAS G12D TCRa%%#CDR1, & SEQ 1D NO: 150/ & IR 511
P1-KRAS G12D TCRa#%CDR2, FI41, 4 SEQ ID NO: 1512 HME 7 5l $1-KRAS G12D TCRa’%k
CDR3; LA 248 — 2 ik, HiA & . A5 SEQ 1D NO: 1521 S FElE 7 41 1141 -KRAS G12D TCRB%E
CDR1, M SEQ ID NO: 153/ & FE8: /7 51 41 -KRAS G12D TCRB#ECDR2, FIfL £ SEQ 1D NO:
154 () L /G 5 HI$T-KRAS G12D TCRB4ECDR3 . 7EIX J5 1 , 4 /% B A TCR ] 41,4 1% 4 SEQ 1D
NO:3-8;125-130;137-142; F1149- 154 IR 7 A AT R — B EZ A ARk, Frid TCREL
SRR EIERR 1) :SEQ ID NO:3-5;SEQ ID NO:6-8;SEQ ID NO:125-127;SEQ ID NO:
128-130;SEQ ID NO:137-139;SEQ ID NO:140-142;SEQ ID NO:149-151;8{SEQ ID NO:
152- 154 FEHF HIC IR 52 5 b, AR TCRE & PL R I &R ZEBZ 741 : (a) SEQ ID NO:3-8fH)
4= : (b) SEQ ID NO:125-130FK)4=#E; (c) SEQ ID NO:137-142 4% ; (d) SEQ ID NO:149-
1541 430

[0024]  FEARKBH RISt /7 b, BT TCREL & & A L IRCDRs I TCRIY) 7] A48 X 1 & 4 1R /77
F AEIXTT T, TR TCRAT AL 7 LT A & 25 R JF 41 : SEQ 1D NO:9 (J1-KRAS G12D TCRafkf) mf
AR[X) ;SEQ ID NO:10 (Jii-KRAS G12D TCRBEEMIAIAZ[X) ;SEQ ID NO:9#110;SEQ 1D NO:131
(Fi-KRAS G12V TCRafEMIAJAZ[X) ;SEQ ID NO:132 (Fii-KRAS G12V TCRBEEM A ZZ[X) ; SEQ
ID NO:131/1132;SEQ ID NO:143 (ii-KRAS G12V TCRa%([)AJ4E[X) ;SEQ ID NO:144 (i -
KRAS G12V TCRBHEEMITIAZ[X) ;SEQ ID NO:143F1144;SEQ ID NO:155 (37i-KRAS G12D TCRa
BER AT AR[X) ;SEQ ID NO:156 (#i-KRAS G12D TCRBEEAATAE[X) ; BESEQ ID NO: 15541156,
el , A B TCRA 2 BA R I &R 7 51 : SEQ 1D NO:9F110;SEQ ID NO: 131411323 SEQ
ID NO:143%1144;8%SEQ ID NO:155%1156.




CN 107223134 B W OB P 5/50 i

[0025]  FEAC KR BH ISt 7 &b, BTl TCRIE AL 3 TCRIV HE 72 X (1) & L 1R 1 471 o 723X U7 THT » BT
RTCRAJ AL & DA RS LR 741 : SEQ ID NO:13 (Hi-KRAS G12D TCRa%Ef#fEE X) ,SEQ ID
NO:14 (PT-KRAS G12D TCRBBEMITEEIX) ,SEQ ID NO:134114;SEQ ID NO:135 (#i-KRAS
G12V TCRaBEMITEZEIX) ,SEQ ID NO:136 (i-KRAS G12V TCRBHEMIIHE[X) ,SEQ ID NO:135
F1136;SEQ ID NO:147 (FL-KRAS G12V TCRa%Ef)1HE[X) ,SEQ ID NO:148 (Fii-KRAS G12V
TCRBEEMIMEE X) ,SEQ ID NO:147#1148;SEQ ID NO:159 (J1-KRAS G12D TCRa’BE ) 1H &
[X) ,SEQ ID NO:160 (Ji.-KRAS G12D TCRBEERE & [X) ,BLSEQ ID NO:159F1160. fiLitHh , 4
S BRI TCRAL S LA R & 3L 88 £ 41 : SEQ 1D NO: 13f114;SEQ ID NO:13551136;SEQ ID NO:
147/1148;SEQ ID NO:159F1160.

[0026] 7K B S J7 S, AR & BH A TCR W] A 5 ] A% [X FNE 52 X [ 4L o 7R X 7 1
PR TCRAT AL E 2 () A7 SEQ 1D NO:9 (BRI AZ[X) FISEQ ID NO: 13 (aBE 1) 1H E [X) B2
FEIE 7 A B o s A5 SEQ 1D NO: 10 (BEERY AT AZ[X) AISEQ ID NO: 14 (BEER1H & [X) i) 2 3
% 7 5 1 B%5E ; BUSEQ ID NO:9.10. I3F14H 43K 2 ZE R 7 515 (b) €1 SEQ ID NO: 131 (a
FER)A] AR [X) FISEQ ID NO: 135 (I 1E & [X) f & IR 7 F1I i ok s £ SEQ 1D NO: 132 (B
AT AZ[X) FISEQ ID NO: 136 (BEERH E [X) B2 FML /7 #1I i B4k ; BiSEQ 1D NO:131.132,
13511361 4 BRI FE /R F 41 (c) LA SEQ ID NO:143 (aBEf A28 [X) MISEQ ID NO: 147 (a
FERIE E X) M LG 7 A G o s £ 5 SEQ ID NO: 144 (BEEfK) A]AZ[X) AISEQ ID NO:148 (B
(1 B X)) R R IR T FI R B4 s BUSEQ ID NO:143.144.147 F11481 4 EF i & HEIR 751 5
8% (d) FL A SEQ ID NO:155 (k[ n]AS [X) AISEQ ID NO: 159 (aff i 1E & [X) )2 BR 7 51K
aff ;A5 SEQ ID NO: 156 (BEERI A ARIX) FISEQ 1D NO: 160 (BEEMIH EX) I EIERR 751118
5 ; BSEQ ID NO:155.156 15911600 45 R LR 7 41 ALk Hb , AR B TCREL S LA R
M= T4 : (@) SEQ ID NO:9.10.13F114[ 436 (b) SEQ ID NO:131.132.135K1136/ 4=
#5 (c) SEQ ID NO:143.144.147F1148/) 4= ; 8¢ (d) SEQ ID NO:155.156159F11601) 43 .
[0027]  FEA W B S0 5 2, A8 R B IO TCR AT /A, 25 AR SCFTk A AR A7 CDR X FIE 52 [X ) 21
B AEIXJTTH , FTR TCR AT A1 2+ (a) 02 SEQ ID NO:3-5H113f%) 4 5 i) 2 R e 1 1) ) o 5
FrSEQ 1D NO:6-8AI140) 4= i 2 EE R )7 51 (1) B5E ; BLSEQ 1D NO:3-8F113- 141 4= & &
2 7515 (b) A& SEQ 1D NO:125-127F11350) 4 HB A & LR 7 51 1 o ; 15 SEQ 1D NO:
128-130H11 36/ 4= A & FE R 7 51 i1 B%E ; BRSEQ 1D NO: 125-130A1135- 136 4= 5B ) &=
FRFP 515 () B SEQ TD NO:137- 13940147 (¥ 4= 1AL IR 1 i a B s £ SEQ 1D NO:
140- 14211481 4= A 2 FE R 7 51 1 B%BE ; BRSEQ 1D NO: 137-142H1147- 1485 4= 5B H) =
B2 4 s 50 (d) A5 SEQ ID NO:149-151F11596) 4 3 i) 2 R 8 2 41 i o % s A %7 SEQ 1D
NO: 152~ 154 F1160F) 4= i [ 4 SE KR /7 1| (¥ BE ; BUSEQ 1D NO:149- 1541159160 4= A 2
ERR T

[0028]  7EA K W St 77 Z& b, A< & BH (K TCR ] £, & TCRIK ik AN TCRIK B o« A< & BH K TCR
(1) B AN BHE %% H A ST H AL S AT AT R B IR 7 91 o AEIX T T, A8 K BA ) TCRI e il A9 & DA R
()& LR F 51 : SEQ ID NO:11 (Ji-KRAS G12D TCRa%%) .SEQ ID NO:133 (Ji-KRAS G12V TCR
a%%) SEQ ID NO:145 (37i-KRAS G12V TCRa%%) .EYSEQ ID NO:157 (47i-KRAS G12D TCRa%%) .
X PP ) e v] 5 TCRISATART BEE BC X o 753X 77 101, A% & BB TCRA BE AT A0 5 DL R B = RE 1R
751 :SEQ ID NO:12 (Ji-KRAS G12D TCRB%E) .SEQ ID NO:134 (JT-KRAS G12V TCRB%E) SEQ
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ID NO:146 (371-KRAS G12V TCRB%E) .EUSEQ ID NO:158 (-KRAS G12D TCRBEE) . 4% % HH )
TCREEI I AT A, 2 BA T (2 3L /R )7 %1 : SEQ ID NO:11.SEQ ID NO:12.SEQ ID NO:133.SEQ ID
NO:134.SEQ ID NO:145.SEQ ID NO:146.SEQ ID NO:157.SEQ ID NO:158.SEQ ID NO:11A
12.SEQ ID NO:133#1134.SEQ ID NO:145F1146.5,SEQ ID NO:157F1158. ik , A~ & BH A
TCRAL LA T AR LWL 741 : SEQ ID NO:114112.SEQ ID NO:133#1134.SEQ ID NO:145F1
146.8%SEQ ID NO:157F1158.

[0029]  FEARBHEI SN 7 b, 76 (i) £ AECD4 HRFEAECDS, 5] (1 1) 77 7ECDS HANEAECD4
(R 264 T 5 AR B IR TCRIA 1) R A8 1 #EAR W 2% AZ FKRAS o FEAR e 1) St 77 22+, 7E (1) 17 4E
CD4 HANAFAECDS, 5%, (11) AFFECDS HAAELECDAR I 26 1FF , 5 (1) SEQ ID NO:125-130; (i1)
SEQ ID NO:131-132;8% (iii) SEQ ID NO: 1330134/ & FEEE 7 51 (1) TCRIA 51 5848 K] S8 A5 4
FRAFHIKRAS o IR 1, 24 HH CDA+ B CD8+4T Bt ik i), 1X 67 & BH 1) TCR AT A5 A 3t 1 31 28 25 f) A
FRUNTRAZHIKRAS -

[0030]  FEACKBHE ST 22 , BT TCRAZ SR TCR o 4nASL B F, ARG “BR7 7R3 S A ST id
[K) TCREL TCRIAE B 2H 4 (45, oAbk X (CDR) AT AS X AH 5E X o A1/ BBeE) I, 246k
H /N B TCR (B HAH 53) 5 B R B /N TR B B 28 /) BR TA R B I TCR (BRI 4)) o 7
AR ST e, B A UL R FHIRITCRAZ B TCR: (1) SEQ ID NO:3-8ff 4= ; (i1) SEQ ID
NO:9#110; (111) SEQ ID NO:11F112; (iv) SEQ ID NO:3-8F113- 14174235 (v) FrAMISEQ 1D
NO:9.10.13F114f)4#F; (vi) SEQ ID NO:125-130f)4#F; (vii) SEQ ID NO:13141132;
(viii) SEQ ID NO:133A1134; (ix) SEQ ID NO:125-130F1135-1364x#E; (x) SEQ ID NO:
131.132. 1358113614 %0 ; (xi) SEQ ID NO:137-142ff) 435, (xii) SEQ ID NO:14341144;
(xiii) SEQ ID NO:14541146; (xiv) SEQ ID NO:137-142F1147-148f4=#B; (xv) SEQ ID NO:
143,144 147TF1148/4) 43 ; (xvi) SEQ ID NO:149- 154/ 4% (xvii) SEQ ID NO: 15551156
(xviii) SEQ ID NO:157#11158; (xix) SEQ ID NO:149-15441159-160f]4=#E; 8% (xx) SEQ ID
NO:155.156 159 F1160F¢) 4= #F «

[0031] A< BH (1) 35 Bl A0 355 AR ST Ik 1) 4 i BH TCRIF) Bh e AR A4 o AR SC R FH, R “Th g A2
&7 7248 5 RHMATCR. Z kel B B KESE E 55— SR TCR, Z ikEiE H
FIriR DI ReARARLR B 1 1% A8 4 Fir RUE I TCR L 22 IR B E B AE V) D fg « T e A8 4490 25 451 4, A<
SCHTIRHITCR, 2 REEE H (BHMATCR 2 KB B) B R4k, Bk AR PR B 1 LA 5 B1 4k
TCR. 2 BE B AR 1 AP FE B - AH [B] R B Bl L BEARTCR L 2 IR B 1 58 = (I FE R S 1 45 A
ZRAR IR BEFR 0 AR (RKRAS K fE 17, BT IR BEAR TCRNG} T iR 2828 (1) S8 b 1 58 A8 [ KRAS B A 1 5
R S M B BT IR BRAA 2 KB R 1 R T 1 45 6 BT IR SR 738 (1) B PR L R AR U KRAS o AH XS T BEAA
TCR.Z KB A , Frid DhRE A Rk v] 5 RFATCR 2 k8 A K2 LR 7 56 i B 2 /0 )
30% .50% .75% +80% .90 % +95% .96 % .97 % .98 % .99 % Bk TH £ it — k.

[0032]  PrriR DhRe AR AR AT ] an e & BA &2 /b — AR 2 IR IR B 3 BHATCR . 2 kB H
[P IR BR T 51 o AR ST R R R B e AT A, HAAFE XA 2 R E 4, Hoh B 3L M)
THFN/ BA R 1 1) — AN S PR S o B A AH R ) B Ak A R 1 1) ) — A2 B R - i
JIr i PR~ 2 B R B T TR 1 S PR B ) — PRI R AR R (B9, AspakGlu) , HAA FEM M
B 1 S J R e B A AR P B 1) 55— &R (91, AlaGly.Val.Ile.Leu.Met-Phe.
Pro.Trp.Val&s) , PPt 2 5L B 4 0 — Wtk 2 R 1R (Lys Arg%s) , B MM MIEER) 2 LR E

9
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e B A MAEMIEER 7 — R (AsnCys.Gln.Ser Thr.Tyr4§) .,

[0033]  mIikHh sl b Ak, Bk DyRE AR R AT A5 B b — AN R IR 51 2 IR B ¥ () BEAASTCR
Z IR BRI P A AR DL T, D0ade Bl 3E fr 57 2 L 1R B 3 A H sl i) i ik Ty
Be AR ) AE WSV LA b, BT IR A OR <3 2 L IR B 46 39 ot BT IR T e AR A4 1) A s 1, 1 15 AH
U RERTCR . 22 KB AR (1 5 BTl T 8 AR A A= 03 PR 3G 00 o 72 A R BH ) SE il 5 B, BT iR g
R B IATCR, ZIKEiE H , HAE . (1) 70 A B # A CDR3a, af ) Al AZ[X , BSEQ ID NO:
46-5641207.70-8041208 LA [ 94-104F1209F fF— ) Ko R LR 741 s (1) 40 ) B #
[\JCDR3B . BEEA) A] AF[X . ESEQ ID NO:57-69.81-93F1105- 117HFE— MK BEER LR T
ek (i1) () PEEZERTF A5 (D) MEERF T — & — X
[0034]  foltn, FEAC K BRI St 77 R, B TCR 2 IKE AR B T A 5 LR I — AN B A
(a) SEQ ID NO:46-56F1207 (K1) H B4E— Y E I CDR3aZ F /R 741, A1 (b) SEQ 1D NO:
57-69 (RIT) H AL —/ N B e CORIBEELIR T 5] o A BH 1) S it 5 ZE 41 1 TCR . 2 Ik Bk

CDR2BAHICDRIBZ LR 741 H [AE— AN ELZ A, H4H-AHSEQ ID NO:46-56 F1207 ) B #: 1
CDR3aZ LR 7 91 AT — AN AEIX T THT , A BRI St 77 R 32t 1 B4 TCR, A0 5 SEQ
ID NO:149-150.207F1152- 1541 4= HI E LR T 51 o A B 59— St 77 SR 4841 T TCR. %2
KB A AR SRR R AR S B H A 7 T B R I ) R AR ) L AR B 4 CDR 1a . CDR2a , CDR3
aCDR1BFICDR2BZFE IR 7 41 AT — 2 A, FF 4 EHSEQ ID NO:57-691) B /¥ CDR3B
AR TR

[0035] I

10
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[0036]

% # ¢4 | CXLRGNAGAKLTF

CDR3 o — | E¥ X 2 A RLABE. RARR. LARK. 288, 2850,

A1 HAREK. HR88. FoRHB. TRE. MAK. TRB. RAREK. M
RBER. LA, FEABR. R, BAK. RHEAE (SEQID NO: 46)

I E 4 49 | CAXRGNAGAKLTF

CDR3 o - | ¥ X ZAAM. HAB. RABE., RARM. FHAMKR. 588,

PR 2 LEABE. AR, ARR. FTARKR. HERR. BERR. RARR.
MR L AR, FEMR. CAM. BRAR. RHEAH (SEQID NO: 47)

R & 4 49 | CALXGNAGAKLTF

CDR3 a - | E¥ X ZAEAMR. KABME. RARE. FHAK. 5248, 52ABE.

MR 3 HAEK. LR, FoRB. TRE. MAK. BRB. RAREK. M
BB, £RB. HARR. CRMA. BAM. RHEAM(SEQID NO: 48)

I B 4 49 | CALRXNAGAKLTF

CDR3 o — | ¥ X RAAM. HEAB. RABE., RARM. FHEAR. 588,

MR 4 SRBE. AR, FEAR. TAM. SRR, BAR. RARMK.
MR, LRBR. FAM. AR, BEABK. XHAH(SEQ ID NO: 49)

IL F 4 49 | CALRGXAGAKLTF

CDR3 o - | £ X ZARMK. WHEH. RLARAR. FHAR. 088, 2858,

MRS HAREK. LR, FoRK. TRE. MAK. TRB. RAREK. M
AE. LAB. AR, ERR. BRAR. JHMAB(SEQ ID NO: 50)

B B 4 49 | CALRGNXGAKLTF

CDR3 a - | ¥ X ZHEHR. RLABE, RARMR. LAR. 588, 28850k,

MR 6 HEAMR. AR, FTAK. TAM. HAKR. TRR. RARRKR. W
AB. LAB. R, ERBKR. BRAKR. IMAB(SEQID NO: 51)

I B 4 49 | CALRGNAXAKLTF

CDR3 o - | ¥ X RAAKM. HABK. RABE., RARR. FHEAR. 588,

MR 7 LRABAE. MR, FREAR. TRARKR. HARKR. FRARKR. KAOAK.
MR, LRBR. FAM. AR, BEABKR. XHAH(SEQ ID NO: 52)

I E % 49 | CALRGNAGXKLTF

CDR3 o — | ¥+ X ZH A, RLABE, RLARB. LA, 288, 528k,

WA 8 HAMK. LA, FoRKR. TRE. MAK. TRB. RAREK. M
BB, LAB. AR, ERBK. BRARK. JHMAB(SEQ ID NO: 53)

I B 4 49 | CALRGNAGAXLTF

CDR3 o - | &£ X ZARMK. HEH. RLBE. RARER. FHAHRK. 288K,

PEA 9 LR, AR, AR, FRAR. TERR. BAR. RARR.
MEBR. LRBR. FAM. AR, BEABKR. XHAF(SEQ ID NO: 54)

I E # 49 | CALRGNAGAKXTF

CDR3 o — | ¥ X ZAAM. HABK. RABE, RARM. FHEAMR. 588,

P 10 SRABAE. HRBRKR., HARKR. FRRRKR. HARKR. TRAR. KRAAK.
JHRBR. LR, FRAMK. CRHR. A, NHAKE(SEQ ID NO: 55)

R & 4 49 | CALRGNAGAKLXF

CDR3 o - | ¥ X ALK, HABMK. RLABE. RARAR. FHEAKR. 588,

MR 11 SRBE, R, LRBKR. FTRRKR. TARKR. MR, TRR. X

AEER. MEAR. 288, AR, AR, XA (SEQ ID NO: 56)

11
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[0037]

[0038]

[0039]

I F 49 | CAADSSNTXYQNFYF

CDR3 o - | £F X RARM. HAM. RABE. RARRK. FHARKR. 588,

PR 12 AP, HMABR. FoRER. TR, HEAR. BRAR. RAOAR.
IR, £ RBR. AR, &R, BERM. RHAM(SEQ ID NO: 207).
FEfAR G EHRFE Y, SEQIDNO: 207 ¥4 X 2 AR,

RI1

B CXSSSRDWSAETLYF

CDR3B— | £ X BMAB. RABE. RARMKR. FHAR. 2%

REA 1 BR. SRBEEE. HRKR. HEAR. FRAR. SRR, SR
R, ZRER. RARKR. MEAR. 288, 788, &€&
AR, BEZBR. RAZB(SEQ ID NO: 57)

IR E 4ty | CAXSSRDWSAETLYF

CDR3P |&£¥+ X ZAABRK. WA, RABM. RARM. FHEA

—-MRA2 |BR. AR, AEABE. HAR. AR, FEAHK. TA
R, MEAR. TAR. RRAR. HAR. »848R. &K
AR, BERER. RHAF(SEQ ID NO: 58)

R EH#4y | CASXSRDWSAETLYF

CDR3B |H ¥ XZAABK. AR, RABMK, RARR. FME

- BAR3 |BR. AR, SR2BE. HAR. A28, FoRaKR. ©&
. MABR. ZREKR. RARARKR. HAaR. F88KR. aX
AR, BERBR. RHABL(SEQ ID NO: 59)

I E ety | CASSXRDWSAETLYF

CDR3p |H¥ XZRAMRK. HRAR. RABME. RLARMR. FMRE

—BBA4 |BR. 2R, 2RABE. HAR. AR, FEAR. 2R
R, MAR. TAR. RRAR. HARKR. #2R. é,éi
BR. BARER. RAAFL(SEQ ID NO: 60)

I E 44y | CASSSXDWSAETLYF

CDR3p |H¥ XRAAAM. RABE. RARKR. FHRAR. &8

— MRS |BR. 2ABE. HAR. AR, FTARKR. TARK. A
BR. BRER. RRAKR. MAR. 288K, A&28K. &4
BR. BERER. RHAF(SEQ ID NO: 61)

IR E 4ty | CASSSRXWSAETLYF

CDR3B |HE+ X AR, AR, RABM. FRAB. 52K,

— BRK6 | SRABUE. HAR. AR, FoRAKR. TRR. HAR.
BZRE. RARM. MEAMR. 288. 788K, 48K, &%
2B, AR (SEQ ID NO: 62)

12
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[0040]

[0041]

[0042]

IR E 444 | CASSSRDXSAETLYF

CDR3p |H¥ XZREAMR. WAR., RABE., RARRKR. FHA

— BART |BR. 2R, SRR, HAR. MARK. FERAR. 2R
BR. HIEER. ZABR. RARAMK. MAKR. 288K, HR
BR. BERBR. RAABR(SEQ ID NO: 63)

IR Bty | CASSSRDWXAETLYF

CDR3B |H¥ X ZAAM. HRAKR. RAWE. RARR. FMHA

— BRA8 | B, BRB. AR, HEAR., AR, AR, 24
BR. AR, ZTAR. RAZAKR. MAR. 328, &4
BR. BARBA. RHAF(SEQ ID NO: 64)

IR E 44y | CASSSRDWSXETLYF

CDR3B |H£ ¥ X ZHABR. RABK., RARR. AR, 64

- BRAR9 |BR. HRABUE. HEMR. AERR. AR, TREKR. MR
BR. ZRMR. RARMKR. MAMR. 248, 728, &K
BR. BERER. ARHABR(SEQ ID NO: 65)

IR E 4ty | CASSSRDWSAXTLYF

CDR3 B |+ XA RAR. HEAMB. RAMM, RARBR. FME

— BRA10 | B, SABE. HAKR. LA, AR, TA8R. A
R, ZRR. RARR. MAMR. L848R, Z88R. &K
BR. BERBR. RAZAF(SEQ ID NO: 66)

R EH#4y | CASSSRDWSAEXLYF

CDR3 B |HF X ZARAR. HEAR. REABME. REAAR. FHA

— K| BR. BABL. SABE. HAR., L4A8. 24K, B4
BR. HAR. AR, RARKR. MARKR. 228K, &R
BR. BERBA. RHAF(SEQ ID NO: 67)

IR E %ty | CASSSRDWSAETXYF

CDR3 B |H ¥+ XZARMR. HAR. RABIK. RLARAR. FRA

— A 12| B, ARBR. S RABLE. HAM. HEAM. FoR/KR. MR
. ZRE. RARKR. MAR. 2288, 248, €&
AR, BEZER . RAEF(SEQ ID NO: 68)

IR E 4y | CASSSRDWSAETLXF

CDR3 B |+ X ARAB. HEAMB. RAMM, RARBR. FME

— FRA 13 | BR. BRBR. SRABE. R, AR, FEAR. TR
B, MAMR. ZARKR. RAAK. MAR. 288, A&
. ERBR. RHEAM(SEQ ID NO: 69)

FEA K B St 77 22+, SEQ 1D NO:46-56/1) %> B #: ) CDR3a & I R 7 5 AN A&
SEQ ID NO:5HRIRM A B 3 CDR3a R FER /7 41) - 7E A% BH I S it 77 56+, SEQ 1D NO:
207 [ B # (K] CDR3«Z IR A AL SEQ ID NO: 151K KSR A B #e () CDR3a & HE R 7
Fl) o AL, 76 AR R B () St 77 2R, SEQ 1D NO:57-691 &A™ B [ CDRIBE IR 7 51| A4,
PrSEQ ID NO:8HIRARM] A B ) CDRIBE LR [T 41 o

AR B SEi T AR T B TCR. 2 EEH , HAS LU — A (1)

13
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L% SEQ ID NO:70-80F1208 (RITT) H AL — A HI R FEEIR 7 FI ) B e o FE T AR X, F1 (i1)
AL ESEQ ID NO:81-93 GRIV) H AL — AN Z IR T 41 1) B 4 X BB v A8 X AR R B 1) S it
J7 R T TCR 2 Bl (1, FL LA A STt A e B LAt 77 THD BT 4638 1R AR 1) oA B e 14 B
FETT AR X R AR — A, FELH S SEQ 1D NO:70-80F1208 (1) B e (1 o ] A% [X 42 L 1R 5 1) 1)
FE—AN o A B IR 58— St 7 R4 it T TCR. 2 KB AR 1, FL LA A SO X A< & B Ay i
FITHEIR 1 AR A B e () o v AR X (R — A, FRHA A SEQ 1D NO: 81-931) B #e ¥ BEE
A AR X S B R T A AT —

[0043]

[0044]

LI1T

F#69TE |SEQIDNO: 70, HF X ZAH R, RABE., RLAAM. FILAR.

R a- M | 2588, 288, HAE. L858, A 2R8. 48K, S145%.

A1 EFRBR. ARARR. MAR. 288, AR2K. AR, BAR. X
HRER

JRE#T |SEQIDNO: 71, R X R ARM. HAM. RABK. RARR. ¥

TR o- BB . SRE. SRBLE. HEAMK. LR8K. FTRM. HAR.

MR 2 ERE. ARRB. WA, 288, FRBKR. GAKR. BRAK. X
R ER

JRE#GT [SEQIDNO: 72, ¥ X R AR, ALABE, RARM. FHAMR.

TR o- |BRAE. 2RABE. HAK. AR, F2R8. AR, MEAK.

FRA 3 ERB. ARARMR. AR, 288, 82K, AR, RAK. X
94 R R

JREH#4T | SEQIDNO: 73, ¥ X R AR, HEAM. KRABKE. RARR., ¥

TR o- RBER. SR, SABtE., AR, FTRAR. TRAK. HAR.

PR 4 ERE. RAAK. MARKR. 28R, 78K, &A%, BRAR. R
4R

IREBGT | SEQIDNO: 74, £+ X R ARM. HABM. RLRKR. FHAKR. &

TR o- |REK. 2858, HEAKR. L88. F 288, A%, fAK. &

WRA 5 RE. AARKR. MAR. 288, FRHK. CARK. BRAK. XA

EN

14
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[0045]

[0046]

[0047]

IREH4ST | SEQIDNO: 75, ¥ X BHRM. KABE., RARM. FHRAR.

TR a- SRE. SRBLE. HAKR. LA8K. FLoAR. TREB. HARK.

MK 6 EFRE. FAARE. MAR. 228, FAK. CRA®. RAR. R
e

IREHMT [ SEQIDNO: 76, ¥ X R ARE. WA, RLABKE., RLARM. ¥

TR a- |BAKR. 5288, 288K, LAKR. FEAHK. AR, MEAR.

WA T ERE. AARR. MEAMKR., 488, 2R, A8, BAKR. X
4 R BR

IRE#49T | SEQIDNO: 77, ¥ X BHRM. KABE. RARM. FHAR.

TR o- LR, SRBEE. HEMK. AR, FraiR. TREB. MR,

WRAK 8 ERE. ARRR. AR, 288, FRRKR. GAKR. BAKR. X
ey

JRE#HT | SEQIDNO: 78, £+ X R AR, HAM. RABKE. RLARR. ¥

TR o- JRLREL. HSRB. SRABLE. HAM. L8858, FoREBR. TRRK.

AR 9 FRB. FAAR. MAR. L8R, FR®R. CRAM. BAR. R
94 R

JREPMT | SEQIDNO: 79, £+ X R ARM. HAM. KRLABE., RARKR. ¥

TR o- BB, SR, a8k, AR, L8R, +TR/HK. HaR,

MR 10 FRER. RARER. MEAR. L8, ZRHK. CAKR. BAR. X
4R

JREBET | SEQIDNO: 80, ¥ X B AR, HAM. RABE., RALARKR. ¥

TR o- |MRAER. 288K, 2888, HAR. LAR. FoAR. RRAK.

PR 11 BB, TR, AOAM. MEAR. 288, A%, RAR. R
e

JREH#49T | SEQIDNO: 208, v X 2 AAM. WA, RAABE, RARR,

TR a- |FHEAKR. 288, 08B, AR, F SRR, BAR. HA

FRAN 12 B, HRB. RAAM. AR, 288K. FEAR. AR, BA
BR. RAABR,
AR EFEF, SEQIDNO: 208 F 64 X £ AR,

FIV

FE#64°T |SEQIDNO: 81, E¥ X ZAFRAM. RABAE. RARMK.

TR B- | FMABR. SRB. 58BkE. HAKR. LR, FoR

BEAN 1 BR. TR, MEAR. AR, RAKR. MAR. 237
BR. HRB. CRAKR. BRAR. RHAR

IREM4S |[SEQIDNO: 82, L+ X B RHAM. HAMR. AABE. R

TER B | AR, FIER. 22, 22 Bk, HERMR. AR,

—- K2 | FRARKR. TREKR. HARKR. FRAKR. XAAKR. HAR.
HFRB. CRER. BRRER., XA

IREMH |SEQIDNO: 83, HEF X R ARM. WA, RABE. X

TER B | AR, FHRAR. 52, >RA B, HERR. A8,

—- A3 | FRRARKR. TREKR. HARKR. FAKR. XRAAKR. HAR.
H R, R, BBRR. RHMAR
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[0048]

[0049]

IR 44
TER B
— BRAK 4

SEQIDNO: 84, X+ X A& . A&, KABMK., K
ARBE. ¥R, 52, 2Bk, HRKR. AR,
FREAR. TRAB. MAR. TAKR. RARRK. AR,
HRAB. CRB. BAKR. RHAR

IE ety
TER B
— K5

SEQIDNO: 85, £+ X £ RHRM. RAABE. RARM.
FIRAB. AR, 0AFE. HAR. AR, FoA
. TR, MAR. BRAR. RAAMRK. HWARK. 24
R, HRKR. CRKR. BAKR. AR

IE by
TER B
— R 6

SEQID NO: 86, £+ X £ MR, HRE. AABE. F
PREBR. BABR. SRR, HEAMR. HLAH. FEAMK.
TR HRRKR. BRR. RARKR. MARKR. LRRKR. »
AM. LA, BAR. AR

TRE Y
TEER B
— BAART

SEQIDNO: 87, % X 2 AR, HERMK. AABE. X
ARBR. FHARR. DR, 2R, HRBR. HAR.

TR, TR, MAR. TRARKR. AORRKR. HAR.
YA, HAM. BAKR. RHAKR

TRE el
TEER B
— WA 8

SEQIDNO: 88, X+ X 2 H&ABR. HAMR. RABIK. X
ARBR. ¥R, 2RR. 2A2B. HAR. AR,
FEABR. TR, MAR. TR, ROARK. HAR.
HEBR. CRAB. BAR. AR

R E el
TEE B
— A9

SEQID NO: 89, H ¥ X ZAF &R, RABLIE., RARM.
FHER. 2R, sABE. HARKR., AR, 2R
BR. R, MABR. TAR. FARORAK. MARKR. 2R
8. HABR. GAR. BAR. RHEAR

I E He by
TER B
— B 10

SEQIDNO: 90, A% X R ARAM. HAM. RABE. K
A58, AR, AR, HEAR. BEAR. FEA
. AR, MAR. TAR. FARMK. MAR. 28
B, HEAB. A, BRAR. AR

I E ety
TER B
— A 11

SEQIDNO: 91, % X 2 RAM. HEMR. RABE. X
A LB, FIRAR. 288, 288, HARK. LA,
FERAB. 2RAM. VAR, BAM. XAAR. HARK.
“RB. CAR. BRAMR. XHEAK

TR E el
TEE B
- A 12

SEQIDNO: 92, % X 2R KA. HERMK. RABE. X
AR, FHAR. 288, 2R2BkE. HRBR. HAR.
FEABR. AR, BAR. ARAR. MARKR. 228,
HRER. CRBR. BRB. RHAM

TR el
TEE B
- BAAK 13

SEQIDNO:93, X% X £ R&ABL. AR, RABK., K
ARB. FHEAR. 288, > ABk. HARKR. HEARK.
FRRBR. TR, MAR. BFAR. RAORMK. HARK.
“ BB, AR, GRAR. AHMAR
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[0050]  7EA U BAI ST 229, SEQ 1D NO: 70- 80 &/ B Hte (1 o i) A% [X S L R ST 41 AN
FLESEQ ID NO: 9 K AR A B 3 1) ol ] A8 [X (IR R 77 41) o 75 AR R B 1) S it 77 S8+, SEQ
ID NO: 2080 B #e 1) o 1] A8 X Z LR 7 FIAE A SEQ 1D NO: 1551 RARMT AR B e aBE mT
AR X F IR T A  FAUHY , 7E A K B IR St 77 289, SEQ TD NO: 81-93[1) & B ¥ 1) B v A7
X Z IR 7 HIA LS SEQ 1D NO: 10/ RARH A& B 3 B v] AR X R LR 7 51

[0051] A B SE 5 RERAE T B HAITCR. Z ke E A, a5 UL —ADEH A : (1)
A5 SEQ TD NO:94-104F1209 (V) H ML —MII R ZERR 7 5 10 B i) Aok, f1 (1) £
FSEQ 1D NO:105-117 GRVD) H T — /MR LR 7 51 (1) B 410 4 K BoE AR B 1 St 7y
FHE T TCR 2 IRE A [, 5 A A ST X A B At 7 T B 3R 1R R AR 1 oA B 48 1 42
KBEEFF A (AR, LS 94- 104F12090 B He ) A2 K aBEEUERR 7 41 b AR — A~ A
KRB 55— 7 SRR HE T TCR 2 KB AT (1, FL B A A S A R B Ho At 7 T B ik i) K
SRR B ) Kok AT —, FR4LAH 105- 11TH & # i) 4K BEE 7 51 HF AT — A
[0052] &V

FHM oK o | SEQIDNO: 94, L X AMAE. AABE. AARRK. FIAMR.
4% - K1 | 2R, AR, HAR. AR FEAKR. TAKR. HAK.
ERE. RAARK. WAR. 288, FRAM. AR, BAR. X
£

JRH ¥ 494 |SEQID NO: 95, L X AR, #HRAB. RABE., RARMRK.
¥ o4t - R | FHARR. 0 A28, S8R, HAR., BEAHK. FRARKR. MARKR.
A2 EFRE. RARMK. MAR. 288, ZAKR. LRA®R. BAR. X
4R B

JRE #4694 |SEQIDNO: 96, ¥+ X AR, AABLE. RARKR. FHAR.
¥ o4k - M| SRBR. SABE. HAR. AR, FEAR. AR, KRR,
A3 ERAB. FAREK. AR, LA, 788K, LK. BAR. X
4R BR

[0053]

17



CN 107223134 B

" BB B

15/50 71

[0054]

[0055]

[0056]

JRE #6954 |SEQID NO: 97, ¥ X R ARBR. HAM. RAABE, RARAMR,

¥ otk - | FLRBR. SR, SRBE. LA, FERR. SRR, MEAK.

A4 FRE. RAARAE. MAR. 288K, FAKR. CRAR. BREAK. K
TR

IR A #6594 |SEQID NO: 98, HF X RARM. HEAM. RLRMK. FHAR.

K ok - MR | BRB. SABE. HEARK. AR, SRR, TAR. HAR.

A5 ERB. RAARRKR. MEAR. L8R, AR, AR, BAR. X
£

JCH #6594 |SEQIDNO: 99, R X BMHAB. KABLE. RARRKR. AR,

¥ ot - R | SRR, SRBE. HRHR. AR, FRRK. TRK. MARK.

A6 R, AARAM. MRRKR. 288, FRK. A8, BRAKR. X
o E i

JCE M 494 | SEQIDNO: 100, ¥ X ZRAMR. HEKR. RLBE. RLARK.

¥ ok - R | FHREBR. 288, 588K, MEMR. F TR, TRKR. AR,

A7 R, RARRKR. MEARKR., 288K, 72K, /K. BAK. X
4R

JCE #:49 4 | SEQIDNO: 101, ¥ X AR, RABE, RARBR. FHAR.

¥ ot - R | SR, SRBE. HRHR., AAK. FoRB. TRK. SARK.

A8 R, AARAMR. MARRKR. 288, ARK. GA5R. BAR. X
o E-id

JRE #6954 |SEQIDNO: 102, ¥+ X AR, WA, RLABE., RARMKA.

¥ a4k - | AR, 2R, 2EBE. HAR. AR, FEEAR. AR,

A9 ERE. RARKR. MAK. 228, 728K, CAR. BRAR. X
R BR

JRF 694 |SEQIDNO: 103, A ¥ X 2 AHRAE. HRAMK. AABKE. RLARR.

¥ ok - | FHREABR. 288, 288, R, HER. FTRKR. MAR.

A 10 R, AARMR. MARRKR. 288K, AR2HK. AR, BAK. X
£

JR B 654 |SEQIDNO: 104, ¥ X 2 HAR. WA, RABKE. RLRRK.

¥ o4k - | FHABR. 288, 2RBE. HAR. AR, FEEAR. AR,

Al HMARR. ZRAR. RAOAR. MEAR., 288, CAR. BAR. X
A BR

JR A #6494 |SEQIDNO: 209, A X 2 ARAE. HAMK. RAABKE. RLARR.

¥ ok - R | FHREABR. 288, S8BE. AR, FoRE. TRK. MARK.

A12 R, RAZRKR. MARKR., 288, 72K, /KR, BAK. X
RN
FEfEAR ik ey Z575 % P, SEQID NO: 209 ¥ 64 X 2 A&,

*VI
F#692K | SEQIDNO: 105, H ¥ X BAFABR., RABLE., RAK
B4t —FRAR |BR. FHEABR. SRR, SRABE. HABR. LR, 7+

1

TR . RRR. MEAR. BAR. RAAR. HAR.
YA, FRAM. CAMR. BRAKR. RHEAR
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R et o
% B4k iR
A2

SEQIDNO: 106, XA ¥ X 2R A, #H AR, RABLE.
RAREL. FMEAE. SR8, SR8k, HRE®R. AR
BR. R, AR, MAR. TRKR. RAARK. M
RE. HRAR. CRR. BAR. RHAR

I E A
KB4 MR
A3

SEQIDNO: 107, £ F X 2 HAMK. HRAMR. RABLE.
RARER. FMARR. 528, 5/, HRARKR. AR
BR. oo RBR. TR, MAR. TRARKR. RARARK. M
£BR. HAR. AR, BAR. HAR

RE B2
KB4 IR
A4

SEQIDNO: 108, £ F X Z RAM. AR, RABE.
RAZRB. FHAR. 5828, 2880k, HR8%., 4K
BR. SRR, TRR. MAR. TRAK. RAORRK. M
BB, BRARKR. CRM. BRABR. RHAR

REH 4
% B4k iR
P

SEQID NO: 109, M ¥ X Z AR, KRABME., KREAR
B, FMARR. 52, SR8k, HAKR., AR, #
TR, AR, HAR. R, KA. AR,
LA, HAB. LA, BAR. AR

IE 450G
£ B4t Mk
K6

SEQIDNO: 110, X X 2 HRAMK. AR, RABLE.
FRAB. AR, AR, HARKR. HEARKR. AR
. TR, PRAR. TEAKR. RAAR. MAK. 28
BR. FRBR. CRAM. BRAB. RHMAR

REHGG L
K B4 R
K7

SEQIDNO: 111, i+ X R ARAM. H A, RABE.
RARBL., ¥FMEBR. 2528, A8, AR, 4R
R, AR, AR, SAKR. TAR. XRHAR. M
R, 2R, KRR, BRARK. AR

IR E A
% pékE B
K8

SEQIDNO: 112, A ¥ X 2 HAM. AR, RABLE.
RARB. FHAR. 528, 588k, HR8%. 4K
BR. S+ oRB. SRR, MAR. FAR. XARRK. M
KB, FRABR. CRMR. BAK. RHAR

IE b2
K B M
K9

SEQIDNO: 113, R ¥ X ZMHABKR. RABk. RAR
B, FRLARR. SR, SABk. AR, LAK. &
TRE. RRAR. MAR. BABKR. KRAARKR. HAR.
“ R, R, AR, BAR. RHAR

IE b
K B4 M
A 10

SEQIDNO: 114, HE ¥ X 2 RRBR. HAM. RABE.
RARBR. ¥MAB. >2BhkE. HAKR., 2R, 45
RABR. =RBKR. PRRKR. FRR. XAARKR. MARK. £
RE. AR, CRAKR. BRAK. RHAR

19
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REH#GA2 |SEQIDNO: 115, H ¥+ X ZARAM. AR, RABIE,
KB R | RARBR. FHABR. 588, 2288k, ARk, 48
A1l BR. SRR, AR, MEABR. ZHRAM. KAZE. M
B, L 28, AR, BAR. RHARK

REMGA2 |SEQIDNO: 116, H ¥ X AR, AR, RABIE,
kB4t R | RARBR. FHRAR. 2R/, 288k, HEMKR. AR
A 12 BR. S RBR. MAR. BERR. RAZRKR. MARKR. £
AB. HAR. GAR. BAMR. HAR

REMHM A |SEQIDNO: 117, £F X R AEAM. WA, RABAE.
KP4 R | RARBR. FMABR. 5288, 288k, Ak, 48
A 13 . AR, TRER. MAR. ZARKR. RAAR. M
KB, 228, RRAB. CRKR. AR

[0059]  {EAS KBSt /7 %€, SEQ 1D NO:94- 104/ & AN B i) 4 K a B & W 51 A
FLESEQ 1D NO: 11 R IR A B 0 1) 4 K ol R R R 7 91 o 70 A R BH ) S it 7 7 5 SEQ
ID NO: 209K B #e 1) &K aFE 2 LR 7 5 A % SEQ 1D NO: 157[H) RIRM R B e ff) 4K afi
RIERR 75 o S, 25 A A WA ) St 7 2670, SEQ 1D NO:105-117H) &A™ B e ) 4= KB
BT HIAEESEQ 1D NO: 12/ R IRM) R B i 2 KBRS LR T 41 -

[0060]  FTiRTCR. 2 KB F Al 384 b A SCHTR ) F8 E 1 — N AN R T 514108
15 TR TCR 22 KB AR 1 () oAt 2 43 an HA S 24 1R , A 25 it F U AT IR TCR 2 KB
() A i e o AE X DT T, AR BB TCR 22 Ik ER AR 1 W] DAl i 3 A B T DL I 225 IR 7 41
ZH % :SEQ ID NO:11.SEQ ID NO:12.SEQ ID NO:133.SEQ ID NO:134.SEQ ID NO:145.SEQ
ID NO:146.SEQ ID NO:157.SEQ ID NO:158.SEQ ID N0O:209.SEQ ID NO:11f112.SEQ ID
NO:133#11134.SEQ ID NO:145#1146.SEQ ID NO:157F1158.8¢SEQ ID NO:158%1209. & FE,
BN A K BIITCR « 22 KB A AT LA A B il T DU R 2 25 1R 7 A1 41 5 SEQ 1D NO:9.SEQ
ID NO:10.SEQ ID NO:131.SEQ ID NO:132.SEQ ID NO:143.SEQ ID NO:144.SEQ ID NO:
155.SEQ ID NO:156.SEQ ID NO:208.SEQ ID NO:9#110.SEQ ID NO:131A1132.SEQ ID NO:
14301144 .SEQ ID NO:155F1156.8SEQ ID NO: 15641208, 1M H., 4~ & B TCR . £ ik Bk &5
AT PAIEA E TR N IR ER FE A 41k - (a) SEQ 1D NO:3 (a%%EACDR1) ~SEQ ID NO:4 (afif
f\ICDR2) ~SEQ ID NO:5 (a%#F{JCDR3) .SEQ ID NO:6 (BBEMICDR1) JSEQ ID NO:7 (BBEMICDR2) .
SEQ ID NO:8 (BHEICDR3) B HAT =45 , 51 41SEQ ID NO:3-5:6-8;83-8; (b) SEQ ID NO:
125 (aBEAICDR1) SEQ ID NO:126 (aB%HJCDR2) \SEQ ID NO:127 (aB%/JCDR3) .SEQ ID NO:
128 (BEERICDR1) SEQ ID NO:129 (BHEJCDR2) WSEQ ID NO:130 (B#%MCDR3) B8R HAT =41
4, WINSEQ 1D NO:125-127;128-130;8(125-130; (c) SEQ ID NO:137 (aB£fJCDR1) .SEQ ID
NO:138 (a#EHICDR2) \SEQ ID NO:139 (a#E[HICDR3) \SEQ ID NO:140 (B#EHICDR1) SEQ ID
NO: 141 (BBERICDR2) \SEQ ID NO:142 (BHERICDR3) B HAT =44, Bl anSEQ ID NO:137-
139:140-142;88137-142; (d) SEQ ID NO:149 (a%£¥JCDR1) \SEQ ID NO:150 (a%£[¥JCDR2) «
SEQ ID NO:151 (a%%HJCDR3) -SEQ ID NO:152 (BEEJCDR1) SEQ ID NO:153 (BHEHICDR2) -
SEQ ID NO:154 (BEEMICDR3) B HAT A4, B WISEQ 1D NO:149-151;152-154 ;8149
154 ;3% (e) SEQ ID NO:149 (aBEfJCDR1) \SEQ ID NO:150 (aB£[JCDR2) -SEQ ID NO:207 (&

[0058]

20
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Ko fFICDR3) \SEQ 1D NO:152 (B#EMICDR1) JSEQ ID NO:153 (BBEICDR2) \SEQ ID NO:154
(BBEMICDR3) BY HAT Z4H 4, 5 4nSEQ ID NO:149-15041207;152-154;8%149-150.207 1
152-154.

[0061] A BHIE$E A 1 /8L & AT Ar) AR SC Rl (¥ TCRIP) B 8 358 70 16 22 K o an A SC R RAE
“Z IR BFE TR B2 — A B 2 IR R 2 R ) A

[0062] S T A BH ) 22 Ik, Bk D e 0 5wl N80 25 A 8 40 1 TCR 1) 3 5 2 B IR R AT
AIER 5 2 A A Bk T RE 56 70 RedE 7 14 45 5 SR A8 B B bR W R AL AUKRAS o R TE “TNREFB 43" 4
& S TCRASE FHINF A2 48 A < BH (1) TCRI AT AR 3843 50 B, BTl 38 40 B8 BO R B 17 P a3 43 iy
B RV TCR (BEATCR) (1) A P03 M o D RE B 73 ki 55 , 9 AN TCR ) ABLE R 43, vk #0840 O ¥
T LA S REARTCRISACUI FE B  AH [F] 10 2 5 5 Ll BEAR TCRBE 1 1 2 B 4 S MR 45 6 5 A8 (1 S s
RAFHIKRAS (140, DAHLA- AL L - AR A 14 77 200 Bk W ¥ 7 BT 7 T hE 1) BE 7 o AEA T BR A4
TCR, BT iR THRE 4543 vl AL & I AN BHATCRIN 4110 % . 25% 30% .50% 68 % 80% .90 % .95 %
[0063]  J ik Thyie 30 43 W FE 1250 23 1) 2 2ok vy B3R 2 i 0 9 i B0, 25 3 A R U PR, BTk g 4
(1) ZIERAATAE T B TCRIV IR 7 71 o iTHUH A2 5 BT IR A 2 R A TP ik D e
o IV IIRE 5140 , i P 25 AR B SEAR A0 S AZIKRAS ; A1/ B8 B A R I A , v 97 8K
TSI e i () e /155 o B AT B 2, 5 BEAARTCRER H: Dy Re A8 4R 1 A= Wi VEAELE , BTk 5 40 &=
FERRIG5R T A .

[0064]  Firid £ ik v] £, & A< & BH B TCR A a FBEE AT — AN B AN B Bhae 56 40, I & A &
B TCR ) a5 11 / 8 BE AT A% X [1ICDR 1 CDR2FICDR3H [ — AN EE 2 AN W THREEB 43 o 76 A K BH 1)
ST S Tk Z KT S S A DU &R T A ThEEH 7 - (2) SEQ 1D NO: 3 (et
CDR1) 4 («HEFICDR2) 5 (aBEFICDR3) 6 (BEEMICDRL) 7 (BEERICDR2) 8 (BEEMICDR3) B H 2
%5 (b) SEQ TD NO:125 (a%%[1JCDR1) 126 (a%%[1JCDR2) 127 (a%% [1JCDR3) 128 (BEE[IICDR1) -
129 (BHEYCDR2) 130 (BHEMICDR3) (B HAH A5 (¢) SEQ ID NO:137 (aBEHICDR1) 138 (aBEH]
CDR2) 139 (a&EFJCDR3) 140 (B4%AICDR1) 141 (BEEfICDR2) 142 (BHEKICDR3) B H4H 5
(d) SEQ ID NO:149 (a%%fJCDR1) 150 (a%%fICDR2) 151 (a%%ICDR3) 152 (B4EMICDR1) 153
(BHEEMICDR2) 154 (BHEMICDR3) B HAH 45 5L (e) SEQ ID NO:149 (a%%[#JCDR1) 150 (aBE )
CDR2) 207 (B # o BEICDR3) 152 (B4%HICDR1) 153 (BEEMCDR2) 154 (BEEFKICDR3) B H
HE AR, A A 2 IE & 3G LR RS IRT AR DI Re#3 : SEQ ID NO:3-5;6-8;
125-127:128-130;137-139;140-142;149-151;152-154;SEQ ID NO:3-8f#4>#5:SEQ 1D
NO:125-130f%4=#;SEQ ID NO:137-142f%)4=#¢;SEQ ID NO:149-154[1) 4= ; 8{SEQ ID NO:
149-150.207F1152- 1541 456 EALEHY , Bk 2 BKE & 58 LU T B2 R0 7 51 1) D Re &
43 :SEQ ID NO:3-8ff)4=#;SEQ ID NO:125-130f)4=#B;SEQ ID NO:137-142/f)4=#E;SEQ 1D
NO:149-154[11 43 ; BESEQ ID NO:149-150.207F1152- 154K 45 .

[0065]  FEA K BHY SETit 7 R, A B I 22 K AT A9 75 491 Gan A < B 1 TCR a1 H: Ty 58 AR A4 11
AR X, Bl v AR X AL B DL B B A1 FICDRIX I 20 & o 73X 7 T, BITiR 22 IR T AL DL R I & 2
%7 %1 : SEQ ID NO:9 (e A48 [X) JSEQ ID NO:10 (BHEERIFIAF[X) \SEQ ID NO: 131 (a1
AJAF[X) JSEQ ID NO:132 (BEERAIAZ[X) SEQ ID NO:143 (affEf) AT AE[X) JSEQ ID NO:144 (B
FERI T AZ[X) JSEQ ID NO: 155 (aBERI AT AZ[X) LSEQ ID NO: 156 (BEERI AT AE[X) SEQ ID NO:

21
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208 (B i) afEf rAZ[X) JSEQ ID NO:9A110.SEQ ID NO:131£1132.SEQ ID NO:143F1144.
SEQ ID NO:155#11156.E{SEQ ID NO:208F1156. il , Frik £ k6 & LA N & LR F 71 «
SEQ ID NO:9#110.SEQ ID NO:13141132.SEQ ID NO:143#F1144.SEQ ID NO: 15581156, 8K
SEQ ID NO:208F1156.

[0066] A BH I St 77 v, AN B 22 KA WAL 55 DL b i 31 () A R B I TCR B L Ty
Be AR ) 1H € X o FEIX 7 1, BT id 2 kAT A5 DU B2 R 2 /7 41 : SEQ 1D NO: 13 (R 1E &
[X) .SEQ ID NO:14 (BHEf1E EX) SEQ ID NO:135 (akK1E E[X) <SEQ ID NO:136 (B4EM
fHE[X) JSEQ ID NO: 147 (85 TEEX) .SEQ ID NO:148 (BEEAITEEX) JSEQ ID NO:159 (a
FERTEEX) JSEQ 1D NO:160 (BHE1E E [X) ~SEQ 1D NO:13f114.SEQ ID NO:135F1136.
SEQ ID NO:147#1148.5¢SEQ ID NO:159F1160. {1, frik £ kA& LL T I & IR 51 -
SEQ ID NO:13F114.SEQ ID NO:135%1136.SEQ ID NO:147F1148.8{SEQ ID NO:159F1160.
[0067]  FEA K BHI SETt 7 R A B I 22 KT A0 75 4% BH () TCR B8 T e A8 44 1 v A%
X FIPE RE X B 2H G o FEIX DT 10, Bk 2 KA 5 s (a) DA E SR T 41 : SEQ 1D NO: 9 (afif
[y R] AR [X) AISEQ 1D NO:13 (a4 fI1EEX) JSEQ ID NO:10 (BEERY A AR[X) FISEQ ID NO: 14
(BHEMMEE [X) VEBKSEQ TD NO:9.10.13F1141 423 ; (b) LA NI ZERR 741 : SEQ 1D NO: 131
(aHERAIAZ[X) FISEQ ID NO: 135 (e fHE[X) \SEQ ID NO: 132 (BEEM) A] 42 [X) FISEQ ID
NO: 136 (B4E[I1EE X) B{SEQ ID NO:131.132.135F1136(K 43 (c) L & KL/ 771«
SEQ ID NO:143 (a8 A48 [X) FISEQ ID NO: 147 (e fEE [X) SEQ ID NO: 144 (BHEf) 7]
AR[X) FISEQ ID NO:148 (BEEMIEEX) BLSEQ 1D NO:143.144.147F1148/1 48 (d) AR
() B R 7 41 : SEQ 1D NO: 155 (aFER A2 [X) FISEQ ID NO: 159 (I fEE[X) JSEQ ID
NO: 156 (BHEER T AZ[X) FISEQ ID NO:160 (BHFER1E & [X) (EYSEQ ID NO:155.156.159F1160
(R4 s 8% (e) LA N R L BR FE 41 : SEQ 1D NO:208 (B Heffjai i n] 48 [X) FISEQ ID NO:159
(BRI FEE [X) WSEQ ID NO:156 (BEE[)RIAZ[X) FISEQ ID NO: 160 (BEEMHHE [X) \BLSEQ ID
NO:208.156 159F11601 4= . gttt , Frid 2 Ik 3 DL R 2 2582 741 : SEQ 1D NO0:9.10.
13F114/) 4 %5 SEQ ID NO:131.132. 13581136/ 4= #F:SEQ ID NO:143.144.147F1148/) 4>
#;SEQ ID NO: 155,156 1591160/ 4B ; BSEQ ID NO:208.156159F1160/1) 4=

[0068]  fEA K BHIY SETit 7 R, A BH I 22 K AT A9 75 A Ar] A SC il (1 CDR X R A % B 1)
TCRIFJE E X I 2H A o FEIX 7 10T, Prid 2 IR AT AL DL R & BE R )7 41 : SEQ 1D NO:3-5F113[%)
425 ,SEQ ID NO:6-8H114f#)4x#5,SEQ ID NO:3-8H113-14f4x %5 :SEQ ID NO:125-12741
135/ 4=, SEQ 1D NO:128-130M1136/1 42, SEQ ID NO:125-130/1135- 136143, SEQ
ID NO:137-139F1147/142%5,SEQ ID NO:140-1421148f#) 4% ,SEQ ID NO:137-142F1147-
14811 4=, SEQ TD NO:149-151H115919 42, SEQ ID NO:149-150.207 F11590) 4= , SEQ
ID NO:152-154F1160f4x%5,SEQ ID NO:149-154F1159- 1604 %5, 8,SEQ ID NO:149-
150.207152-154F1159- 160 4= &6 . L ih , BT ik 2 k0 & DL S 2 5. 751 : SEQ 1D NO:
3-8HF113-141 45, SEQ ID NO:125-130F1135-136/) 4, SEQ ID NO:137-142F1147-148
[f) 4=, SEQ ID NO:149-154F1159-160) 45, 8KSEQ ID NO:149-150.207.152-15441159-
1601 430

[0069]  FEA K BH B St 77 28, A K B IR 22 K AT A8 AR ST BT IR I TCRIV a B BEE 4> K - 7R IX
JrTH AR B Z KT A PL R I E SERR 41 : SEQ 1D NO:11.SEQ ID NO:12.SEQ ID NO:
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133.SEQ ID NO:134.SEQ ID NO:145.SEQ ID NO:146.SEQ ID NO:157.SEQ ID NO:209.SEQ
ID NO:158.SEQ ID NO:11#112.SEQ ID NO:133F1134.SEQ ID NO:145%1146.SEQ ID NO:
157F1158 B SEQ ID NO:209F1158. gk , AT ik 2 KL 5 LA T B2 ZE R 7 51 : SEQ 1D NO:
11£112.SEQ ID NO:133#1134.SEQ ID NO:145F1146.SEQ ID NO:157#1158.8¢SEQ ID NO:
209F1158.

[0070]  AKBHILIEHE TR E B F AR Z KK ED . “EA7 208 —%uZ
k2 IREERI 1

[0071]  FESLHt T &9, AR E A TS A ESEQ 1D NO:3-51 &R T HIME —%
JIKBEFIEL 2 SEQ ID NO: 6- 8 R LR T 41 1 25 — 2 k8 4 & SEQ ID NO:125- 1271 2 KL
A5 — 2 BRBEAI B4 SEQ 1D NO: 128- 130 & FE R #1115 — 2 k%% ; 44 SEQ 1D
NO: 137- 139 &R T 71 I o — 2 IR EEFEL & SEQ 1D NO: 140- 1420 &R T HIM S — 2%
JIRHE ; €15 SEQ ID NO: 149- 151 H) 2R 7 H1I I 23— 2 IRBE AL &7 SEQ 1D NO:152- 1542
BB RIS — 2 I8k BB A SEQ 1D NO:149- 150F1207 [ 2 2L /8 7 21 6 4 — 22 Ik A
TrSEQ ID NO:152-154 ()2 B/ 7 41 1 25 — 22 KB - T ikt stk Ab , A BRI AT AL
AL SEQ ID NO: ORI LR 7 HI 55 — Z IKBE A AL SEQ 1D NO: 10H = EL IR T AN 3 — %
JkE ;43 £ SEQ 1D NO: 13111 S 3 MR 7 H () 58— 2 ik B A140 % SEQ 1D NO: 132(11 & 55 /R 7 51
()56 — 2 IkBE ; B3 SEQ 1D NO: 143[ 2 B MR J7 A1 1) 58— 2 IKBE A1 6015 SEQ ID NO: 1441 %
R IFHI 5 — 2 I8 £4 5 SEQ ID NO: 1550 S B8 7 51 () 45— 22 Ik A4, 47 SEQ 1D
NO: 1561 28 L /R FE A1 1 5 — 22 Ik : BUAL 5 SEQ 1D NO: 2081 28 FE R 1 41 1) 5 — 22 ik Bk AN
L% SEQ ID NO: 15612 ZE 1% Fp 21 i 5 — 2 IkEE . ik B Bl i T A5 2 (a) B & SEQ 1D
NO:9F13P# BUSEQ ID NO:3-5F113M) 4 i 2 B /7 H1I ) 56 — 2 IRBE AL 57 SEQ 1D NO:
10FH14 M35 BLSEQ 1D NO:6-8FN14[) A H i 2 IR 7 51 1) 25 — 2 JikEE ; (b) €47 SEQ 1D NO:
1311135 8L SEQ 1D NO:125-127 F1135/] 4= #5 HI RIE IR 7 51 1 25 — 2 R B LA 2 SEQ
ID NO: 1321136 8L SEQ 1D NO:128- 1301136 4= R IE ML 7 51 1 568 — 2 ke (o)
£14'SEQ ID NO:143F1147W5# 5LSEQ ID NO:137-139F1147H & H I AR 7 HIH 55— %
JKEE AL S SEQ ID NO: 14441148 B(SEQ ID NO:140- 1421148 4= 5K ) 2 F 8 7 1) 1)
B2 KEE; () BASEQ ID NO: 15581159 5SEQ 1D NO:149-151F11590] 4= 55 1) & Ft
1% 7 511 45— 22 ik E 6L 27 SEQ ID NO: 156 F1160 5  5SEQ ID NO:152-154F1160K] 445
(R S8 LR 7 IR 45 — 22 kB s 5% (e) A0 27 SEQ 1D NO:208F11597 # BiSEQ ID NO:149-150.
207 FI 1591 A ¥R A Z LR )7 1 K 56 — 2 IR BE FIEL & SEQ 1D NO: 156 F11607 # B SEQ 1D
NO:152- 154 F1160M 4= 22 25 1R 7 21 1 5 — 22 KB o Wikt s b 4, A B (1) B2 1 ] A
s (@) BESEQ ID NO: 112 MR 7 A M) 25— 2 IRBE AL SEQ ID NO: 12/ 2 2L 1R /7 %)
(128 — 2 IKEE ; (b) EL5SEQ 1D NO: 1331 = LR T H1I1) 56— 2 KB A AL SEQ 1D NO: 134
() S L8 R A 0 4 — 2 Ik s (o) A4 37SEQ ID NO: 145/ 2 IR T 51l (1) 45 — 22 Jk Bk AN 7
SEQ ID NO:146[) % FMe 7 5 1) 55 — 2 Ik s (d) [ SEQ ID NO: 157 R LR T HI 56—
Z IKEEAL T SEQ 1D NO: 158/ R LR T HII 56 — 2 K%k ; 5 (e) €7 SEQ 1D NO: 209/
FERR T A 5 — 2 IKEE 65 SEQ 1D N0.158EI’J§H@EEQ$§JE%J%*§HK% FEMAE LR, A
K BA R H AT ONTCR. Al e Hb, an R i pr ik 8 A0 % & A DL R RS R 7 51 Y B 2% 2 Ik
B%.SEQ ID NO:11£112.SEQ ID NO:133$H134\SEQ ID NO:145%1146.SEQ ID NO:157F1158,
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B{SEQ ID NO:209F1158, 834 4N R plrid &5 1 () 28 — A/ 8l 58 — 2 IREEIe B & H B = LR 7
1), 45 U G ) A 925 B3R A 1 B A3 R R IR T A AR J B R AT BLORRI G R AR IR T
[, A RIS 15 2 b — PR ST A B 2 KDL e 22 /0 — Fh B 2 IR Rl & 2
H o H& 2 IKnT LR Rl G 8 B S 2 KA AR, 80T DA LLIX FE) 2 IRA7AE « H 5 AR S
B A R Z Kz —EHEN (B BR) Rk HE 2 K0T LGS AT A Ik 7+ B8 E 4 1 B
4 BFEEATR T % BR 8 9 .CD3.CD4 . CD8 \MHC4> T .CD14% ¥, f5il tnCD1a.CD1b.CD1c.
CD1d%%,

[0072]  Eh&EEA T UUEE —ANEZ A NRA K Z /sl — i 2 AN I e 2
Ko B, Fl e B AT DAL 12034 5 EE 22 85 DI AR R BH 1) 22 R/ BRH B 22 I o ffl) 5 i
HERAMNGER ERNARSER D 5, B ARG mEH T

[0073]  FEAKBHM) — LSS r S8 H , A K BRI TCR. 2 IR AN ER I W4 3R aA N & B i Hea B
AIBFE R 2 L IR AN o AEIX T T B9 & DA N A B IR TCR L 22 IR AN 8 1 38w A5 4k
Jik:SEQ ID NO:11#112,SEQ ID NO:133#1134,SEQ ID NO:145F1146,SEQ ID NO:157F1158,
SEQ ID NO:209F1158,SEQ ID NO:9F110,SEQ ID NO:131#1132,SEQ ID NO:143#1144,SEQ
ID NO:155#1156,SEQ ID NO:208#1156,SEQ 1D NO:3-8M)4=#,SEQ ID NO:125-1301 4=
#B,SEQ ID NO:137-142[14>3#5,SEQ ID NO:149-154f#4=#3,SEQ ID NO:9.10.13F114[¢) 4>
#B,SEQ ID NO:131.132.135F1136/K4=#%5,SEQ 1D NO:143.144.147F1148f¢)4=%5,SEQ 1D
NO:155.156159F1160( 4=, SEQ ID NO:208.156.159F1160] 4= %5 ,SEQ 1D NO:3-8F113-
1417 4=, SEQ 1D NO:125-130f1135- 13642, SEQ ID NO:137-142F1147- 1481 435,
SEQ ID NO:149-154F1159-160f4=#E,8¢SEQ ID NO:149-150.207.152- 15451159~ 160F¢) 4=
B o Tk 122 Sk B AT A R 0 E 7iE 40 B4 TCR . 2 Bk RN /B8R 1 1 3R 0A . T iR Bk Bk T £
TARE G ) @ B R T A AR A R I St 77 28, Bk TCR 22 ik AR B AL B V) EI o
FEE SR A, BT iR B SL KT AL A7 SEQ ID NO: 28 24 F 1 32 40 it >k 26 52 085 Pk 432 3k K )
PRI, Bk $2 3k K mT 4 7)1 1 7 A8 43 B9 ) o FNBE o 7E A i BH 1) SETiti 77 28+, FTIRTCR . 2
B AT AL S XA R R IR T A B A Kot A K BEE AL T o FNBEE 2 8] 1) 2 Sk Ik
(##n,SEQ ID NO:45 ($i-KRAS G12D TCR) .SEQ ID NO:162 (FL-KRAS G12D TCR) .SEQ ID
NO:201 (3i-KRAS G12V TCR) \BYSEQ ID NO:203 (Fi-KRAS G12V TCR) & LR F41) .
[0074] AR BHIER E AT LA AL B 2 20— PA STl (1) A BA 22 ORI =2 AH 44« an A STl
R, “EAPUAR” ZIa 5 20— P BRI 2 ORISR B 56 70 16 22 IR0 EE2H (f) 4, &
R TSR - P s 5 0 10 2 I DU ik By B85 25k . At el 5 1) v A2 [X
B E [X BB T AR B (scFv) BiFc FabakF (ab) ,” v Be & AR 2 1) 2 ikt v LA fE
O EE A HUR B B 22 IRAFAE o AT i, e sl 5840 1 2 ICEE v DA LLIX FE ) 2 JIRA7AE <
SRR Z IRAEHEN (FR ) 3Rk o Bk B3 5 19 2 K o DUAE AR S A BAT AT ida A B
(BFEA SR FEATHraR Fduis B 1 2 k.

[0075] AR BHMITCR. 2 kAN B (L 4E L DI Re A2 44) AT LLOAARAT K BE , B AT DAAS AT 24
H B2 R, BT e 2 IR TCR. 2 e B (B H DIRe AR 14) OR B e AT A s ,
P 46 G TR 1) SRR W9 AR BTKRAS  ar IR 7L 20 470 v 1 S 5076 T B T i L 30 B e
FEZEBE J7. 91, 22 Bk AT LA Z150 2 295000 & FE BRI K, 1150.70.75.100,125,150+
175.200.300.400.500.600.700.800.900.10008% 5 % A28 FE R 1 K 1 o AEIX 7 1T , A K% B
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1) 2 IR LG A

[0076] AU BHIFTCR. 2 Ik A& E 7T LA B AR — AN B2 N RRAFAE I LR ) & B2
FEIR LR B R R IR A O A, H HAAFE B i 2 3 O R IR L IE R R a - &=
IEZETR = 222 RS- LB R R AR - P IR e 3K -3-FR I = iR e -4 - BRI R V4 - =
FERNEIR A-THERNAR 4- AR NEAR 4-RERNAR B- R R 2 RB- RN
AR AHER a-ZRNER A HENEAR A HER . —E MW -2-R1KR . 1,2,3,4-
VS k- 3- R IR R N R VU B TN R BB i N - 26N - - R 2N N -
I - ZER 6 PR EIR SR - BN R IR - A B O R IR o - Z A B b
RIR va- (2-ZE-2-FF8h0) -RIR o, v - & AT R o, B- BN = R 2R Alla -
TEHER.

[0077]  AKBHEITCR. Z kAR B (L35 H Dhae A2 44) 7T LARBE B4 L ez b R Ak B IR
A BRGNP AE S 28 R A5 G AR T A BB e A RS N s 3 AT / B A et — RIS A
W5

[0078] AR BHITCR. 2 KA/ B A (A AT DLd i A48 2 R0 1 5 V3R WM Sk & e 41
% R ANER B AT DA R AR 7R () B 2H D7 VA A SOk (R A BRS04 - 2 L, 451, Green 1
Sambrook,Molecular Cloning:A Laboratory Manual ,4th ed.,Cold Spring Harbor
Press,Cold Spring Harbor,NY (2012) . nJi&Hh , K SCHTIRAITCR. 2 Bk A1/ 5 A (BFEH T
AEARAA) B PLIE M 3 UnSynpep (Dublin, CA) \Peptide Technologies Corp. (Gaithersburg,
MD) #iMultiple Peptide Systems (San Diego,CA) 2 & faiNb & 1. 7E1X J7 Tl , A4S Jx BH )
TCR. 2 BK AN (AT LA R« B2 23 B 1 Al /B4l Ab i)

[0079]  QLFEAEAS i HYE Bl N B2 8510, a0, B0 3 AR K B TCR 2 KB EE B VX TR
YRR AR 1E E AN AR AP R B PR 2 A AR M AR A A
WL A RRER A W) T V08 AR A0 2 R

[0080] A<k BH P SETf 7 S 4Rt T A& gt A ST IR B TCR L 22 KBl 3 A — PP A%
HIRIT IR - AT, B G S H IR “S R M %R 17, 7 HiE s
E TEDNABRNAL) 5 &4, Hov] o B BE BOBUBE Y, & B B30 R AR SRR 3R A5 1 (B Gn 43 &5 1)
A/BAEA 1)) , FAT LA KRR VAR R AR B B e R R IR, T BL S A R AR VAR R
SRR B RO PR A T TR 1) B, T e S T TR I B e At A TR s B 2 A R B ) B A% 1 IR ) %
IR (B A7 AE I B IR — T8 o 75 St 77 S8, T IR A% IR 0. 45 EL#MFIDNA (cDNA) o 38 5 AR e 1) 72
ANELEARTAGR N R 5] B A/ BB B AR « SR T, £ — L5 00N, WA ST e i, f
—NELZ AR R B/ B E B R R T R A IS .

[0081]  fLiZbHh , A BH A FR N B A A o AR ST Pl Y ARE “BLAHAR” 246 (1) i R AR
A AR IR B B 5 AT LUAE 15 40 i b 5B 0 AL R O - 5 1T 60 2 PR A M R ) 23 5 BR
(i1) HEA B () s TR () AR e o3 7 BEAT Z I B = AR 8 3 O 7 ARSI B, Bk &2 i1 ]
R RN R

[0082] W] LAAS FACSIS O RN AR T , 2 T 0 25 A B Rl / BB 1B 2 I N A T iR R - 2
WL, 1, GreenflSambrook et al., [\ b o5l 4n, #% B v LA R SR A7 7E I A% HF R B )9 38
531 AE WA e P B N 2R 58 5 TV RS R0 KU A 1) A B AR AR 1T 5 T AN RS A ) % 1 R
(o, B AR R R AT A= M AT nE B R AT IR) » BEAT A 56 o T LA T2 B R B A A1 1)
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12 R ) S2 ) A, 5B R PR T+ 5- RUR IS I L5 - R R BB IE | 5 - S PR W I 5 - Rl bR s g | Y g P
W VBRI (4~ 2 T Mums e (5- RIS H AL) JRENE 5 -2 FE B 0 2 - 2- Rt SR 7 V5 - R R 2
G L PRI NE | AR E B-D- R IR (queosine) ULUEF NC- SR 0 L g (1 -
O S IEEps (1 - HJEHLAF 2, 2- - F 3 SO NN (2 - FH JEE IR MEE Ay 2 - F O I I 04 | 3 - R JEG i e
I L 5- FFJEE J s g N B 4 ) I A |7 - P K MDA |5 - PR G T 3R BRI I 5 - R 4R
HFe-2-WRREENE (B-D- T FE MR 1 .57 - W AU B AR HH ik PR S g | 5 - FH A0 B R B E | 2 - HHY A
B -NO- S A L R A | PRIBSIE -5- AL 21 (v) VIR T (wybutoxosine) M EREENE (T |
2- Tt PR e 5~ FF 3 - 2 - Tt PR M e 2 - T AR M e 4~ i JAR M e 5 - FR 35 R I e | PR I e - 5 - 4 3k
CLPRFTE 3 (B-Z( B -3-N-2-FRIL N L) JRMENE N2, 6- —Z JENERS  ml ikt , A8 K B i — Fob
o 2 iz R ] LA H 1 iMacromolecular Resources (Fort Collins,CO) #lSynthegen
(Houston, TX) B/~ & o

[0083] P id %2 AT LA AL gt A SCHTIR I TCR « 22 Bk B8R (3 HH AT — RO AT AT 2% 9 R
F o FEAS B SE T T S, ITIR IR AT A 3 LA N A% B IR 7 41 (a) SEQ ID NO:22 ($i -
KRAS G12D TCRa%%[{JCDR1) ;SEQ ID NO:23 (i-KRAS G12D TCRa%E[KICDR2) HIAZ FH: 741 ;
SEQ 1D NO:24 (J1-KRAS G12D TCRa%%[#¥JCDR3) A% EF & /7 %1 SEQ 1D NO:25 (JT-KRAS G12D
TCRBEEIVICDRL) % H 8 7 %1 ; SEQ ID NO:26 (Hi-KRAS G12D TCRBEEICDR2) K R
1|3 8LSEQ 1D NO:27 ($i-KRAS G12D TCRBEEMICDR3) HIAZEFER 7415 (b) SEQ 1D NO: 164 ($i-
KRAS G12D TCRa%£fJCDR1) ;SEQ ID NO:165 (37i-KRAS G12D TCRaB%[CDR2) A% H R 41 ;
SEQ ID NO:166 (31-KRAS G12D TCRa%%[CDR3) (4% £ /23 51 ; SEQ 1D NO:167 (JiL-KRAS
G12D TCRBEEMICDRY) A% R ¥ %1 SEQ 1D NO:168 (3i-KRAS G12D TCRBHEMICDR2) 4% H
i 7 %1 BUSEQ ID NO:169 (i-KRAS G12D TCRBEE[KICDR3) (% H R JF 1 (¢) SEQ ID NO:
177 (2-KRAS G12V TCRa%E[¥ICDR1) ;SEQ ID NO:178 (Hii-KRAS G12V TCRa%%§[KJCDR2) K%
%7 %1 ;SEQ ID NO:179 (37i-KRAS G12V TCRa’%%({JCDR3) A% £ £ 41 ; SEQ ID NO: 180 (3i-
KRAS G12V TCRBEEFICDR1) #%F W27 51); SEQ ID NO:181 (T-KRAS G12V TCRBEEMICDR2) f)
RS BUSEQ ID NO:182 (3i-KRAS G12V TCRB4%FKICDR3) FIA%EFEE /741 ; 5% (d) SEQ 1D
NO: 189 (Ji;-KRAS G12V TCRa%%[JCDR1) ;SEQ ID NO:190 ($-KRAS G12V TCRa%%[ICDR2) [
R 7% SEQ 1D NO:191 (Ji-KRAS G12V TCRa’%%[#JCDR3) (4% 1 le /5 %1 ; SEQ 1D NO:192
(Ft-KRAS G12V TCRBEEMICDRL) MIAZ R F %15 SEQ 1D NO:193 (Hi-KRAS G12V TCRBEE)
CDR2) A% R ¥ %1 ; BSEQ ID NO:194 (47i-KRAS G12V TCRB4%ICDR3) ¥t HE 41 o 1 ik
H, BT iR AR AL 5 L S A% EF R FE 41 : SEQ ID NO:22-24[%14>3#5;SEQ ID NO:25-27(11 43k 5
SEQ ID NO:22-27f)4=#B;SEQ ID NO:164-166f4=%#5:SEQ ID NO:167-169f)4#F:SEQ ID
NO:164-169f 4 ;SEQ ID NO:177-179842¥;SEQ 1D NO:180-1824#;SEQ 1D NO:
177-182/1 425 ;SEQ 1D NO:189-191114=#B;SEQ ID NO:192-194/ 437 ;SEQ 1D NO:189-
1941) 238 FERE AL B SETt 77 =, Frid R L & LA R A% B R /7741 : SEQ 1D NO:22-27
fF) 45 SEQ ID NO:164- 169/ 435 :SEQ ID NO:177-182f/1 45 8SEQ ID NO:189-194[]
A AEA R BRI S 7T R, FriR BRI A5 LA R A H IR 7 41 - () SEQ 1D NO: 15 (-
KRAS G12D TCRa%Ef{)AJAZ[X) ;SEQ ID NO:16 (Fi-KRAS G12D TCRBEEMIFIAZ[X) ; BiSEQ ID
NO: 1541165 (b) SEQ ID NO:170 (3/i-KRAS G12D TCRa%ff#)AJZAZ[X) ;SEQ ID NO:171 (Ji-KRAS
G12D TCRBEEMFIZAF[X) ; 8SEQ ID NO:17041171; (¢) SEQ ID NO:183 (}i-KRAS G12V TCRa
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BERATAZIX) sSEQ ID NO:184 (H1-KRAS G12V TCRBEEMIAIAF[X) ; BYSEQ ID NO:183F1184;
(d) SEQ ID NO:195 (Jit-KRAS G12V TCRaZEf)RAIAZ[X) ;SEQ ID NO:196 (HT-KRAS G12V TCRB
FER A AR[X) s BESEQ 1D NO: 19581196, fltik th , AT iA 4% B8 L & DA 1A% B R J7 41 : SEQ 1D
NO:15F116;SEQ ID NO:170#1171;SEQ ID NO:183#1184;5¢SEQ ID NO:195F1196 . 7E A< % B
() o — S0t 77 e, IR IR T A 5 DL R % R 7 91« (a) SEQ 1D NO: 17 (K $t-KRAS
G12D TCRa%#) ;SEQ ID NO:18 (4= K:4%-KRAS G12D TCRB%%E) ; B SEQ ID NO:174118; (b) SEQ
ID NO:172 (= K:$i-KRAS G12D TCRa%#) ;SEQ ID NO:173 (4= KPi-KRAS G12D TCRBEE) ;%
SEQ ID NO:172F1173; (c) SEQ ID NO:185 (4= K$i-KRAS G12V TCRa%%) ;SEQ ID NO:186 (4
KH1-KRAS G12V TCRB%E) ; B{SEQ ID NO:185A1186;ak (d) SEQ ID NO:197 (4= K:#i-KRAS
G12V TCRa%%) ;SEQ ID NO:198 (4 KHi-KRAS G12V TCRB4%) ; BKSEQ ID NO:19741198. ik
H, TR RS UL PR E R %1 : SEQ ID NO:17f118;SEQ ID NO:172#1173;SEQ ID
NO: 18541186 8¢SEQ ID NO: 19741198,

[0084]  FEA K BH ISt /7 &b, Frid 4% BRI 0 mh TCRa Bl BBE 1 1E 2 X A% IR T 41
TEIX T TH , A SCHEIR AL R T (AT AR IS v AL & DL R A B R /77 41 : (2) SEQ 1D NO:19
(Fi-KRAS G12D TCRa%Efr1EEX) ;SEQ ID NO:20 (3i-KRAS G12D TCRBEEMITEEIX) ; BLSEQ
ID NO:19F120; (b) SEQ ID NO:174 ($i-KRAS G12D TCRa%%((1EE[X) ;SEQ ID NO:175 (i -
KRAS G12D TCRBEEMIE E [X) ; BSEQ ID NO:174F1175; (¢c) SEQ ID NO:187 (iL-KRAS G12V
TCRaBEMITEEX) sSEQ ID NO: 188 (}-KRAS G12V TCRBEEMIIEEX) ; BLSEQ ID NO:187F1
188; 8% (d) SEQ ID NO:199 ($-KRAS G12V TCRa%%M1E E[X) ;SEQ ID NO:200 (Fi-KRAS
G12V TCRBEERIIEEIX) s BLSEQ ID NO: 1991200, ftikth , Br ik % B 40, & LA 1 M A% HF R 7
%):SEQ ID NO:158119;SEQ ID NO:16#120;SEQ ID NO:15-16F119-20) 4% ;SEQ ID NO:
22-24F1191 4% ; SEQ 1D NO:25-27F120(1) 428 SEQ 1D NO:22-27F119-201 4> SEQ 1D
NO:170411174;SEQ ID NO:17141175;SEQ ID NO:170-171F1174-175/)4#%5:SEQ ID NO:
164-166F1174/) 435 :SEQ ID NO:167-169F1175/4%5:SEQ ID NO:164-169F1174-1756]
A=#65SEQ 1D NO:183#1187;SEQ ID NO:184F1188;SEQ ID NO:183-184F1187- 1881 4=
SEQ ID NO:177-179F1187;SEQ ID NO:180-182F11188f¢)4=#B:SEQ ID NO:177-182F1187-
188145 SEQ ID NO:195F1199;SEQ ID NO:19641200;SEQ ID NO:195-196F1199-200]
4= ;SEQ ID NO:189-191F1199f) 435 SEQ 1D NO:192-194F1200/) 4= ; 8, SEQ ID NO:
189-194F1199-20011) 4= 3B - 7EFf MIPLIE B L 77 b, iR IR B & DL T I H IR T 41 «
SEQ ID NO:15-16F119-20f# 45 SEQ ID NO:22-27F119-20(K) 4= %5 SEQ ID NO:170-171F0
174-175/)4=%B;SEQ 1D NO:164-169F1174- 175K 4=#5:SEQ 1D NO:183-184F1187- 18811 4=
#5;SEQ ID NO:177-182H1187- 188/ 4B ;SEQ ID NO:195-196F1199-200f 4= ; BLSEQ 1D
NO:189-1941199- 200 4 %%

[0085] R SCHEIR BT AR AX BRI v] A0 75 b 42 Sk IR AZ IR ST 41 o S i K IR I A% A IR 7
TR AT A & I AZ IR T 1 o 1 U0, Db 42 Sk IR B A% B R 7 41 AT A5 2 SEQ 1D NO: 441
ZHR T,

[0086]  FEA K BHRY LT 9, A& LN AR 7 8 AR 2w i B TCR: SEQ 1D NO:
22- 2414 # :SEQ 1D NO:25-2714=#F:SEQ 1D NO:22-274=#B:SEQ ID NO:15F116;SEQ
ID NO:17#118;SEQ ID NO:154119;SEQ ID NO:164120;SEQ ID NO:15-16F119-20/) 4%
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SEQ ID NO:22-24F119(F) 45 SEQ ID NO:25-27F120f1 46 SEQ ID NO:22-27F119-20[F)
4#3:SEQ ID NO:164-169f4=#5;SEQ ID NO:17041171;SEQ ID NO:17241173;SEQ ID NO:
164-169F1174- 1750438 SEQ ID NO:170-171F1174-175/)4%5:SEQ ID NO:177-182f¢) 4>
%53 SEQ ID NO:183-184;SEQ ID NO:185-186;SEQ ID NO:177-182F1187- 1884 #E ; SEQ
ID NO:183-184F1187-188[114>3:SEQ ID NO:189-194(114>3#:SEQ ID NO:195-196;SEQ 1D
NO:197-198;SEQ ID NO:189-194F1199-200f) 4= #8; BKSEQ TD NO:195-196F1199-2001 4=
o

[0087] AR BHILIEAE TR, KA & SRR AR IR 1% B 1R 7 5 AN H IR
JF 5 B T TR A N 5 AR SCRTIR BT AT AL R (W A% B R 7 9 2 38 M A% HF B T 91

[0088]  7F ™Kk T A AL B R 7 FIL e 7E 5 7™ 58 2 A T 2858 “m MR A mAR X
TR 7 21 LA ] Aar Pt 58 T AR R e MR 458 1) = SR T 8 (AR ST R il BARATT i IR A% H 1R 17
G) R S PE AT o R R A R FE XA 2 AT X o AR B ANT A 2R, 5
INEH DE B 2% 5., BT iR 4 s B>k B Al T B VLR B IR 7 51 () — 22 /)N
X 38, (454, 3- 10D L) B BEMLF 21 o AR EG 14- 174N BREE 2 NP8 R 1 4 K B AMY L 12/
FRMX I A T s A I HL ™ B AR AT 5 TR X 2 o AR v )™ SR SR AR 5
AR AN/ B R 25, WZ950- 70 CH A N iliE£90.02-0. 1M NaCl B [ P52 (L1 26 1F
IS P R AR B VIS E IR 7 51 5 B AR 2 TR AR /> (n R4 1) (RS , 7 B )
T& TR MAEATT A BH TCRIFI R o 38 55 WA 9, AT LA IE Gk i N 368 o 2 ey R I Ml ol 2 A 5 7™ 5
[0089] A& BHIEIR AL & 5 AS IR AR IR B A 2 /02970 % 84 5E 2, 5] 0 280 %%
£190% 2191 % 2192 % 2193 % 2194 % 2195 %  £196 % 2197 % . £198 % 5§, 24199 % — F 1t
% BT 5 LR - FEIX T T, P A% R T HE A b f ARSIl (R AR AT AR R 17 S 2H % -
[0090] A& BHHIRXIR T LA N 2 A Rk iR o FEIX J7 1T AR B R AL 1AL A R B
(R AEART A% R 1) B 2H 0k A o PE A I BH 1) SIS Tt 77 S8R, BT i B 20 3Rk #1060 S i o ik L B
AR BRI AZ B R 7 2 o 45160, AE S 7 S8 R, Il B 40 Rk B 00 & DU N A H R 77 471 - SEQ
ID NO:21 (4ufGa MIBEESEQ ID NO: LIFN120L S fir B4 12 A H43k) sSEQ ID NO:163 (4wt
aFIBEESEQ ID NO: 157HF1158LL oz T BEAITZ Al A 423k) s SEQ ID NO:202 (4 fidaF1B%ESEQ
ID NO: 14581146 VL Aoz T B 12 a1 1 423k) s BLSEQ 1D NO:176 (Zmfida FIBEESEQ 1D NO:133
A134LL S T e 1 I B823K) .

[0091] A T ASCHI H I, RiE “BHHRIEEMA” BHa R PFUB IR FAZ IR L IR
P R AR AL G ASmRNA L B 2 IR B9 A% R 7 31, I HAE 2 DS A5 72 15 £ 4R
N ZRIAmRNA L HE [ 22 BRI 2% A1 4 B4k 5 15 = A e fuk by, B 4 Ak e VE i1 £ 48
I 22X mRNA L H 22 BREIUIK o A BH IR 80 T AR BEAN S R IRAEAE 1) o SR T, BAR IR 43 7] LA
NRIRAFAENT o A BH 1) B2 20 2 08 204 v] DAL S AT A SR T A% P IR , B 6 ELASFR -T-DNA AN
RNA, ] g B OOV () A BB B8 40 B R SRR IR ERAT , IF HOAT LS A R AR VAR R AR
BUESE AZ IR o T I H AH SRR B AT LA 2 RIRAEAE ) AR R SRAEAE I A% 1 IR [R) T B , B
TX PR AP Y () IR o AR e, BT I E TR SR AT A 1 B R ) % R B T IR 1) 32 A 2> BHL A
BRI i S R

[0092] 7<% BH ) EE 2H 30k # A4 o] LUONAT AR & 38 1) BE 4 R I8 3k , I H T 4 T e A 5l
PATAEE 15 AP A 38 B B S BT B T B A 38 5l T 3802 30X R 2 1) AR

28



CN 107223134 B W OB P 26/50 71

AR, W0 R AR 5 . B r] DLk B : pUC &R %1 (Fermentas Life Sciences) .pBluescript &
%1 (Stratagene,LaJolla,CA) .pET &%l (Novagen,Madison,WI) .pGEX & %] (Pharmacia
Biotech,Uppsala,Sweden) FlpEX &% (Clontech,Palo Alto,CA) .t A] {3 FWE TA AR 244, U
AGT10.AGT11.AZapIT (Stratagene) \AEMBLAFIANM1149 ., A543 ik 2 44 (1 52 ) (L F5 pBTO1
pBI101.2.pBI101.3.pBI121F1pBIN19 (Clontech) . #4315 44 1Y) <2451 A1 FE pEUK - C1  pMAM
FpMAMneo (Clontech) o fiLiZE 3 , By B 2H SR I8 %0 AR s B 2044, 451 40, 300 2 S s B LA . 7E
RE R 1 S 7 28 R, ik B 2H 3R AR AMSGV 1A%

[0093] 7% BA 1) B4 R I8 % A4 v] LAAS FAE 4 iGreenMISambrook et al. (A ) A
%) o 74 25 ZH DNABE AR HEAT 1] 4% o 1T DL R R #0041 i i@ A LR IRIRER S M) il & & A
EIFZ B EAZ S LA B IR B i R4 EHil R T LSRR T, Bl WiColEL 20 FURL WMy
SVA0 A= FL IR 5

[0094]  WIHX) A, A SRR B AL & % 7 21, Wi s R R PR 4R 25 S - A28 1 B
A1 50T 5 IR H 28 FEAZ 3R 2 JE T DNAIE S RNARY , FEXH A 51 AN 1Z AR ) 15 5 41 2 (4]
WA HR E YD) B R R

[0095] ik E 4H IR HAR T AL — AN B2 AMRic 2R D, B FR 10 485 DR o vV o) 2 b Bl e
B AE F MR IEAT IR R AL R B R R W AP Bl A R B &R ER Y, 55
FrER A Y 1 32 A0 B R DA AR S5 TR A &5 AR B SRR BRI A 3 bR B R FE 491 G0 B
3 /GAISPUIEFE N i WP AL DY A A i e L N DU R P R A A R T E R il
HA .

[0096] Pk H 4H Rk w Ak v] UL 35 R ARBUAR R SR R 31, % 5 30 AT 4 AR o 452 22 9
T TCR 2 BKELE A PIAZ R 7 7 8 T B E B 2 5 4mhS TCR . £ IKEN B A A% B IR 7 41
B AR I RE T IR T 51 o X A Bl TR e 5, 1 an g 55 i 5 2 VA 2R R AR B e
(1) FEAS QI 8 B RN R RE TN o AU, B T R 7 91 45 3 3l B 4 A AR ARSI R R
N BTRE TN o B3I 7T LN AR 25 JE 3+ 80 B8 B 30+, il an B 0 25 (CMY) JE33h 1+
SVA0 A 8RSV A B 7 B A E T M T4l i S K R im B R 75 1 B 8h 1.

[0097] %)% BH I EE2H Rk # ik vl Ag e vk Tl Rk TR 0E Rk B TIX
T4k, AT LA & T s R A B 115 S AR A 1 A R IAHAk .

[0098]  phAh, AT DA &6 2 B AR DR ) B 2 SRR SR . AR SR A, RAE “H R R A 215
FEERE A ARAFEF AT R o B A JE R A DRI T 30 12 8 R 1 48 B xS 24 771 dn 25
VIR U, 3 H 21405 P ad 24 704 fir B8 R T ok 24 7)) 51 RS i A M A0 T ) R TR
H AR A O R0, 3 BB Gan, a2 i 8 (HSV) J 1 S (TK) 1K | o s
WEE J5t 2, il e [R] A A T Tl 2 Tl R R 2 D P R A

[0099] AR B Iy — St 77 S0 SR it 1 A& A ST I AT ] B 2H SRk #4411 15 3 40 .
WA SR, ARV “f M 52 F8 7T DA & A A i BH (1) B8 2H 20k B 1) AR ArT R B 1) 48 i« Pl
A E EARR AT LA AL ARRE , 040 AE Y B0 L BGEE R, BRT DA OA R A AR AR, 45 dn , 4 TR
B AR BN - A AR B RT DL A R 7 A B B A A AR, RO AE A, 4 N B A3 ) A
o i 3 2 R DA g W R 4 i V- A, R AR K 4R A o 50 1 1 S 4R B A AR A
SR I B A, 40, DHSa K T R 20 o 6 B, DR 5540 i A VEROZT A . COS 4T i \HEK 293
SR N T3 W i H A Rk B AR R B 1, Brid 1 E A e o lEAZ 400 , 41 4, DH5a
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RN 7 A B TCR 2 TREEE E I B 1, BT id 1 = 4R B L de v AL sh P 4m il - sl ik
i, i 15 4R 9 N A0 o B8R P 1 2 A AT DA AT R 4 2 2 0, mT DR AT AR
RMBIH L, I BT DA R BB B 40, (518 = 40 M A% S~ Ja i bk 0 48 g (PBL) 5
A JE I A% A (PBMC) o BE ALz 1, Bk 4 3= 4 g 9 TH

[0100] Sy VAT H 1), T v] 9 ATA0 TARAL , s 7= TAm A , 41 an R AR T 40 P 5ok | 4%
FERITHHE R W Jurkat SupT1 &8 I THH AR , 5 MR LAY 3R1S B0 TAH ML . an S 2L 3h 3k
73, TR AT WV 2 SRR, ELFEAEAN PR T M9 - B VPR E2 &« i i s o e 2 B
T ff A0, ] 4 B S Ak, o A e b, TR A A AN TEH I o TR A ] DA AT AR] 28 0 () T4 i 3 HL T
PLRATAA] 2 BB BRI TZR B, A0 35 (HASPE T+ :CD4"/CD8 "X BH P4 T4 At . CDA "%t By P T4 ., 457) 1
Th, F1Th, 402 CD4 T4 .CD8 TZH M (151 41, 40 B 2 A T2 M) - Jifr 8 332 0 P bk B At . (TIL)
WA HETAIR (40, s e A P TR B AR S I TAH M) HIEET A0 i 55

[0101] AR BHIESEML A5 2 /b — Rl SO 0 1 32 4 M 0 A0 B . ik 2l e mT LAAY
SRR, B TR S DR BT ] E A SRR B R e A5 an g 2 4R (B anT
YA , BT R 2 A0 ) 20 A5 S B A 15 200 e o b 4 B S 20 4 A 4 B P R 4
b B2 AR JLPR 20 B O A S 2 b I B T A AT B A R R AR I 15 E 4R AT
g B iR 40 B R R R KA B[R] R B, e B B A T A A A LA R A R
()18 =4 (0, A b e LA ) o P B A R mT Dy o o AR R R, G A A 04 A 4
AL B2 R IE AR B 5N 1E 4B e B, DAASEAS B4R 1 i 40 i A 2 iR B 2H R IR 3.
i AEA B ) — St T 2, Bl A M 9 B0 3 5 A S i B 2H SRk B A4 1) 1 32 4 i
1) o B A

[0102]  FEAKBHRY LT 2, Frd BEAA Fh 4 ) 20 B o] DUER T sy 38 TAH A3 H 199
Bga] DL DL SCRk A BT IR A A AT L 0 22 5 VR AT — Fh ok s EiL, B 4n , 35 5 A
8,034,334 ;% E % F]8,383,099; £ E L F|HiFAH52012/0244133; Dudley et al.,
J.Immunother.,26:332-42 (2003) ; LA JtRiddell et al.,]J.Immunol.Methods,128:189-
201 (1990) o 7E52 5 &b, 3@ B T 5 OK T3 Hi A4 | TL - 2 F4] 35 2 PBMC (161l Gl , 25 8 A () 7]
Pl ARPBMC) 3557 , SR IEAT T B 21438

[0103] A BHEIRAE T PR KPR 45630 , Hpe e w45 & A U iR AR TCRIY
DIRERB 43 o DRIkt , BT I8 DI RE 073 B e e MR 46 G e B 5, 540, Bk D Re 6 40 5 DL R &=
AR ¥ :SEQ ID NO:3.125.1378%149 («BEHICDRL) ;SEQ ID NO:4.126.1388k150 (afE )
CDR2) ;SEQ ID NO:5.127.139.1518%207 (a%[HCDR3) ;SEQ ID NO:6.128.1408%152 (BHE)
CDR1) ;SEQ ID NO:7.129.1418¢153 (BHEHICDR2) ;SEQ ID NO:8.130.1428¢154 (BEEM
CDR3) ;SEQ ID N0:9.131.143.15584208 (a% ) AIAE[X) ;SEQ ID NO:10.132.1445%156 (B
Al AR [X) s BB AT 44, I EnSEQ 1D NO:3-5;SEQ ID NO:6-8;SEQ ID NO:3-8;SEQ ID
NO:9;SEQ ID NO:10;SEQ ID NO:9-10;SEQ ID NO:125-127;SEQ ID NO:128-130;SEQ ID
NO:125-130;SEQ ID NO:137-139;SEQ ID NO:140-142;SEQ ID NO:137-142;SEQ ID NO:
149-151;SEQ ID NO:149-150F1207;SEQ ID NO:152-154;SEQ ID NO:149-154;SEQ ID NO:
149-150.207#11152-154;SEQ ID NO:131-132;SEQ ID NO:143-144;SEQ ID NO:155-156;
SEQ ID NO:208;E{SEQ ID NO:208F1156. B ALk, BT ik Dhfe #7061 5 LA B 2 B IR 7 51 -
SEQ ID NO:3-8.SEQ ID NO:9#110.SEQ ID NO:125-130.SEQ ID NO:137-142.SEQ ID NO:
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149-154.SEQ ID NO:149-150.207#1152-154.SEQ ID NO:131-132.SEQ ID NO:143-144.
SEQ ID NO:155-156.5KSEQ ID NO:2087FI1156 . 7 i ) S it 77 5 , B sl I bt I 46 4 30
RS A H 461N CDR (aFE I CDR1 - 3FIBEEICDR1 - 3) T R I 2R AL o BT IR FUAAR RT L SR AR A3k
CL AT AR AT SR B I S e BR B 1 o 90 4, BT iR oA ] LA AR AR [R] A Y () B, 45 4m, TgA W TgD.
TgE TG IgM% . Fral frik n] LU oA B ve B B8 22 v [ 1Y) o BT IR BuAd o] DL R SRAEAE T P , 451
o, o3 8 AN/ Ak B ALY (B AN ER s IR S S B R NS BIPuR . n g, B
PR AT LA IS PR T AR 2o ) B da , i an N Js AL B id sl Bk & Pu ik . Frid $i4k mr Lo~ BLAR T
KER G TE I BIL, BBk a] LU A & BHTCRI) Bh g &6 7> BA AT K-F B8 1 8k &
77 ATHUET A2 , B TR xS A< BH I TCRIY DI RE 7 B e e e, (945 5 H B IR B R B A7 AE
B/ INIAE XN

[0104]  MFABTAA LS G A% K B TCRIG AT AR T e #1840 B D e AR 4 (1) 68 77 1 712 R AR Ak 4 %
(1), 3 HAFEARAT Hudd - BT 45 & e , 450 an e 14 S % 0 € (RTA) JELTSAERH FiENIE .
385 VTUE FH 58 5 P A U 5E

[0105] i 2 HUAK K &3 11 5 v A3k L R0 o 91 5 b A 2 A8 988 7 VA F IR e, ol
C.A.Janeway et al. (eds.), Immunobiology,8" Ed.,Garland Publishing,New York,NY
(2011)) R o AT dedth , &5 WNEBV - 2458 98 77 v AE AR N S 77 AR H AR 1) 77 3 A B
BARRIE RG AR R -

[0106] W B A% Jee s tH AT A2 A R BH B 4 o FEIX 7 T, S Pe Ak i pi s 45 & ml Az (V)
G RBP4 ST AT LAASE FH ARV 1) 53 - AE ) 27 A EE A DNAF AR SR AR 1 (S WL, 14, Green
F1Sambrook et al. (eds.) ,Molecular Cloning,A Laboratory Manual,4™ Edition,Cold
Spring Harbor Laboratory Press,New York (2012)) .i&#ae4s 5 k45 & BRI PL AR 1K) 2
B B 3 B8 1 AR S M 1) T A DX Wk R S, S B 2 6 T A 1) T AR A A ) e B B 0
PR K Gt % B PO AL R 7 51 Sl NS IE R AIAE R, WA T 7= AR 458 e 1) i B R A
5515 ik 40 i 25 W B R e FE TR R B (S U100, Janeway et al., [\ 1) o

[0107]  F=A: NPT J7 V2 0 A s AR o Brad th ] DLdE i & X6 AR5 5 1) 28 4 A
o P8 BR A 1 DR 3 AT 2 5 DR 1 e B DR /N BRU 77 28 o ISR T VR N AR AT 2 RN ST, ELA R 7E 451
i Janeway et al.,[d FH1,

[0108] AR BHILHEAE T AT IR BEAT BRI PR 256 350 « ik P R 45 &85 73 v LA N
HA 2D ANPRE S AR AR 73, tiFab.F (ab’) , dsFv.sFv BUBEHTR M =HEHTAA
[0109]  mJ DA H % MU B AHDNAL R J739% (B, 4, Janeway et al.,[A] b) A2 sl BE AT
AR X B (sFv) Budk Fr B, H i #i4E f Fab i By 4 AR, BT iR B [t Fab A B AL 15 48 6 RO
FERR YU EE AT AR (V) S5 4 38 He 4 3 4 1) VS /38 Aol , s Az e il A2 X
Bt (dsFv) AT LA I 55 H DNABE AR 1l 2% o R T » AR BH B HiAd Fr B ASBR T 3% S8 m A (R P A A
Bk,

[0110] 4k, Hiiks At E 45 A 4 vl 8 & nr A AR I , 9 A sci 1 (R AL 2= L 9%k
A (Bl i F IR 2R (FITC) 255 A (PE)) B (5 antisi e il R ey « AR 1 S8 AL W) A
TGEMURL (151 404 350K

[0111]  AREHMITCR. Z K B LR B A FRIA SR 15 40 B (B FLAAR) APtk (fu
FEEPUR L S 5) T 2 B AL/ B ai A 1) o AR SCRT L RIS “r B EfRC 2 5
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HRIRIAEL AT, RAE “aiL " g4 B 2 &3 n, Horp “ali B2 A RAE , I8 H
AN — B RRERE AT AR A, Al AT Lo AR /b 2550 % , AT ALK F60% .70% 80% .90 %
95% 54 1 LA N100% .

[0112] AR BHIITCR. Z BE B VIR « B4 RIA FA 15 F 418 (B3 H AR A) btk (B
FEHPURLE G5 A8 SO G AR A B TCRY) 5™ , L wT AR BC 1l e 454
WGP AW A X T T AR BSRAE T 25 &), A S A SCHTRITCR. 2 Bk EE A %
FR R FAAR TE AN (B FE LR ik (RGP R 45430 50) H BT —FhLL R 24 %
TR B B B A AT AR B B TCRY B A R BH I 29464, v DAL & 2 T — FhA
REBITCRY) 5T , 5140 22 K FIAZ R , B 5 B8 22 FhAS[R] (1) TCR . AT Az b, BT ik 245 W 4H & 4 vl
PLEL & A R B TCRY) R F- 1 & 53— 250035 1 B2 » WAk 2236 7 1) 5 491 40 R 4 Tt i
i V2R R 408 2K B B 2K R NE | 7 P A R IR R R S A I
28 BT (rituximab) KR KB HIREE .

[0113]  fRikHh, FTIR SRR N2 5 b T B2 M #iMA K T 29 &9, Frid &k mr DR 3 L
25 FE R AR B 1) ELAR TCRA) Joft ) T8 6 rp R AT AR] — b o B 2R 2 2 B ] 232 IR 3R N
AT AN KNI B2 8 A A RAR I (1) 2, BTl 245 2% b ] 8252 I B N 7 A
FAZA T oA FEIE FHECE R B4k .

(01141 4R AR A 308 3305 3540 ey A 2 B B BLAARTCR Y J5i LA Ko it FH A 2 B TCR4 J ) B A
TTVERIRE o R, 47 FE A BH B 250 2H 6 W10 22 P 3 9 1051 o 538 1) o) 570 o DA 3 A A
T IR 8 A8 B ER KA LD < Sk P < 255 P B8R 15 Py it FH ) 8 i 751w DA FH %2
T —Fhi& 2K i A K B TCRY I, H AR LB BT, RE e g2 n] AR LE 7 — 1845
FE A SRR

[0115]  ffRidkthy , A% % B IR TCRAY o 3 ak 2 5% 2am e Jk P A 33 ot FH o > A % BH 1) TCRA) Joia 9 32
IEA R BHATCR (s H ThREAR ) 1075 5 4R AR, -3 59 0 ik 40 B 24 2 ] 3252 1 3%
AT AL AE AT ZR I8 304K, ) i AE B ER /K (£90.90 % w/vIFINaCl /K ¥« £1300m0sm/Li{INaCl
IRV 85479, 0g NaCl/L7K) NORMOSOL RHAfi# 547K (Abbott,Chicago,IL) \PLASMA-LYTE
A (Baxter,Deerfield, IL) 415 % % &) Hl 7K VR  BRFLIR AR IRV - FE L7 S8, 245 B A]
B E A n A NIEEEH .

[0116] Sy 7 AR WA H A, it F G A 2 B TCRA) J5 A 2 B9 & (49 4, A &% W G TCRA 5
—PpEk 2 P AR S B ) L B AE DUTE A I 1) Y B P A 524 3 sl sh i e A el anve
7 VBT P N2 o 4 T, A K BH B TCRY) 3 1R 75 5 5 27 Wit FH B 72 24 2 /)N BB A 437 2
12- 247N BCE ATET B, f2 Bh s A e BT R (19, ZR2AF IKRAS) SR I« 76 97 B TP 9
iE o 7 STt 7 e H, B () B L 22 ] DU A o BT 7R SR R AR B 1 B AR TCR A o (1) T 3%
Fzh) (BN PIARGLCL R ARFG ST B 3h 4 (A N) i 44 B R A E o

(01171 FH T #ff 5 it FH 7RI () 1V 22 0 S AR 3 20 N o o 1 AR e B 1 H 1, Wl e ] FH T
it 28 A i FH W SLBh 0 2 46 700 & BT i W sE R0, #9445 78 77 B 1) SRR AR R BHTCR . 22 ik Bk
B BTN T — L3 (% B2 T AR TN ) e L3 s » B st
2111 A B8 MRS T A 73 WA R TN - y [P B o 7 it FH R 70 8 5, S AR B TRN - oy 43
)R 2 AT DL 3 ek A 4 L e ) 7 v

[0118] A% BHTCRY BT 71 &, tH8 i mT e A il A % B BARTCRA) S5t it FH A AT AN Bl AR
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FFIAFAE R JFORVRE PEOR A 3 o 3B H , VR BRI 2 25 18 2 Pl R R AN AR L AR L L A fk BRI
B PR A It FH A AR A B TCRA R < it PR 42 LA R e 9 D JRERE A0 7™ B FE , SRR € FH T
7R B 1 AR S B TCRA 5 R0 711 6 o 45 A i B B TCRA) 50 400 R R F S it g ¢ v 5
YRt FET A 4T B 55 AT LA 29T X 10°FE 21 X 10 AN B 8 £ 3347 48 4k o 70 e 285
75 FeH, T G 2> 1< 10°AN 4

(01191 AU BN 51K 75 5y B AR WK TCRA) st ] A RAVE 22 05 sUEAT B 4, DA
AT AR K I TCRA S 6 o 1 BT 12 o 298 e T A i 18 o 491 2, A B PR TCR#) Jo vT LA L
A B IS MR B ] & T 4B 1A B 00 R S B AR A B A TCRA S 48 & - 4 a1 3570 (1Y
SN A RN o WA ST S AR R ER 237 2 FE AR AR AT 0 5 Bt - HeRs ek
R4 & AR R T B2 A, DAAEAS 48 7] 3800 51 AR W TCRA) Joit 28 6 HL 3R 1T 98 3 A4 1) A
PRI 32 o #E R FR > B (EANIR T HUA B A B R R KRB A 1 DL R e 4
& TR 2 AR (Ban, R AR 7324k (EGFR) (TR 32 44 (TCR) \B-4Hf 32 14 (BCR) .
CD28 . il NI 4 A K B 7~ 32 44 (PDGF) B8 £ P LB 32 74 (nAChR) 45) B AT AR 4 & R AR
SRR AR BV EC A o AnAS SCRI Y AR W 52 48 4 A% 5 W ) TCRA) S 1% T BE 1va &5 2 R A Ak
FIE T3 F o AU AN SRR B, A5 W] 1 TCRY Jot X A% WA TCRA s ) D g - AR
W B L R 2 B FEMR AN/ B 1 98 ) PR ABSE 55, T PR — ELBIT IR M A/ BAE 171 8 o 4 B
PRV R I TCR T L, AT 04K B TCRA) BT T RE , B 25 & T8 A2 B 4E AR U 98 A2 1
KRASERAG TN ¥ 77 B 73 Je A 14 i

[0120]  FUWAL BRI 25 &4 TCR 2 Ik R XK - LA R0 3 A4 i 41 i s 4 i
AT LU 06 7 BT e AE 1) 7 R R o AN SR S BRAR ISR A AN AR A B IR TCRAERT 57 12 45
B RAZNIFEAR A FRAZ [FIKRAS , LS5 24 i 4R R IA I, TCR (BAHSR A AR W] 2 ke B 1) g
i A1 T 2B AL B AL R A0 SR AR BIKRAS FR 240 B B S 28 B35 o AE X 7 T, AR B R A T
6T BT R L S A r e ) 5k FL R AT G o BT 7 T 7L s ) TR RE 14 B [ T
FLAIY it AR SR I 1 25 W0 24 &0 TCR L 22 BB 1 A AT — Fil, 635 4 S A SC T 3k 14
TCR 2 ik~ 8 B AR — PO A% R P 91 BT 4] A R B B 2 RIB AR, 0 35 G i A SC iy
R TCR 22 FREEE 1 Hh A9 AE— P B AL SR AT ) 18 3 40 s 4 R A

[0121] AR WISt 7 S PRt 1A SO IR (K 29 4L 540 < TCR . 2 BB AR 1 A (AR — b
B GG A SR I TCR 22 ik < 5 A A B AR — R A% IR P 471 ) A A A% IR B B 2 308 3
A B S i A S HTIR (R TCR 22 kBl R AP (1A — Pl (1 S SR IR AR A i 2 4 i i 4
A PR T B S 7L 34 P R TR P A8

[0122]  GuASOHT F L ARTE Va7 RIS LA IR B B3R, A8 ERE 100 % 858
SR B o S A7 AEANRVRE BE AR V6 T 7 BT » AR U B B SR N S HAT i
) 2 AL BRI RAOR o AEIX 5 1T 5 A B 4 AT DA BEATE ] 7K 1 R A ] 5 P X6 R 2L 5 W e i
(RIVE YT BT o LR Ah A% W 5 VR 4R S K v I BB T DAL 3 X L AR 96 7 s I 1R e [
— el 2 Pl 0 BORE IR 96 T BT o B, YT BT AT DAL A A R TR - Fi4b
N T ARSI E Y, T Ay PAJA 5 8 55 Je A BHORE IR 50 L R A AT o

[0123]  JAFRME A4S I FL B b JeERE A A AE 1) 5 1« PR i A (1) R 2ok B R L
ZHADI]— B P 40 PR B i 5 A ST IR I AR K W TCR L 22 iR B 1 IR AL RIB A
T A0 AR HRE U BT R 45 5 3070« B2 MDA S Y A — RO R Ak, T iR
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G, UL LA i 526 Fed ks I 21 526 04 7l 2L 30 W0 Hh e I A7 A

[0124] G2 BH [ R IR 7L 30420 A i 140 7 %, 200 M ) R ot ] Dl B 5 A 0 e L L 2R A
W B A AT SR B — 343, B A A A% BR AR B SR 4y A B A A BUAZ R S A AR
[0125] Sy 1 A BHAS I 75 3210 B 1, B2 A m] DA FE AT T8 2L 304 B ARk 2 BRAR Y AR - A
I, BTk B AR SN o

[0126] 54k, AR R DN T DL JE i A 80 O A 22 Fh o ik 34T o 9 i, A SCRTIR AR K
BHTCR. % Bk B2 A AR « T 2H R #0044 L 1 2 40 A L 4l SR R sl A sl HL e R 485 &350 43 T BA
FaT RS bR IC , Wi R AL 2R L 2 B (Bl iR Ot & (FIT0) A& H (PE)) (B
(5 G Tl R Il SRR L SA A P ) RN oG 2R kL (81, 4 80kr) EAT AR 1E

[0127] D 7 AR BAIT VAR H I, Forb 25t FH 1 5 40 B s 40 B A I, B 48 B ] Dy 50 L
S ) Fob S AR S L Bh A B AR B 40 o D0 e 1, BTk 4 B s FLEh A B A

[0128]  SCT-AR BT V2, BT Jigie v 9 AFArT i , 4% DA BAE— s S P vk T2 400 o 12k o
SiE B R YR L BRI R R SO IR i s L LT 1 I e s B AL
P IR FHE P RS i 5 71 S0 F 8 s T B g 5 s g by e L 1 s e L o
Fir AN 2 PR IR AR e T B BE MR RRE A W A B e T E N R B
S B 2N 5 W 2 R e U S AT R R L R R L B RS R R RS SRR
[F) B2 96\ BE R JRE 2 R i BB S O L AR T AR LR | MR | B S | O 250 e IR
PSR DX e A iy 2 P FHREE T 270 e« EL e B 0 R B /N IR 2 L B
SESUIEE ORI 5 e DR e R B e o DI P R Ji s 45 L e s . T Y
JES S O S e BT 51 e o D08 b, ok i A s 350 J e, ok O S0 - e P B0 B30, DA %
JIr 3R J i A M o o 76 0 — DL St 77 S8 b, BT i Ji e /2 SR IAVVVGADGVGK (SEQ ID NO:2) |
VVGADGVGK (SEQ ID NO:34) .VVVGAVGVGK (SEQ ID NO:33) .E{VVGAVGVGK (SEQ ID NO:35) [
RAZ ) S FER 7 5 B hE , 1X 28 72 H1 A7 AE T 5 AL AKRAS L RAZ 1) ANRAS FI IR A [ N HRAS
H,

[0129] AUk B 7 142 A B 3 L3N mT A AT 0l ZLBh ) o A SO FH , RV “ili FLE” 72
BATARI I LB, B FEEANBR T m& 25 H A AL 3 an N R 5, DL SRR B I 3L 34
b ARIERTIRR Ik B B B IR s Of) FIRBLEY OR) S0 BT iR iR .
Yk A A H R 4R (4 FE R Y ) , Bk B A E A3 SR (D)
etk Frid i A sh ¥k 2 R K H g (Ceboids) H 8ME (Simoids) H () , 8k H AR H
(NFIZRNTD) A ARIE A AL AN o

[0130] DL St it — 20 iR 1 AR BH , AH G SR AN AR S BAATEART 77 =X PR il 4 & B 1)
il .

[0131] Syt fs1

[0132] %St @R T B PL-KRAS, |, G12D 10-mer TCRF)4rE5.

[0133] SR FHOH B MLV SR P AR B 1 IRTHLA - A1 1O TKRAS Ik o % T-1% 803 , i &5 & 700 1 R
J950nM, LA K 5545 & 758 B 9 500nMe. fi i Ak ik 1w .

[0134] #1

ill

ill

ill
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¥ SEQ ID NO: V.2l HLA-A11*01(nM)
G12D 9-mer 34 VVGADGVGK 194
[0135] G12D 10-mer 2 VVVGADGVGK 220
G12V 9-mer 35 VVGAVGVGK 50
G12V 10-mer 33 VVVGAVGVGK 71
G12C 9-mer 36 VVGACGVGK 69
0136] G12C 10-mer 37 VVVGACGVGK 120
G12R 9-mer 38 VVGARGVGK 86
G12R 10-mer 39 VVVGARGVGK 119
[0137]  FIG12D 10-merfik (SEQ ID NO:2) {FHLA-AT1EEIE R /N 83 UK o 58 — IR e d% )i

% A AR ES &5 , FFAEAR AN FIAS R IR B (1uML 0. TuMAN0. 01uM) FG12D 10-mer Ik ESFET K
MRS 55 B RS 25 (LN) 0T 55 5= 10 00 T8 M B 6k DL 4 B i) e i = (1) 2% F LASRIA
HLA-AT1fCOSTH A (COST/A1L) , H V& FHLL N IKIEAT kv = (a) ok (COS/A11) 5 (b) WT
KRAS, ik (SEQ ID NO:30) (COS/AIT+WTJE) , (c) G12D 10-merfik (SEQ ID NO:2) (COS/A11+
G12DAK) , 5% (d) G12V 10-merfik (SEQ ID NO:33) (COS/A11+G12VAK) s PA K (i) FHEARE: Ser
COST/AL140ML, BT iR AR A (a) WT KRAS/INIE (4mf523-mer SEQ 1D NO:118) (COS/A11/
WT) 8¢ (b) G12D/NEE (4wfi%23-mer SEQ ID NO:119) (COS/A11/G12D) . Jll&EFHk 2 (IFN) -
Y &5 R R TR 2A (I 1 #E 40 ) AN 2B Gk B i #E 40 ) vh o iR 2AFI2B 7~ , HLA-A11
B )8 B8, T4H 041 XFKRAS G12DAKSEQ 1D NO: 2545 itk

[0138]

[0139]

20
mIFN-y(pg/ml)
A G12D Bk COS/All | COS/A11+ COS/Al11+ COS/Al1+
) 3 WT fk G12D k& G12V kk
0.01uM LN-3L(W) | 50 34 >20000 52
1
LN-W2 52 57 >20000 95
LN-W3 169 92 12849 61
MRE-W1 | 32 32 45 33
PERE-W2 | 35 50 57 44
BERE-W3 | 68 72 94 40
0.1uM LN-W1 38 38 16729 36
LN-W2 62 81 >20000 81
LN-W3 73 116 >20000 129
ME-W1 | 36 43 14423 35
PRE-wW2 | 33 34 >20000 33
PERE-W3 | 44 40 18107 38
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1luM LN-W1 101 210 >20000 407
LN-W2 92 248 >20000 577
LN-W3 57 226 >20000 403
[0140] WRE-W1 | 32 44 20000 55
MpE-w2 | 34 70 >20000 108
FERE-W3 |42 78 >20000 261
[0141] %ZB
mIFN-y(pg/ml)
COS/A11 COS/A11/WT COS/A11/G12D
BERE-W 1 32 32 19184
BB -W2 34 36 19545
MRRE-W3 42 45 >20000
LN-W1 101 74 6001
LN-W2 92 147 13589
LN-W3 57 64 11644
BERE-W 1 36 53 12865
AR -W2 33 49 12728
0142
[0142] IRE-W3 44 45 12125
LN-W1 38 44 7025
LN-W2 62 54 19384
LN-W3 73 66 17431
BERE-W 1 32 32 52
IR RE-W2 35 35 63
JERE-W3 68 36 94
LN-W1 50 38 12096
LN-W2 52 56 14098
LN-W3 169 46 6877
[0143] R cDNAK 3 )5 PR 4 5 (RACE) , ANEEANBHPEFL 1 R 4H A5 B TCR. %5 5E T 25
PC AT FN4 A A B BEE (3R3) .
[0144] 3
vV D/J X CDR3 SEQ ID
NO:
0.4 | TRAVI2N-3*01 39%01 CALRGNAGAKLTF 5
TRAV16D/DV11*03 52%01 CAMREDTGANTGKLTF | 40
[0145] B4 | TRBV4*01(CB2) 2*%01/2-3*01 | CASSSRDWSAETLYF 8
TRBV5*01(CB2) 2*%01/2-1*01 | CASSQDSLGRAEQFF 4]
TRBV16*01(CB2)(LN 2*%01/2-3*01 | CASSSDWGGAETLYF | 42
0.01)
TRBV16*01(CB2)(Spl) |2*01/2-3*01 | CASSSGLGSSAETLYF | 43
[0146]  SLZjii {312
[0147]  iZSLitifd] B, £ S LA RIAAL A SEQ 1D NO: 11 TCRa%E F143 4 SEQ 1D NO: 121

TCRB4EIPBL , % FTHLA-A11+/G12D 10-mer+#04s B A SN

[0148] 53R 3110 P 25 1L 35 (1) i A4 2% A0 35 1) BB B bty o P BIMSGV 1300 4% S g 23 28044«
FAFTR B PBLE AL 3 S DL R IE AN [F] i a FIBEEXT 2 — o i e 4% SR PBLAT X DL R ) 40 B )
S (1) FRIEHLA-ATIHIT2/A11+ (R4A) BLCOST/AL1+ (FR4B) 4n ., AT iR 4H M FH LA i Bk
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HEAT T kb (@) G12D 10-merfik (SEQ ID NO:2) , (b) G12V 10-merfk (SEQ ID NO:33), (c)WT
KRAS 10-merfik (SEQ ID NO:30) , 8% (d) %A Ik ) s 80 (11) FHEL T /NS F 1C0ST/
ALLZAMI: (a) G12D/NEEA (4wfiB23-mer SEQ ID NO:119) (COS/A11/G12D) , (b) G12V/NIE[A
(4f523-mer SEQ ID NO:120) (COS/A11/G12V), (c) WT KRAS/INEE (4wfiB23-mer SEQ ID
NO:118) (COS/ALL/WT) , 8% (d) TodmfE (35 7R3E) (R40) & T IFN- v 73 S5 R R TR
4A-CoFEZRAN-CH MR B TEN- v 43 WAME T 7= AS L6 R I HH e BV () TCRa AHBEE XS, LA K R
RIZEHAHARTEN- v 20 WME BN 1% R I B R O N ) TCRAOFIBREXT - W 4A-CHR , Jei% &
DL #FIA B TCRaBETRAVI2N-3%01 (SEQ ID NO:11) FIEL TCRBEETRBV4*01 (SEQ ID NO:12) f¥)
PBL, I H % FHG12D 10-mer bk 1) 2 IAHLA- A1 1[1COST 41 i 3G 1 2D %% Gy - 4P 4 o LA
A

[0149]  FR4A
5 T2/A11+¥esm e ket éy
IFN-y(pg/ml)
% WT G12D G12V
10-mer 10-mer 10-mer
TRBV4*01 108 136 >10000 108
[0150] TRAV12N-3%01 TRBV5*01 348 138 319 263
TRBV16*01(LN) | 107 100 93 120
TRBV16*01(Sp) | 234 132 246 132
TRBV4*01 56 39 595 39
TRAV16D/DV11*03 FrRpya+o; 120 | 146 848 155
TRBV16*01(LN) | 71 100 135 51
[0151] TRBV16*01(Sp) | 228 297 133 144
[0152] %48
5 COS/Al1+3e4m M0 3k3E ka4
IFN-y(pg/ml)
£ WT G12D G12V
10-mer | 10-mer 10-mer
TRBV4*01 123 107 >10000 129
TRAV12N-3*01 TRBV5#01 57 71 86 58
[0153] TRBV16*01(LN) | 55 69 70 81
TRBV16*01(Sp) | 98 64 71 78
TRBV4*01 71 57 246 71
TRAV16D/DV11%03 | TRBY5%01 74 66 1228 70
TRBV16*01(LN) | 74 77 68 85
TRBV16*01(Sp) | 108 121 104 100
[0154]  F4C
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5 ¥esafio 3k 3% 30 49 IFN-y(pg/ml)
COS/All/ | COS/A1l/ [ COS/ALl/ [3% %
WT G12D G12V F'3
TRBV4*01 130 >10000 126 18
TR?:QEN- TRBV5*01 95 106 83 %)
[0155] TRBV16*01(LN) |97 91 98 18
TRBV16*01(Sp) 129 114 84 23
TRBV4*01 95 302 89 18
TRAV16D/ | TRBV5*01 94 92 98 18
Lilie TRBV16*01(LN) | 99 106 114 24
TRBV16*01(Sp) 176 143 138 26
[0156]  SLjifafsl3
[0157]  iZ%Sjiifyl i, AL S SEQ ID NO: 11f# TCRaBEFIFL A SEQ ID NO: 12/ TCRBAE I 4%

SHIPBL, £ XTHLA-AL1+/G12D+FE MR 4 iy RFA6-2/A11 B A Btk

[0158]

AL 2 SEQ 1D NO: 11 TCRa%EFN4 4 SEQ 1D NO: 12f#) TCRB%E X} A PBLIEAT FL#%

SR R M S LT TR (D) UL TR R BICOSTEML : (o) L HLA-ALL (COST/
A11) , 8% (b) FWT KRAS/NEEPA (4523 -mer SEQ ID NO:118) # FHHLA-A11 (COS7/A11/
KRAS WT) , (c) FHKRAS G12D/MNEEE (4wfiG23-mer SEQ ID NO:119) % Sf¥JHLA-AL1 (COS7/
A11/KRAS G12D), (d) FHKRAS GL2V/NEE[A (4f523-mer SEQ ID NO:120) 4% F[JHLA-ALL
(COST/A11/KRAS G12V) ; (ii) JEE PR3 4t il &Mia-Paca2/A11.T3m4/A11.AsPC-1.FA6-2/A11,
MDA-Panc-48/A11.PANC-1.PK-45p/A11.SK.PC.3/A11.x135m1/A11, 8¢ (111) (V%3555 . &
T IEN- v 43ih o 45 3R W7 T- 385 MR 4 g RIKRAS R AR s T4 5 N . iR 57~ , I TCRa
BETRAVI2N-3%01 (SEQ ID NO:11) FITCRBE4TRBV4*01 (SEQ ID NO:12) L% Sf{PBL, #HLH

Bt SPHLA- A1 1+/G1 2D+ i Jes ZH il REAG-2/A1 11 e W

[0159] %5

(01601 [ o IFN- v (pg/mL)
COS7/A11 146
COS7/A11/KRAS WT 116
COS7/A11/KRAS (G12D) 18231
COS7/A11/KRAS (G12V) 111
Mia-Paca2/A11 (G12C) * 53
T3m4/A11 (Q61H) * 178
SK.PC.3/A11 (G12V) s 53
x135m1/A11 (G12V) s 105
AsPC-1 (G12D) #x 18
FA6-2/A11 (G12D) ** 3982
MDA-Panc-48/A11 (G12D) ** 56
PANC-1 (A11+,G12D) s 28
PK.45p/A11 (G12D) s 231
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By Co4iie) 26

[0161] ik JE K] 5 A4 S ) SR A%

[0162] sk 3o 35 [K] 43 784 FImRNAZR 18 52 ) 2845 (S W3 13F120) .

[0163]  Sjitifs4

[0164] % SZHta ] 2 » FHZmASTCRaETRAVI2N-3%01 (SEQ ID NO:11) FITCRBHETRBVA*01
(SEQ ID NO:12) Fidi i sk i 55 3044 5% S PBL, R B H &1 6F FHKRAS G12D 10-merfik (SEQ ID
NO: 2) ik ICOST /A1 141 I S W14

[0165]  FH#mAETCRa%ETRAVI2N-3%01 (SEQ ID NO:11) FITCRBAETRBV4*01 (SEQ ID NO:12)
) 30 B S35 P R AR R 5% 5 N PBL K5 3% S PBLS AL B4 ik LA 2R 6 BT 7~ 1R A< B2 ik v 1 COS 7/
ALT4HRMU I35 % . KRAS G12D 10-merfik (SEQ ID NO:2) ,KRAS G12D 9-merfik (SEQ ID NO:
34) ,KRAS G12D 9-merfikSEQ ID NO:124,KRAS G12V 10-merfik (SEQ ID NO:33) ,BXWT KRAS
10-mer ik (SEQ ID NO:30) o Wl & 1 IFN- v 730 il 45 BB IR T-3R6. WIR6Fin , &4 S UARIA
TCRaBETRAVI2N-3%01 (SEQ ID NO:11) FITCRBEETRBV4*01 (SEQ ID NO:12) ftf APBL, I 4
156 FHKRAS G12D 10-merfik (SEQ ID NO:2) ik f#ICOST /AL 1 4H M ¥y 2 B4k

[0166] 36

BORE IFN-y(pg/ml)
M) GI12D | GI12D KRAS7.15 | G12V | G12D KRASs.16 | WT
10-mer | 9-mer(VVVGADGVG) | 10-mer | 9-mer(VVGADGVGK) | 10-mer
SEQ ID NO: 124 SEQ ID NO: 34

1x10° | 16918 |87 97 136 78

1x107 | 8677 91 83 95 88
(01671 570% [4220 |72 36 99 102

1107 | 775 90 88 90 99

110 | 115 90 88 85 95

1x10°"" | 98 95 86 85 86

110" | 111 83 96 94 102

110 | 80 112 97 115 98

[0168]  sLjififyl5

[0169] % SEita ] &7 , FHZMASTCRaETRAVI2N-3%01 (SEQ ID NO:11) FITCRBHETRBV4*01
(SEQ ID NO:12) f)isifh s Im B2 4 A4 4% I PBL , 30 B % 2 IAHLA - A1 1) Ji 988 RFAG-2/
AT S i

[0170]  FH#4WASTCRa%ETRAVI2N-3%01 (SEQ ID NO:11) FITCRB4ETRBV4*01 (SEQ ID NO:12)
P00 2 SR 9 R R AR B T NPBL K R 3% S5 B PBLER A% S AU PBL S 2.7 B 41 H ) #E 40 ff —
IR R T IFN- v 40 45 B BOR TR 7. MR 40 R IKRASTRAS FoR THE5 N . gk
TR, G5 5 DL A TCRaAETRAVI2N-3%01 (SEQ ID NO:11) FITCRB4%TRBV4*01 (SEQ ID NO:
12) B APBL, SR IW H £ XTFA6 -2/ A1 1R 4t M R 10 S S VE o 24 5 387 it 31 (%) g e S 41 ff S a5
Frif , K FHIPBLAT WA /N T100pg /mLA TFN- v o

[01711 %7

[0172] | ¥efale [ IFN-y(pg/mL) |
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COS7/All 90
COS7/A11/KRAS WT 71
COS7/A11/KRAS(G12D) 15496
COS7/A11/KRAS(G12V) 58
Barr(A1l+, GI2R)* 21
BxPC3/A11(WT)* 18
Mia-Paca2/A11(G12C)* 57

[0173] [ Pacad4/A11(GI2V)** 30
T3m4/A11(Q61H)* 28
AsPC-1/A11(G12D)** 60
FA6-2/A11(G12D)** 753
MDA-Panc-48/A11(G12D)** 23
PANC-1(A11+, GI2D)** 23
PK.45p/A11(G12D)** 28
B (L mie) 38

[0174] sy 3 PK] 73 Y N 5E (9 R A (BTE AL, BT WT™) &

[0175] stk g i [R] 7 AR AImRNAZR A 0 72 1) R AL (2 WK 134120)

[0176]  SKjiti 56

[0177]  ZSCHfe] &R 7 %R HT-KRAS, | G12V 10-mer TCRI¥I4yE9.

[0178]  FHG12V 10-mer/fik (SEQ ID NO:33) {#HLA-AL1He LA /MR S W U o 5 — I )%

Ji » F HA BB AN R 2 25 R AE AR A AR TR IR FE (TuML 0. 1TuMAN0 . 01uM) FIG12V 10-mer iK1 777
o MR 73 B B 90K B2 235 R0 AT 15 = I TAR BT X LR I S N = (1) 28 gmtish LR /N2 (R 1)
FARFEGLICOST /AL TAIAE : (a) G12V/NFER (Y523 -mer SEQ ID NO:120) (COSA11/G12V) ;
(b) WT KRAS/NEEA (4#f523-mer SEQ ID NO:118) (COSA11/WT) ; (c) G12D/NEEK (423 -
mer SEQ ID NO:119) (COSA11/G12D) ; (ii) FIEHLA-ALIRIKRAS G12V+ i b e 41 i
Paca44/A11.SKPC3/A1185x135m1/A11;88 (iii) JTCEEAHM (B 77 3) (R8) 45 B Wn T#8.
TEZR8H, N RIZL I TEN- v WA 8 7 X 2 %~ R0 e 20 T H e IS Ak 4 1S A 240

[0179]

[0180]

[0181]

[0182]

[0183]

%8
mIFN-y (pg/ml)

A PR AR LN LN LN

(1aM) | 0.1uM) | (0.01uM) | (IpM) | (0.1uM) | (0.01uM)
Cos7/A11/WT 34 32 32 38 46 37
Cos7/A11/G12D 61 32 32 41 41 38
Cos7/A11/G12V | >20000 12113 58 1685 3126 4765
Pacad44/A11 32 32 36 39 44 39
SKPC3/A1l 8235 385 41 106 169 164
x135ml/All 32 36 49 42 40 41
¥R 32 32 50 46 35 42

K FH5” RACE , ML H & B2 o S PR G 1 2V R AN G~ IS 8L 1P 11 240 i 53 85 5 e o 11
TCR.4E5E | PRI B aBERI3SE L H I BEE (R9)

%9
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VR D/J K CDR3 SEQ | ##$
ID
NO:
o4& | TRAVI9*01 53%01 CAAGDSGGSNYKLTF | 139 | 31%
[0184] TRAV3-3*01 17%01 CAVSGGTNSAGNKLTF | 204 | 14%

p4%& | TRBVI13-1*02(CB2) | 2*01/2-1*01 | CASASWGGYAEQFF 205 | 23%
TRBV4*01(CB2) 2*01/2-1*01 CASSRDWGPAEQFF 130 | 15%
TRBV1*01(CB2) 1*¥01/2-3*01 CTCSADRGAETLYF 206 | 12%

[0185]  SEjitifsl7

[0186]  ZSLjitifl T~ , 4% T LLFRIE (1) A SEQ 1D NO: 133F) TCRaBE AU £ SEQ 1D NO:
134/ TCRBBERY, (1) A1 SEQ ID NO: 145/ TCRa%E #1612 SEQ ID NO: 1461 TCRB%%[KIPBL , %}
HLA-A11+/G12V 10-mer+#04m B A RN 1

[0187] 539 W 2 M0 3 ) i AR 3 2% D0 35 1) BT Bt kb v 8 BIIMSGV 1100 % SR B AR o %
Pt -CD3 R A PBL B M bb 3 e G LR GE AN [R] [P o FIBEE NS 2 — , 4R 10A- 10BFT 7 o i ik %
[RIPBLXT LA o) 20 M 1) e B = (1) FH AR B KK i I COS T /AL 1+ 41 - (a) G12D 10-merfik
(SEQ ID NO:2), (b)G12V 10-merfik (SEQ ID NO:33) ,5{ (c) WT KRAS 10-merfik (SEQ ID NO:
30) GR10A) , 8 (i1) UL I I/NER 85 S COST/A1141 L : (a) G12D/NEER] (Ymti23 -mer
SEQ ID NO:119) (COS/A11/G12D) , (b) G12V/NEE[A] (4f23-mer SEQ ID NO:120) (COS/A1l/
G12V) , 88 (c) WT KRAS/MNE[A (4f23-mer SEQ ID NO:118) (COS/ALL/WT) (3810B) %A
FEORR K 3 1 R 35 G2 (1) Cos T/AT TR (CosT/ALT) RITCHH AR A 15 7R 56 (B 97 3% FHAERA P %
FHGFP ik 8l 4% 5 I PBL I A/E BH 14 5% B o Ml & 1 TEN- v 733l

[0188]  S5IR /R T-3R10A-10B. 7EFR10A- 10BH, AHAA K TFN- v 73 WAE 5 7= AR Le R I H I
J; 4 () TCRa FNBEE X o 4N 10A- LOBFT/R , £8 3 #E 3 DL R IE (i) B TCRaFETRAV19%01 (SEQ 1D
NO: 145) FIE{ TCRBEETRBV13- 102 (SEQ ID NO:146) 8% (i1i) F TCRa%ETRAV3-3%01 (SEQ ID
NO: 133) 5L TCRBEETRBV4*01 (SEQ ID NO:134) fJPBL, 2 HL L 4F X FHG12V 10-mer ffk i) 2
IXHLA-ALLCOSTYH MU BG 1 2V B #E AR, , 111 50k HE DR o0 HE A %1 1K) S B A2 o

[0189]  F10A

(IFN-y(pg/ml))
Cos7/A11 | Cos7/Al1+ | Cos7/A11+G | Cos7T/A1I+G | 33k
WT 10-mer | 12D 10-mer | 12V 10-mer x

GFP 66 50 60 54 17
TRAV19*01+TRBV13 105 90 94 14138 29
-1*02
TRAV19*01+TRBV4* 30 30 30 27 16
01

[0190] TRAV19*01+TRBV1* 69 37 38 37 16
01
TRAV3-3*01+TRBV1 68 47 49 44 23
3-1%02
TRAV3-3*01+TRBV4 42 36 39 8374 16
*01
TRAV3-3*01+TRBV1 53 41 39 51 16
*01

[0191] F10B
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(IFN-y(pg/ml))
Cos7/A11 | Cos7/A1l1/ | Cos7/A11/G | Cos7/A11/G | &3
WT 12D 12v 'Y

GFP 66 72 60 53 17
TRAV19*01+TRBV13 105 92 81 18058 29
-1*02
TRAV19*01+TRBV4* 30 32 27 30 16
01

[0192] TRAV19*01+TRBV1* 69 45 45 44 16
01
TRAV3-3*01+TRBV1 68 51 56 61 23
3-1%02
TRAV3-3*01+TRBV4 42 41 38 11113 16
*01
TRAV3-3*01+TRBV1 53 44 47 45 16
*01

[0193] Sy fsl8

[0194] %S5 & 7~ , AHEC TRAV19%01/TRBV13- 1025 $i -KRAS G12V TCR (SEQ ID NO:
145%1146) , TRAV3-3%01/TRBV4*01§R $1.-KRAS G12V TCR (SEQ ID NO:133F1134) X5 ik k) 2
IEEAEmRIsE ).

[0195]  JH (i) TRAV3-3%01/TRBV4*01§ $-KRAS G12V TCR(SEQ ID NO:133#1134) 58 (i1)
TRAV19%01/TRBV13- 1025 #-KRAS G12V TCR (SEQ ID NO:145F1146) k%% SPBL . ¥4 4% S
AR5 LT B IKCAR TIAFI L 1B B IR BE Bk i 1 Cos 7/AT TR L5 5%« (a) G12D 10-
merfik (SEQ ID NO:2), (b) G12V 10-mer/ik (SEQ ID NO:33), (c)WT KRAS 10-merfik (SEQ ID
NO0:30) , (d) G12D 9-merfik (SEQ ID NO:34) , 5% (e) G12V 9-merfIk (SEQ ID NO:35) M= 1
IFN- v 73

[0196] #E R E/RTF11A(TRAV3-3%01/TRBV4*01 (SEQ ID NO:133F1134)) f1&11B
(TRAV19%01/TRBV13-1%02 (SEQ ID NO:145F1146)) . fE#11A-11BH AR IFN- v 43 WA A
T8 7~ T IR TCRZ I, H S I A I 1 T 6 B R i o an R 11A- 11BFfT 7 , FHTRAV3-3%01/TRBV 4
01TCR (SEQ ID NO:133F1134) # T4, iR T FH9-mer F110-mer BKFk#H¥)Cos7/ALL, FF
P T AELLO . O1nMyR B ik b B 119 -mer o R I, #HEL TRAV19%01/TRBV13-1%02 (SEQ 1D NO:
145F1146) TCR, TRAV3-3%01/TRBV4*01TCR (SEQ ID NO: 133F1134) LA BE =5 158 A1 73350 1 ik
TR o AHEE 10-mer ik, TRAV3-3%01/TRBV4*01 (SEQ ID NO:145%1146) TCREFXFG12V 9-
mer KB BE IR I NE , IX R B T 9-mer K2 fe /DI UE T

[0197]  EI11A

IFN-y(pg/ml)
Fk R (10" WT G12D G12D G12V GI12V
pM) 10-mer 9-mer 10-mer 9-mer 10-mer
[0198] -6 50 47 43 19479 9778
-7 42 48 40 19900 6696
-8 50 49 46 19193 657
-9 50 44 41 9578 104
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-10 48 o 53 1877 59

-11 55 49 43 119 52
[0199]

-12 47 55 49 56 52

-13 68 53 49 60 52

[0200] %11B

IFN-y(pg/ml)

BRI (107 WT G12D G12D G12V G12V10-mer
pM) 10-mer 9-mer 10-mer 9-mer

-6 57 63 61 112 15184

-7 56 57 50 70 7725
[0201] -8 =4 48 49 52 2084

-9 49 54 59 s 326

-10 57 62 32 64 61

-11 65 32 64 62 67

-12 67 57 62 66 61

-13 70 70 63 64 71

[0202]  Sizjiifs9

[0203] %S5 & 7~ , TRAV3-3%01/TRBV4*01 6 $i-KRAS G12V TCR (SEQ ID NO: 1331
134) 115 THLA-AL1+KRAS G12V-+ig pg 40 52 .

[0204]  FJ (i) TRAV3-3%01/TRBV4*01 s, §1-KRAS G12V TCR(SEQ ID NO:133#1134) &% (i1)
TRAV19%01/TRBV13- 1025 #7i-KRAS G12V TCR (SEQ ID NO:145F11146) %% SPBL . K5 %5 5 1 2
Ho 5 PAF 4R 385 5% . (1) LT B9/ N R 3 R COST/AL LA : (a) G12D/NJE A (B
23-mer SEQ ID NO:119) (COS/A11/G12D) , (b) G12V/NFE[A (4wfiG23-mer SEQ ID NO:120)
(COS/A11/G12V) , &% (c) WT KRAS/NIE[H (4if23-mer SEQ ID NO:118) (COS/ALL/WT) ; (ii)
FHHLA-AL1%% S HIKRAS GL2VRA 4 i 4r i & s (i11) FIHLA-AL1%% FKRAS G12V+/5 ie 41
M &5 B (Lv) B CREFE T 00) R A R, Wk 12878 M= 7 IFN- v 23k

[0205] ZERE/RTFRI2.EF 1200 HARAITEN- v 20 WME F8 7 BTk TCR G He 2 0L HY g v
() S L P A i . AN 2 125 7, AHEL TRAV19%01/TRBV13- 1025 #-KRAS G12V TCR (SEQ ID
NO:145F1146) , TRAV3-3*01/TRBV4*01 5 $1-KRAS G12V TCR (SEQ ID NO:133F1134) 5] T
B2 [HLA-AT1+KRAS G12V-+jEfuRi i & .

[0206] %12
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IFN-y(pg/ml)
TRAV3-3*01/TRBV4*01 | TRAV19*01/TRBV13-1*%02
kT Cos/All 51 55
Cos/A11/G12D 53 44
Cos/A1/WT 52 51
Cos/A11/G12V 24290 11794
HLA-A1l | BxPC3/A11(WT)* 25 32
# 3 8| MiaPaca2/A11(G12C)* 16 16
KRAS
Gl12V- T3md/A11(Q61H)* 26 33
AsPC-1/A11(G12D)** 22 26
FA6-2/A11(G12D)** 18 18
MDA-Panc-48/A11(G12D)** | 16 16
PK.45p/A11(G12D)** 31 29
HLA-A1l | Capan-1/A11(G12V)** 99 28
(0207] f}j Sé“j' CFPAC-1/A11(G12V)** 224 28
Gl2v+ | Pacadd/A11(G12V)** 577 21
SK.PC3/A11(G12V)** 7947 2658
x135m1/A11(GI2V)** 1020 90
% & 4K ¥ | BXPC3(WT)* 16 16
MR | MiaPaca2(G12C)* 18 16
T3m4(Q61H)* 19 18
AsPC-1(G12D)** 16 16
FA6-2(G12D)** 23 19
MDA-Panc-48(G12D)** 19 21
PK.45p(G12D)** 16 16
Capan-1(G12V)** 22 20
CFPAC-1(G12V)** 16 16
Pacad4(G12V)** 16 16
SK.PC3(G12V)** 28 19
x135m1(G12V)** 27 20
HLA-A11+ | PANC-1(HLA-A11+, 16 17
G12V- G12D)**
[0208] Barf(HLA-A11+, GI2R)* | 17 2
BRI 18 16
[0209] sy JELK] 43 ZR 0 52 PO 2R A% (BRI ZRAE, BT “WT”) &
[0210] sy L [K] 43 4 FImRNA R I I 52 1) 2848 (S WL 13H120)
[0211]  sEjfs|10
[0212]  ZsEjtif] B 1, % T TRAV3-3%01/BV4*01 i, §1-KRAS G12V TCR (SEQ ID NO:133

F1134) , IFN- v P4 FI AR IRKRAS #1422 1] I AH I
T HH 2% 13 BT 7~ ) 4 o 2 Jrk J8 400 Bt 22 BT 2R TR FOKRAS . G112V mRNAR % D14, 7 5 b
FE R 4RI 2 (F13) Rk HIB- WLEHE I mRNAL 2 ULEGHAT b . 2% 5 2 e 451 9 I 1 1Y) 4 e

[0213]
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YNf R L2 IR, FHTRAV3-3%01/BV4%01 5 $70-KRAS G12V TCR (SEQ ID NO:133f1134) ¥ &
[RIPBLZ; WA TFN- v [ &, I T3 13, TRAV3-3%01/BV4*01 f P -KRAS G12V TCR (SEQ 1D
NO: 133F1134) i e it (F 3 5 #E 40 By 3L 55 2 B TEN- v 4334) , 5KRAS G12V mRNAR)#% U1
A MR

[0214] 13
B-MH &G | £# % KRASEH | G12VER/10°A | IFN-y(pg/ml)
N %) AN°AB-Ms%E | p-MBhEE)
é)
BxPC3/Al11 3.13x107 6.84%x10° 2.51 25
MiaPaca2/All 2.01x107 5.87x10° 1.06x10! 16
[0215] Capan-1/A11 2.28%107 5.92x103 5.42x10% 99
CFPAC-1/A11 1.96x107 2.09x10% 3.72x103 224
Pacad4/All 1.80%107 4.94x10° 3.62x10° 577
SK.PC3/A11 3.28x107 1.48x10* 1.42x10? 7947
x135m1/Al1l 8.50%10° 8.75x103 9.85x103 1020

[0216]  Sjiifs11

[0217]  ZSLHE B s, 7 (i) AF7ECDA HANAFAECDS, 8 (i 1) 47 7ECD8 HANAE7ECDAR 15 It
T, TRAV3-3%01/BV4*01 i HT-KRAS G12V TCR (SEQ ID NO:133F1134) iR % T RAFMIKRAS .
[0218]  FHZmABTRAV3-3%01/BV4*01F 71 -KRAS G12V TCR (SEQ ID NO:133#1134) H#ZEH 1R
J7 %1% F:PBL o 388 1 Yt AR B ARG 3 T ) 40 B 53 3 R LA BT /s IR AR o 5 2 ade 1) 4 i B 5 LA
NI IS TR (1) FIRL R R/ ER % S HC0ST/AL141HE : () G12D/NEE R (Ymfih 163 -mer)
(COS/A11/G12D) , (b) G12V/NEE[Al (4163 -mer) (COS/A11/G12V) , 8% (c) WT KRAS/NIEPK (4
i5163-mer) (COS/ALL/WT) ;8 (11) AR¥ F 0B HHLA-ALL%% T 1 SK. PC3 i ied 4 i £ .
ST B 1) 355 77 2 AR R P B8 U 1 TFN- y 4336

[0219] S5 RERTRI14MEL 4T AR TEN- v 23 WME TE 7R BT IR TCRX HL 22 0 H B v
(1) AR AL BE AR . GnR 1A R , 78 (1) AF7ECDA HANAFAECDS, 5% (1 1) A7 7ECD8 HAAFAECDAI
M, TRAV3-3%01/BV4*01 iR $1.-KRAS G12V TCR (SEQ ID NO:133F1134) {45 7 #E4H fitd . K]
I, TRAV3-3%01/BV4*01 iR $.-KRAS G12V TCR(SEQ ID NO:133F1134) $ft 1 X ¥k B &
FE2RE 10

[0220] K14
IFN-g(pg/ml)

JA TRAV3-3*01/ | Cos7/A11/ | Cos7/A11/ | Cos7/A11/ | SK.PC3 | SK.PC3 | 3&3
BV4*01 ¥ % & WT G12D GI12V /A1l x
PBL

0221] K4 (Bulk ) 48 67 8294 41 8944 16
4 CDS8 49 64 8150 75 8602 16
%4 CD4 16 16 763 16 458 16
GFP 16 17 16 20 16 16

[0222]  sEjitfsl12
[0223] %Sl o T A ER4T-KRAS, | G12D 10-mer TCRI¥J4 &5,
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[0224]  FHG12D 10-merfik (SEQ ID NO:2) f#HLA-A11%EFE /N R S8 3 K 56 = IR i )
% HH TR NI D 45 , FEAE AR AN FHAS BB (LML 0. TuMAT0. 01uM) fIG12D 10-mer k¥ FRT R .
DA LNRH B $55 7 49 73 8 B T I 6E LA B A 9] S i = (1) 428 3 DA RIRHLA -ALL
[FICOSTHI ML (COST/ALL) , BTl COSTHNME L & H LA T 34T T ik = (2) B Bk () » (b) WT
KRAS,_ ik (SEQ 1D NO:30) (COS/ALT+WTAK) , (c) G12D 10-merfik (SEQ ID NO:2) (COS/A11+
G12DJiK) , (d) G12V 10-merfik (SEQ ID NO:33) (COS/A11+G12VIK) , (e) G12V 9-mer/Ik (SEQ ID
NO:35) , 8% (f) G12D9-merfik (SEQ ID NO:34) ; K1 (i1) H4mhD LA 1) /N2 IR () B AR 3 e 1)
COST/AL14RMI: (a) WT KRAS/MNEEIA] (4523 -mer SEQ ID NO:118) (COS/A11/WT) , (b) G12D/)N
FE (4523 -mer SEQ ID NO:119) (COS/A11/G12D) , 8% (¢) (b) G12V/NE:[A (4hi523 -mer
SEQ ID NO:120) (COS/A11/G12D) . Wl& 7 T4 2 (IFN) - v »

[0225] £ BIRT R 15A (Bkkd) A 15B YL 1) AER I5ARGBH  FHARI IFN- v 43
WAME TR 7N FTIR TCRX FL R T HA iz 87 4 1) 38 4 6L PR RIS 200 L » 1% 15A AT 15BFT 7~ , HLA- A1 1R
1 BR TN XTKRAS GL2DJRSEQ 1D NO:2 BLA e wifh

[0226] F1HA
A GI12D10-mer Bk# & Cos7/A11 (IFN-y(pg/ml))
bUP &l x WT G12D G12D G12V G12V
10-mer 9-mer 10-mer 9-mer 10-mer
M | 1uM 55 49 121 >20000 54 64
[0227] B | 0.1uM 65 59 120 19521 65 64
0.01pM 82 61 87 1060 66 66
LN |1pM 57 98 807 >20000 68 95
0.1pM 80 86 375 >20000 108 89
0.01pM 349 339 435 >20000 296 325
[0228] 3 15B
(IFN-y(pg/ml))
Cos7/A11/WT Cos7/A11/G12D Cos7/A11/G12V
;i 4.3 50 >20000 49
[0229] 53 >20000 59
80 847 81
LN 71 >20000 75
235 >20000 102
440 >20000 328
[0230] ¥ MLNANREE B5 7290 70 B B T4 B ik AN [R) R B A GL2D AR AEAR A HIF6 - 7% , PR I

R 16FiREFRIEHLA-ALLHIKRAS GL2D+ELH iy AL dE 75 & T IFN- v .

[0231]

gE BN T R16, L 16M , FHARA IEN- v 49 WME F8 7 Fr iR TCRGH L e 30 v e v 1
1 0 L6 B A A . U0 16 T s, ANLNGRIRBL AT 55 290 53 55 1) T4H A X 3R IAHLA-A11KRAS G12D+

A R B A S A

[0232]

#16
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A IFN-y(pg/ml)
GI12D10-mer | 323% | FA6-2/A11 | MDA-Pancd8/ | Panc-1 | PK.45p/All
b P &) * All

PR | 1uM 47 2134 1322 48 46

[0233] 0.1uM 46 1588 665 54 54

0.01uM 59 116 443 54 59

LN |1uM 55 4614 202 61 57
0.1uM 121 4512 211 68 74
0.01uM 279 3019 559 96 249

[0234] R HI5 RACE M Sz B P4 40 B 43 BS TCR o %5 58 1 WA 2% A0 35 ) o AN — 26 A0 3 1 B (3R
17) .

[0235] %17
VK D/J K CDR3 SEQ ID | 3
NO: %
[0236] | o %k | TRAV4-4/DVI10*01(1) | 49*01 CAADSSNTGYQNFYF | 151 | 30%
TRAV4-4/DV10*01(2) |  49*01 CAALNTGYQNFYF 161 10%
iF-3 TRBV12-2*01 1*01/1-2*01 | CASSLTDPLDSDYTF 154 | 18%

[0237]  Sjiifsl13

[0238]  iZSEitifl BN, &5 S UL R I, 5 SEQ 1D NO: 157/ TCRa%E A141 % SEQ 1D NO: 158
[\I TCRBEEJPBL, fHLA-A11+/G12D 10-mer+#EAr B4 [ Mtk

[0239]  F53R 171 PR S5 M0 341 otk 1 FIT IR B BRLft b b B8 2R MSGV 110 e S5 7 55 %44k - 4 PBL AR
ML G LR IE X a fIBEE 2 — , WIER 18/ o I 1 % F AU PBLXY LA R B e Witk = () UL R
[ /N R % 3 COST/AL 140 ML : (a) G12D/N A (Ywtd23-mer SEQ 1D NO:119) (COS/A11/
G12D) , (b) G12V/NIE[R] (4if%23-mer SEQ ID NO:120) (COS/A11/G12V), (c) WT KRAS/INIEA
(%fiG23-mer SEQ ID NO:118) (COS/A11/WT) , 8K (d) oA (N K5 77FE) (R18) oMl T IFN-
Y o3

[0240]  Z5REBIRT3R18. MK 18F /RN, & L% T AR IA B TCRafE TRAVA-4%01 (1) (SEQ ID
NO:157) AIEL TCRBEETRBV12-2%01 (SEQ ID NO:158) fIPBL, I Hi 4% R IAHLA-AT1/IG12D
I Ly LA AR P BB

[0241] 18
IFN-y(pg/ml)
Cos/A11/ | Cos/A11/G12D | Cos/All/ | &L
[0242] WT G12V
TRAV4-4*01(1)/ TRBV12-2*01 31 34440 32 32
TRAV4-4*01(2)/TRBV12-2*01 48 79 36 40

[0243]  # SPBLLAFRIATCR TRAV4-4%01 (1) /TRBV12-2%01 (SEQ ID NO:157F1158) , 397k
6t (a) G12D/MNIER (4afd23-mer SEQ ID NO:119) (COS/A11/G12D) , (b) G12V/NEE A (4
i23-mer SEQ ID NO:120) (COS/A11/G12V), (c) WT KRAS/NEEA (Zfi%23-mer SEQ ID NO:
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118) (COS/A11/WT) ¥ S 11COST/A1 14N AN (d) R 197 ) J Jir g 4 ffg R 1 I A T 3
iR 2, 3 R 22 5 G el 2 i 5 DL R IAHLA - AL L AIFE /R UKRAS R AR . AE £ 191, 48R 1 4 b i
Ji 87 2t 22 IR I KRAS 5 AR o Ul & 1 IFN- y 43l o

[0244] S5 E/RT#19. WK 1907~ , FHTCR TRAV4-4%01 (1) /TRBV12-2%01 (SEQ ID NO:
157 F1158) % S PBLR 5I 7 HLA-AL1+G 12D+ el 40 i % .

[0245] 19
IFN-y(pg/ml)
TRAV4-4/DV*01/TRBV12-2%01
Cos/A11/WT 96
Cos/A11/G12D 45214
Cos/A11/G12V 99
BxPC3/A11(WT)* 22
MiaPaca2/A11(G12C)* 16
SK.PC.3/A11(G12V)** 22
T3m4/A11(Q61H)* 42
Barr(Al1+, G12R)* 17
AsPC-1/A11(G12D)** 7321
[0246] FA6-2/A11(G12D)** 11287
MDA-Panc-48/A11(G12D)** 238
PANC-1(A11+, G12D)** 114
PK.45p/A11(G12D)** 70
BxPC3 16
MiaPaca?2 16
SK.PC.3 17
T3m4 38
AsPC-1 16
FA6-2 16
MDA-Panc-48 16
PK.45p 16
BRE 16

[0247] sy JE PR 43 BN aE 1) RAR (BERAE , B “WT”) &

[0248] sy J: [K] 73 B AImRNA R IA P 7 (1) SAF (S WL 13H120) o

[0249]  Sjitifsl14

[0250]  iZsjitifol ion T, 6T TRAV4-4%01 (1) /TRBV12-2%01§1.47i-KRAS G12D TCR (SEQ ID
NO: 157#1158) , TEN- v =4 RIS AR [ KRAS 128 2 [H] Y AH O 1

[0251] & ph R 20 Fir 7~ () A ol Jie Jiek e 400 i )R IR UKRAS . G12D mRNAP) #5 DUEL, 56
A & (320) RIAHIB-Wzh & HmRNAR) #5 DLHGHEAT L L Y SR Fh 4 i R LG FR 0, A
TRAV4-4%01 (1) /TRBV12-2%01F. i -KRAS G12D TCR (SEQ ID NO:157F1158) %% S [{1PBL ) i
[FJIEN- v [R & s T 13, TRAV4-4%01 (1) /TRBV12-2%01 3 FT-KRAS G12D TCR(SEQ ID NO:
157HI158) [ S B (MR 5 BE A Mg L5 7R I8 () TFN- v 230 4) , 5KRAS G12D mRNAF#5 U1 %K
AR

[0252] %20
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B-IL3h & & | £# % KRAS ¥ N | G12D (3 A /10° IFN-y
@FNF) | 10°4 p-mEE) | N p-MHEE) | (pg/ml)
BxPC3/All 3.13x107 6.22x103 2.91x10"! 26
Barr 1.88x107 7.98x10°3 2.41x107! 43
T3md/All 3.40x107 1.56x10% 5.26x10"! 49
[0253] | ASPC-1/A11 | 2.69x107 1.40x10* 5.99x103 7320
FA6-2/A11 3.01x107 1.1x10° 3.99x10* 31688
MDA-Panc- 4.56x107 4.01x10° 1.90%10° 433
48/A11
PANC-1 3.48x107 1.39x10% 4.28x103 17
PK.45p/All 4.04x107 1.66x10* 2.80x102 52

[0254]  Sjiifs|15

[0255] %St {5 35 7~ , AHEL TRAVI2N-3%01/BV4*01 i, T -KRAS G12D TCR (SEQ ID NO: 1140
12) , TRAV4-4/DV10%01/BV12-2%01 R $1-KRAS G12D TCR (SEQ ID NO:157A1158) St Jik i)
EE A EmEIsEM ).

[0256]  FH (i) T TRAV4-4/DV10%01/BV12-2%01F #i-KRAS G12D TCR(SEQ ID NO:157F1
158) 8% (11) TRAVI2N-3%01/BV4*01 i $L-KRAS G12D TCR (SEQ ID NO:11£112) 3k #% SPBL . %%
S a5 F UL B IR LR 2 TAFN2 1B 7 B FE K P R Cos 7/AL T Mg 3% 5%« (a) G12D
10-merfik (SEQ ID NO:2) , (b) WT KRAS 10-merfik (SEQ ID NO:30) , (c) G12D9-merJik (SEQ ID
NO:34) , 5 (d) WT KRAS 9-merfik (SEQ ID NO:31) & T IFN- v 43,

[0257] 455 R T #21A (TRAV4-4/DV10%01/BV12-2%0 (SEQ ID NO:157F1158)) fIE21B
(TRAVI2N-3%01/BV4*01 (SEQ ID NO:11/112)) . WiZK21A-21BFf7~, FITRAV4-4/DV10%01/
BV12-2%0 (SEQ ID NO:157H1158) %5 S TANMI R 5 T 7ELL1 X 10 MK BE A pP st 9 10-mer .
(A, #HEE TRAVI2N-3%01/BV4%01 (SEQ ID NO:11#1112) TCR, TRAV4-4/DV10%01/BV12-2%0
(SEQ ID NO:157#1158) LA iy 155G T3 1R 1 Bk rh R 4K .

[0258] F&21A

[0259] IFN-y(pg/ml)

BRIRE (10" M) WT 9-mer | WT 10-mer | G12D 9-mer G12D
10-mer

-6 54 56 131 27407
-7 53 57 60 29508

(0260] -8 59 51 47 6131
-9 54 51 53 2075
-10 51 54 53 402
-11 48 50 52 63
-12 52 44 58 50
-13 51 54 51 51

[0261] F21B
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IFN-g(pg/ml)
BRRE (10" M) WT 9-mer | WT 10-mer | G12D 9-mer G12D
10-mer
-6 90 82 125 18948
-7 96 77 86 11623
[0262] -8 95 85 90 3852
-9 88 102 92 108
-10 95 88 95 212
-11 84 81 88 103
-12 105 76 91 93
-13 103 92 84 93

[0263]  sLjitafsl16

[0264]  i%SEjitify) &7 , AHEG TRAVI2N-3%01/BV4%01 §R #7-KRAS G12D TCR (SEQ ID NO: 1170
12) ,TRAV4-4/DV10%01/BV12-2%01 i $T-KRAS G12D TCR (SEQ ID NO:157#1158) XJG12D+#H
JEg 4H i R B A T SR A ).

[0265]  FH (i) TRAV4-4/DV10*01/BV12-2%01§ T-KRAS G12D TCR (SEQ ID NO:157/1158)
g% (1) TRAVI2N-3%01/BV4*01F#7-KRAS G12D TCR (SEQ ID NO:11F1112) %% SPBL. ¥ S 1K)
YHH 5 RN P R IL S TR, BT IR AN i R AR & 4% T B FHHLA - ALURI AR FIKRAS % 3, Wik 22 fr
7o Wl T IFN- v 20

[0266] 45 EIRTR22. WK 22077~ , #HEL TRAVI2N-3%01/BV4*01 (SEQ ID NO:114112)
TCR, FHTRAV4-4/DV10%01/BV12-2%0 (SEQ ID NO:157A1158) 4% S T4H A LL B &5 (IS5 & J7iR
A7 GL2D+HfgE R A A AR

[0267] %22
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IFN-g(pg/ml)

TRAV4-4/DV10%01/ | TRAVI2N-3*01/BV4*01

BV12-2%01
BxPC3/A11(WT)* 28 37
MiaPaca2/A11(G120)* 27 57
SK.PC.3/A11(GI12V)** 41 44
T3m4/A11(Q61H)* 42 135
Barr(Al1+, G12R)* 31 21
AsPC-1/A11(G12D)** 7478 980

L0268] FA6-2/A11(G12D)** 8027 1494

MDA-Panc-48/A11(G12D)** 362 66
PANC-1(Al11+, G12D)** 148 34
PK.45p/A11(G12D)** 52 113
AsPC-1 24 16
FA6-2 41 26
MDA-Panc-48 43 134
PK.45p 31 35
BHRE 28 20

[0269] s B PR 43 BN i 1 R AR (B ERAE , B “WT”) &

[0270] sk g 2 K] 9 7R FImRNAZR S8 W 5 1) 5248 (2 L3R 13F120)

[0271]  SEjtifsl17

[0272]  iZSZHt) R T 1) 220k 9 A8 [ KRAS () Jee i £ e FHPBLA T/ TTHIHF 52 , BTk PBLA%
T T RS RE R B AR IKRAS T BR TCRIF A4 .

[0273] Ny 7 HUAS I LM T BEA% , BB A& 8 T 4k E 4B Va7 (ACT) /IL- 2/ IEH A
HE HA DL N REE -

[0274]  « HLA-A11+. ik RAZHIKRASH R Gl i 5y 20 23Uk 8- AT I )

[0275] o Jic i P Ul el 9 P S i 5

[0276]  « IEHL TSI Z R (PET) S5 & VE IR , BUAE S i 64 H N R IH is it e
[0277]  FHZWmAS S Pi- RAZHIKRAS TCREJaANIBEE (SEQ ID NO: 11A112) B4 DL I 45 5 95 75
77 2k % 5 3 ARPBL o FH il 28 84 L AE 3 Rl 1 5 =1 7 = M i (Cy) MIsisFniE (Fluw) 1697 i
# o FHE AR L - 2438/ NNt B AT VAT LR T2 AE T, FHL X 103N B Fe i B i 5
1) 40 B L AR 7 VR T R o I 7R DA B 7 s n, AR — R B H R X
10" GHB I 70 B SR 5 R AN BELEL3 42 3 T LA N BRI Bt LA 20 %6 F S [ 7 25
[0278]  Sjiifs18

[0279]  ZSEHt R R 1 B N JmhE HKRASTRAZ I A4

[0280]  AN[AJ Y N E HKRAS AR A% (%) B 4¢ TR 23H . R 2310 7R T TEFT A KRAS R
AR R TEKRASTRAZ A (%) o
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[0281] %23
2 KRAS ¥ FiA KRAS X &%
EHIAE | G12A | GI12D | GI2R | G12C | GI12S | GI2V | G13D
AR 70% 2 51 12 3 2 30 1
& 3 B 36% 7 34 1 9 5 24 19
[0282] | AW3RARE 20% 7 17 2 42 5 20 2
FE ABLRE 18% 11 36 0 9 2 24 15
LRRFR 4 41 2 5 0 37 5
.
LEL) T 7% 2 22 I 10 3 35 23

[0283]  Sjsifs|19

[0284]  iZsLjiti 5] B , AHEL BF A2 U TRAVA-4/DV10%01/BV12-2%01TCR, TRAV4-4/DV10%01/
BV12-2%01TCRI¥CDR3alX H HZ FR 7k i 1) B HeF At 1 B4 5 1) B - KRAS e Wi 4

[0285]  TRAV4-4/DV10%01/BV12-2%01TCR¥CDR3a[X 1) H 2 Ik 7k £ 4k 460 il 7 2 PR ik 2
DAL B [ TRAVA-4/DV10%01/BV12-2%01TCR (CDR3aG112A) o FH (1) BF 4= R TRAVA-4/DV10%
01/BV12-2%01TCR (SEQ ID NO:15741158) B (ii) B #JTRAV4-4/DV10%01/BV12-2%01TCR
(SEQ ID NO:209#1158) ¥ ‘FPBL K5 4% 2 ) M 5 DL T B A0 2L 45 77 . FHHLA-ALTLAIWT KRAS
S/ Cos 4l (Cos/A11/WT) , FHHLA-A11A1G12D KRASH: S fCos4ufl (Cos/A11/G12D) , F
HLA-A11%%: S0 J66 PR 20 23FA6-2 (FAG-2/A11) , BB IR 40 il ZPanc- 1. Bl (85 5538) 1%
FEIR) % SR A VR oot BRI T IEN- o 40 (pg/ml) o 45 5 s T 324,

[0286] %24

WT TRAV4-4/DV10*01/ | £ # #) TRAV4-4/DV10*01/
BV12-2%01 (SEQ ID NO: | BV12-2¥01 (CDR3a Gl112A)
157 #= 158) (SEQ ID NO: 209 #= 158)

Cos/A11/WT 51 64

[0287]

COs/A11/G12D 465 634

FA6-2/A11 2628 3631

Panc-1 37 33

BIRE 48 37

[0288] 424 7N , AHEL BF 4= U TRAV4-4/DV10%01/BV12-2%01TCR, TRAV4-4/DV10%01/
BV12-2%01TCRF¥CDR3a [X Hr H 2 R AR = 1) B 3 F2 1t 1 3 9 1) 1 -KRAS [ B 14

[0289] 7RG ASC 51 FRI BTG 275 Sk, B0 th ki)« & R v il A e 51 IR =
£ P L )R 25 225 SCik B HL B A e B a5 RN, 9 HAE AR SCBEAOR H—FF

[0290]  RiE“—A/—F (@) 7 F1“—A/—F (an) " A “Frik (the) ” LA S RARI F8 A 7EHh
AR B BRSO CREGIEAE T IR BRI ZE SR 1R SCHR) B AT A A fde R B ik i B 2 X
T B BRAEA S A MR B E R SO B I RIS — T T B R ) b — R/
— AN (a0, “AFABHR ) 2 b — P/ — A7) [P IR AR R R HR U B 4 HE A I ) — T
(ABLB) B AN B 2 A5 H TR 41 & (ARIB) o R3E “BL% (comprising) ” “BA
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(having)” . “fu4% (including) " PA & “& A (containing) ” # il B A AR E (B, &N
“BFEEART) B AR 7 AMRE A SCEUE E B AUR AN = B AR A B8 3 A\ Ja A 1) %
P BUE W TEIC T, BRIEA SC A B, I H A8 37 i 508 I 0 N 1 BH 35 G 7] A S ot 3
AT RO — o AT LA LUATART G 3 IR0 S5 It A STl 1 BT 7 36 S BR AR AR ST S R B Bl
EHET S BT BT G A SO FAE AT BT A St 9 838 7~ A1t 8 5 (a0 “an”)
(10045 AN A 1] - ) B A B, 5 ELAS X6 AR B 1) 9 61 ) Fs B 1], B A 3 40 75 B o 1 BH
W) S AN N AR 9 4B AR ART AR LSRR B TG 20 T AR R ) S B A2 A ) o

[0291]  ARSCHEIAR 7 A K BRI E SL 7 58, A6 & B N 8 0 1 St Ak B I e A7 X
28 ) TR AT IR IR , AR LLAI e STt 77 58 (1) 2478 ok T AR A e 1R N G 5 AT LAARTS BT 5
Do R BN BHEE ARS8 R AR N AR 50 B B b 2R 23, 3F o BN BB B 5 A SC B AR Frig
(R AS R 7 S B A R BH o (R, d3d FHRRVEAR B JR VB, 4% R B A4 78 L0 i B (R BUR 225k
T IR 1) 3 L) A A A RN S [F ) o A, AR R B DA B R ST R M A T RE R U I
AT A BRAEASC M E A R BT mS E T X EFE.
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[0001] J¢AIk

[0002]  <110> SE[E AN SIS HE

[0003]  <120> HiFRAZIKRASH T 52 4

[0004]  <130> 722261

[0005]  <150> US 62/171,321

[0006]  <151> 2015-06-05

[0007]  <150> US 62/084,654

[0008] <151> 2014-11-26

[0009]  <160> 209

[0010]  <170> PatentIn version 3.5

[0011]  <210> 1

[0012]  <211> 189

[0013] <212> PRT

[0014] <213> & A (Homo sapiens)

[0015]  <400> 1

[0016] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
(00171 1 5 10 15
[0018] Ser Ala Leu Thr Ile Gln Leu Ile Gln Asn His Phe Val Asp Glu Tyr
[0019] 20 25 30

[0020] Asp Pro Thr Ile Glu Asp Ser Tyr Arg Lys Gln Val Val Ile Asp Gly
[0021] 35 40 45

[0022] Glu Thr Cys Leu Leu Asp Ile Leu Asp Thr Ala Gly Gln Glu Glu Tyr
[0023] 50 55 60

[0024] Ser Ala Met Arg Asp Gln Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
[0025] 65 70 75 80
[0026] Val Phe Ala Ile Asn Asn Thr Lys Ser Phe Glu Asp Ile His His Tyr
[0027] 85 90 95
[0028] Arg Glu Gln Ile Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
[0029] 100 105 110

[0030] Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
[0031] 115 120 125

[0032] Gln Ala Gln Asp Leu Ala Arg Ser Tyr Gly Ile Pro Phe Ile Glu Thr
[0033] 130 135 140

[0034] Ser Ala Lys Thr Arg Gln Arg Val Glu Asp Ala Phe Tyr Thr Leu Val
[0035] 145 150 155 160
[0036] Arg Glu Ile Arg Gln Tyr Arg Leu Lys Lys Ile Ser Lys Glu Glu Lys
[0037] 165 170 175
[0038] Thr Pro Gly Cys Val Lys Ile Lys Lys Cys Ile Tle Met
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[0039] 180 185
[0040]  <210> 2

[0041]  <211> 10

[0042]  <212> PRT

[0043] <213> & A

[0044]  <400> 2

[0045] Val Val Val Gly Ala Asp Gly Val Gly Lys
[0046] 1 5 10
[0047]  <210> 3

[0048] <211> 7

[0049]  <212> PRT

[0050]  <213> /NFKE (Mus musculus)

[0051]  <400> 3

[0052] Thr Ile Tyr Ser Asn Pro Phe

[0053] 1 5

[0054]  <210> 4

[0055]  <211> 7

[0056] <212> PRT

[0057]  <213> /PFEE,

[0058] <400> 4

[0059] Ser Phe Thr Asp Asn Lys Arg

[0060] 1 5

[0061]  <210> 5

[0062] <211> 13

[0063] <212> PRT

[0064]  <213> /NI

[0065]  <400> 5

[0066] Cys Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe
[0067] 1 5) 10
[0068] <210> 6

[0069] <211> 5

[0070] <212> PRT

[0071]  <213> /NEER,

[0072]  <400> 6

[0073] Leu Gly His Asp Thr

[0074] 1 5

[0075]  <210> 7

[0076] <211> 6

[0077]  <212> PRT
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[0078]  <213> /NEHR,

[0079]  <400> 7

[0080] Tyr Asn Asn Lys Gln Leu

[0081] 1 5

[0082] <210> 8

[0083] <211> 15

[0084]  <212> PRT

[0085]  <213> /NEKHR,

[0086]  <400> 8

[0087] Cys Ala Ser Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe
[oo88] 1 5 10 15
[0089]  <210> 9

[0090] <211> 135

[0091]  <212> PRT

[0092]  <213> /NEER,

[0093]  <400> 9

[0094] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[0095] 1 5 10 15
[0096] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[0097] 20 25 30

[0098] Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[0099] 35 40 45

[0100] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[0101] 50 55 60

[0102] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[0103] 65 70 75 80
[0104] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[0105] 85 90 95
[0106] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[0107] 100 105 110

[0108] Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[0109] 115 120 125

[0110] Arg Leu Thr Val Arg Pro Asp

[0111] 130 135

[0112]
[0113]
[0114]
[0115]
[0116]

<210> 10
211> 134
<212> PRT
Q213> /IFKR
<400> 10
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[0117]  Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[0118] 1 5 10 15
[0119]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[0120] 20 25 30

[0121]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[0122] 35 40 45

[0123]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[0124] 50 55 60

[0125] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[0126] 65 70 75 80
[0127]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[0128] 85 90 95
[0129] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[0130] 100 105 110

[0131]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[0132] 115 120 125

[0133] Arg Leu Thr Val Leu Glu

[0134] 130

[0135]  <210> 11

[0136] <211> 271

[0137] <212> PRT

[0138]  <213> /PFEHE,

[0139]  <400> 11

[0140] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
(01411 1 5 10 15
[0142] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[0143] 20 25 30

[0144]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[0145] 35 40 45

[0146] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[0147] 50 55 60

[0148] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[0149] 65 70 75 80
[0150] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[0151] 85 90 95
[0152] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[0153] 100 105 110

[0154] Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[0155] 115 120 125
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[0156] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[0157] 130 135 140

[0158] Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[0159] 145 150 155 160
[0160] Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[0161] 165 170 175
[0162] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[0163] 180 185 190

[0164] Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[0165] 195 200 205

[0166] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[0167] 210 215 220

[0168] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[0169] 225 230 235 240
[0170]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[0171] 245 250 255
[0172] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[0173] 260 265 270

[0174]  <210> 12

[0175]  <211> 306

[0176] <212> PRT

[0177]  <213> /PE

[0178]  <400> 12

[0179] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[0180] 1 5 10 15
[0181] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[0182] 20 25 30

[0183] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[0184] 35 40 45

[0185] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[0186] 50 55 60

[0187] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[0188] 65 70 75 80
[0189] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[0190] 85 90 95
[0191] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[0192] 100 105 110

[0193] Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[0194] 115 120 125
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[0195] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[0196] 130 135 140

[0197]  Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[0198] 145 150 155 160
[0199]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[0200] 165 170 175
[0201]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[0202] 180 185 190

[0203] Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[0204] 195 200 205

[0205] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[0206] 210 215 220

[0207] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[0208] 225 230 235 240
[0209] Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[0210] 245 250 255
[0211]  Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[0212] 260 265 270

[0213] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[0214] 275 280 285

[0215] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[0216] 290 295 300

[0217]  Asn Ser

[0218] 305

[0219]  <210> 13

[0220] <211> 136

[0221] <212> PRT

[0222]  <213> /PFEE,

[0223]  <400> 13

[0224] Tle Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu Lys Asp Pro Arg Ser
[0225] 1 5 10 15
[0226]  Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe Asp Ser Gln Ile Asn
[0227] 20 25 30

[0228] Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile Thr Asp Lys Thr Val
[0229] 35 40 45

[0230] Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn Gly Ala Ile Ala Trp
[0231] 50 55 60

[0232] Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile Phe Lys Glu Thr Asn
[0233] 65 70 75 80
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[0234] Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu
[0235] 85 90 95
[0236] Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe Gln Asn Leu Ser Val
[0237] 100 105 110

[0238] Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu
[0239] 115 120 125

[0240] Met Thr Leu Arg Leu Trp Ser Ser

[0241] 130 135

[0242] <210> 14

[0243] <211> 172

[0244]  <212> PRT

[0245]  <213> /PEI

[0246]  <400> 14

[0247]  Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro Ser
[0248] 1 5 10 15
[0249] Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu Ala
[0250] 20 25 30

[0251] Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn Gly
[0252] 35 40 45

[0253] Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys Glu
[0254] 50 55 60

[0255] Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr
[0256] 65 70 75 80
[0257]  Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe His
[0258] 85 90 95
[0259] Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val
[0260] 100 105 110

[0261]  Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile
[0262] 115 120 125

[0263] Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr Ile Leu Tyr
[0264] 130 135 140

[0265] Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Gly
[0266] 145 150 155 160
[0267] Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser

[0268] 165 170

[0269] <210> 15

[0270]  <211> 403

[0271]  <212> DNA

[0272]  <213> AN LF#4l
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[0273]  <220>

[0274]  <223> &R

[0275]  <400> 15

[0276] atgcgtcctg tcacctgetec agttcettgtg ctecctectaa tgetcaggag gagcaatgge 60
[0277] gatggagact ccgtgaccca gacagaaggce ctggtcactc tcacagaagg gttgectgtg 120
[0278] atgctgaact gcacctatca gactatttac tcaaatcctt tccttttctg gtatgtgcaa 180
[0279] catctcaatg aatcccctcg gectactcctg aagagecttca cagacaacaa gaggaccgag 240
[0280] caccaagggt tccacgccac tctccataag agcagcaget ccttccatct gecagaagtce 300
[0281] tcagcgecage tgtcagactc tgeccctgtac tactgtgetc tgagggggaa tgcaggtgee 360
[0282] aagctcacat tcggaggggg aacaaggtta acggtcagac ccg 403

[0283] <210> 16

[0284] <211> 400

[0285] <212> DNA

[0286]  <213> NTJ¥%1

[0287] <220>

[0288]  <223> & RNHY

[0289]  <400> 16

[0290] atgggctgta ggctcctaag ctgtgtggee ttetgectet tgggaatagg ccctttggag 60
[0291] acggctgttt tccagactcc aaactatcat gtcacacagg tgggaaatga agtgtcttte 120
[0292] aattgtaagc aaactctggg ccacgatact atgtattggt acaagcaaga ctctaagaaa 180
[0293] ttgctgaaga ttatgtttag ctacaataat aagcaactca ttgtaaacga aacagttcca 240
[0294] aggcgcttct cacctcagtc ttcagataaa gctcatttga atcttcgaat caagtctgta 300
[0295] gagccggagg actctgetgt gtatctctgt gecagecaget ccegggactg gagtgeagaa 360
[0296] acgctgtatt ttggctcagg aaccagactg actgttctcg 400

[0297]  <210> 17

[0298] <211> 816

[0299] <212> DNA

[0300] <213> ANTJF%1

[0301]  <220>

[0302]  <223> & REHY

[0303]  <400> 17

[0304] atgcgtcctg tcacctgetec agttcecttgtg ctecctectaa tgectcaggag gagcaatgge 60
[0305] gatggagact ccgtgaccca gacagaaggc ctggtcactc tcacagaagg gttgectgtg 120
[0306] atgctgaact gcacctatca gactatttac tcaaatcctt tccttttctg gtatgtgcaa 180
[0307] catctcaatg aatcccctcg getactcctg aagagcttca cagacaacaa gaggaccgag 240
[0308] caccaagggt tccacgccac tctccataag agcagcaget ccttccatct gecagaagtce 300
[0309] tcagcgecage tgtcagactc tgeccctgtac tactgtgetc tgagggggaa tgcaggtgee 360
[0310] aagctcacat tcggaggggg aacaaggtta acggtcagac ccgacatcca gaacccagaa 420
[0311] cctgetgtgt accagttaaa agatcctcgg tctcaggaca gcaccctetg cetgttcace 480
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[0312] gactttgact cccaaatcaa tgtgccgaaa accatggaat ctggaacgtt catcactgac 540
[0313] aaaactgtgc tggacatgaa agctatggat tccaagagca atggggccat tgcctggage 600
[0314] aaccagacaa gcttcacctg ccaagatatc ttcaaagaga ccaacgccac ctaccccagt 660
[0315] tcagacgttc cctgtgatge cacgttgact gagaaaagct ttgaaacaga tatgaaccta 720
[0316] aactttcaaa acctgtcagt tatgggactc cgaatcctcc tgctgaaagt agccggattt 780
[0317] aacctgctca tgacgctgag getgtggtec agttga 816

[0318]  <210> 18

[0319]  <211> 921

[0320] <212> DNA

[0321]  <213> NTLJF%1

[0322] <220>

[0323]  <223> & REHY

[0324]  <400> 18

[0325] atgggctgta ggctcctaag ctgtgtggee ttetgectet tgggaatagg ccctttggag 60
[0326] acggctgttt tccagactcc aaactatcat gtcacacagg tgggaaatga agtgtcttte 120
[0327] aattgtaagc aaactctggg ccacgatact atgtattggt acaagcaaga ctctaagaaa 180
[0328] ttgctgaaga ttatgtttag ctacaataat aagcaactca ttgtaaacga aacagttcca 240
[0329] aggcgcttct cacctcagtc ttcagataaa gectcatttga atcttcgaat caagtctgta 300
[0330] gagccggagg actctgetgt gtatctctgt gecagecaget ccegggactg gagtgeagaa 360
[0331] acgctgtatt ttggctcagg aaccagactg actgttctcg aggatctgag aaatgtgact 420
[0332] ccacccaagg tctcettgtt tgagccatca aaagcagaga ttgcaaacaa acaaaaggcet 480
[0333] accctcgtgt gcttggecag gggcttette cetgaccacg tggagetgag ctggtgggtg 540
[0334] aatggcaagg aggtccacag tggggtcage acggaccctc aggectacaa ggagagcaat 600
[0335] tatagctact gcctgagcag ccgcctgagg gtctetgeta cettetggea caatcctcega 660
[0336] aaccacttcc gctgecaagt gcagttccat gggctttcag aggaggacaa gtggecagag 720
[0337] ggctcaccca aacctgtcac acagaacatc agtgcagagg cctggggecg agcagactgt 780
[0338] ggaatcactt cagcatccta tcatcagggg gttctgtctg caaccatcct ctatgagatc 840
[0339] ctactgggga aggccaccct atatgetgtg ctggtcagtg gectggtget gatggecatg 900
[0340] gtcaagaaaa aaaattcctg a 921

[0341]  <210> 19

[0342]  <211> 413

[0343]  <212> DNA

[0344]  <213> AT

[0345] <220>

[0346]  <223> &MY

[0347]  <400> 19

[0348] acatccagaa cccagaacct gctgtgtacc agttaaaaga tcctcggtct caggacagca 60
[0349] ccctetgeet gttcacegac tttgactcce aaatcaatgt geccgaaaacc atggaatctg 120
[0350] gaacgttcat cactgacaaa actgtgctgg acatgaaagc tatggattcc aagagcaatg 180
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[0351] gggccattge ctggagcaac cagacaagct tcacctgeca agatatcttc aaagagacca 240
[0352] acgccaccta ccccagttca gacgttccet gtgatgeccac gttgactgag aaaagetttg 300
[0353] aaacagatat gaacctaaac tttcaaaacc tgtcagttat gggactccga atcctcctge 360
[0354] tgaaagtagc cggatttaac ctgctcatga cgectgagget gtggtccagt tga 413

[0355]  <210> 20

[0356] <211> 521

[0357]  <212> DNA

[0358]  <213> AN L&

[0359]  <220>

[0360]  <223> & RHY

[0361]  <400> 20

[0362] aggatctgag aaatgtgact ccacccaagg tctccttgtt tgagccatca aaagcagaga 60
[0363] ttgcaaacaa acaaaaggct accctcgtgt gettggecag gggcttette cetgaccacg 120
[0364] tggagctgag ctggtgggtg aatggcaagg aggtccacag tggggtcage acggacccte 180
[0365] aggcctacaa ggagagcaat tatagctact gcctgagcag ccgectgagg gtctetgeta 240
[0366] ccttetggea caatcctcecga aaccacttce getgeccaagt gecagttccat gggetttcag 300
[0367] aggaggacaa gtggccagag ggctcaccca aacctgtcac acagaacatc agtgcagagg 360
[0368] cctggggecg agecagactgt ggaatcactt cagcatccta tcatcagggg gttetgtetg 420
[0369] caaccatcct ctatgagatc ctactgggga aggccaccct atatgetgtg ctggtcagtg 480
[0370] gcctagtget gatggecatg gtcaagaaaa aaaattcctg a 521

[0371]  <210> 21

[0372] <211> 1815

[0373] <212> DNA

[0374]  <213> N7

[0375]  <220>

[0376]  <223> & RENHY

[0377]  <400> 21

[0378] atgcgtectg tcacctgete agttecttgtg ctectectaa tgctcaggag gagcaatgge 60
[0379] gatggagact ccgtgaccca gacagaaggce ctggtcactc tcacagaagg gttgectgtg 120
[0380] atgctgaact gcacctatca gactatttac tcaaatcctt tccttttctg gtatgtgecaa 180
[0381] catctcaatg aatcccctcg getactcectg aagagettca cagacaacaa gaggaccgag 240
[0382] caccaagggt tccacgccac tctccataag agcagcaget ccttccatct gecagaagtcee 300
[0383] tcagcgcage tgtcagactc tgecctgtac tactgtgetc tgagggggaa tgcaggtgee 360
[0384] aagctcacat tcggaggggg aacaaggtta acggtcagac ccgacatcca gaacccagaa 420
[0385] cctgetgtgt accagttaaa agatcctegg tctcaggaca geacccetctg cctgttcace 480
[0386] gactttgact cccaaatcaa tgtgccgaaa accatggaat ctggaacgtt catcactgac 540
[0387] aaaactgtgc tggacatgaa agctatggat tccaagagca atggggecat tgectggage 600
[0388] aaccagacaa gcttcacctg ccaagatatc ttcaaagaga ccaacgccac ctaccccagt 660
[0389] tcagacgttc cctgtgatge cacgttgact gagaaaagct ttgaaacaga tatgaaccta 720
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[0390] aactttcaaa acctgtcagt tatgggactc cgaatcctcc tgctgaaagt agccggattt 780
[0391] aacctgctca tgacgctgag getgtggtee agtcgggeca ageggtcegg atccggagee 840
[0392] accaacttca gcctgetgaa gcaggecgge gacgtggagg agaacccegg ccccatggge 900
[0393] tgtaggctce taagetgtgt ggecttetge ctecttgggaa taggeccttt ggagacgget 960
[0394] gttttccaga ctccaaacta tcatgtcaca caggtgggaa atgaagtgtc tttcaattgt 1020
[0395] aagcaaactc tgggccacga tactatgtat tggtacaage aagactctaa gaaattgetg 1080
[0396] aagattatgt ttagctacaa taataagcaa ctcattgtaa acgaaacagt tccaaggcge 1140
[0397] ttctcacctc agtcttcaga taaagctcat ttgaatcttc gaatcaagtc tgtagagccg 1200
[0398] gaggactctg ctgtgtatct ctgtgccage agctcecggg actggagtge agaaacgetg 1260
[0399] tattttggct caggaaccag actgactgtt ctcgaggatc tgagaaatgt gactccacce 1320
[0400] aaggtctcct tgtttgagcc atcaaaagca gagattgcaa acaaacaaaa ggctacccte 1380
[0401] gtgtgcttgg ccaggggctt cttccctgac cacgtggage tgagctggtg ggtgaatgge 1440
[0402] aaggaggtcc acagtggggt cagcacggac cctcaggect acaaggagag caattatage 1500
[0403] tactgcctga gcagccgect gagggtctet getaccttet ggeacaatce tcgaaaccac 1560
[0404]  ttccgctgee aagtgeagtt ccatgggett tcagaggagg acaagtggcce agagggctca 1620
[0405] cccaaacctg tcacacagaa catcagtgca gaggcctggg gecgageaga ctgtggaate 1680
[0406] acttcagcat cctatcatca gggggttctg tctgcaacca tcctctatga gatcctactg 1740
[0407] gggaaggcca ccctatatge tgtgetggtc agtggectgg tgetgatgge catggtcaag 1800
[0408] aaaaaaaatt cctga 1815
[0409]  <210> 22

[0410]  <211> 21

[0411]  <212> DNA

[0412]  <213> NTJF%1

[0413]  <220>

[0414]  <223> AR

[0415]  <400> 22

[0416] actatttact caaatccttt c 21

[0417]  <210> 23

[0418]  <211> 21

[0419]  <212> DNA

[0420]  <213> NTLJF%1

[0421]  <220>

[0422]  <223> & REHY

[0423]  <400> 23

[0424] agcttcacag acaacaagag g 21

[0425]  <210> 24

[0426] <211> 33

[0427]  <212> DNA

[0428]  <213> NTJF%1

64



CN 107223134 B F 5 * 12/120 51

[0429] <220>

[0430]  <223> &K

[0431]  <400> 24

[0432] gctctgaggg ggaatgcagg tgccaagetc aca 33
[0433]  <210> 25

[0434]  <211> 15

[0435] <212> DNA

[0436] <213> AT.F¢Al

[0437] <220>

[0438]  <223> &K

[0439]  <400> 25

[0440] ctgggccacg atact 15
[0441]  <210> 26

[0442] <211> 18

[0443]  <212> DNA

[0444]  <213> ANT.F¢%l

[0445]  <220>

[0446]  <223> AR

[0447]  <400> 26

[0448] tacaataata agcaactc 18
[0449]  <210> 27

[0450]  <211> 39

[0451]  <212> DNA

[0452]  <213> AN T.F¢%l

[0453]  <220>

[0454]  <223> AR

[0455]  <400> 27

[0456] gccagcagcet ccegggactg gagtgcagaa acgetgtat 39
[0457]  <210> 28

[0458]  <211> 27

[0459]  <212> PRT

[0460]  <213> AT F¢7l

[0461]  <220>

[0462]  <223> &K

[0463]  <400> 28

[0464] Arg Ala Lys Arg Ser Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys

[0465] 1 5) 10 15
[0466] Gln Ala Gly Asp Val Glu Glu Asn Pro Gly Pro
[0467] 20 25
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[0468]  <210> 29

[0469] <211> 189

[0470] <212> PRT

[0471]  <213> & A

[0472]  <400> 29

[0473] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Gly Gly Val Gly Lys
[0474] 1 5 10 15
[0475] Ser Ala Leu Thr Ile Gln Leu Ile Gln Asn His Phe Val Asp Glu Tyr
[0476] 20 25 30

[0477]  Asp Pro Thr Ile Glu Asp Ser Tyr Arg Lys Gln Val Val Ile Asp Gly
[0478] 35 40 45

[0479]  Glu Thr Cys Leu Leu Asp Ile Leu Asp Thr Ala Gly Gln Glu Glu Tyr
[0480] 50 55 60

[0481] Ser Ala Met Arg Asp Gln Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
[0482] 65 70 75 80
[0483] Val Phe Ala Ile Asn Asn Thr Lys Ser Phe Glu Asp Ile His His Tyr
[0484] 85 90 95
[0485] Arg Glu Gln Ile Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
[0486] 100 105 110

[0487] Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
[0488] 115 120 125

[0489] Gln Ala Gln Asp Leu Ala Arg Ser Tyr Gly Ile Pro Phe Ile Glu Thr
[0490] 130 135 140

[0491] Ser Ala Lys Thr Arg Gln Arg Val Glu Asp Ala Phe Tyr Thr Leu Val
[0492] 145 150 155 160
[0493] Arg Glu Ile Arg Gln Tyr Arg Leu Lys Lys Ile Ser Lys Glu Glu Lys
[0494] 165 170 175
[0495] Thr Pro Gly Cys Val Lys Ile Lys Lys Cys Ile Tle Met

[0496] 180 185

[0497]  <210> 30

[0498]  <211> 10

[0499]  <212> PRT

[0500]  <213> & A

[0501]  <400> 30

[0502] Val Val Val Gly Ala Gly Gly Val Gly Lys

[0503] 1 5 10

[0504]  <210> 31

[0505]  <211> 9

[0506] <212> PRT
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[0507]  <213> & A

[0508]  <400> 31

[0509] Val Val Gly Ala Gly Gly Val Gly Lys

[0510] 1 5

[0511]  <210> 32

[0512]  <211> 189

[0513] <212> PRT

[0514]  <213> & A

[0515]  <400> 32

[0516] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Val Gly Val Gly Lys
(05171 1 5 10 15
[0518] Ser Ala Leu Thr Ile Gln Leu Ile Gln Asn His Phe Val Asp Glu Tyr
[0519] 20 25 30

[0520] Asp Pro Thr Ile Glu Asp Ser Tyr Arg Lys Gln Val Val Ile Asp Gly
[0521] 35 40 45

[0522] Glu Thr Cys Leu Leu Asp Ile Leu Asp Thr Ala Gly Gln Glu Glu Tyr
[0523] 50 55 60

[0524] Ser Ala Met Arg Asp Gln Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
[0525] 65 70 75 80
[0526] Val Phe Ala Ile Asn Asn Thr Lys Ser Phe Glu Asp Ile His His Tyr
[0527] 85 90 95
[0528] Arg Glu Gln Ile Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
[0529] 100 105 110

[0530] Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
[0531] 115 120 125

[0532] Gln Ala Gln Asp Leu Ala Arg Ser Tyr Gly Ile Pro Phe Ile Glu Thr
[0533] 130 135 140

[0534] Ser Ala Lys Thr Arg Gln Arg Val Glu Asp Ala Phe Tyr Thr Leu Val
[0535] 145 150 155 160
[0536] Arg Glu Ile Arg Gln Tyr Arg Leu Lys Lys Ile Ser Lys Glu Glu Lys
[0537] 165 170 175
[0538] Thr Pro Gly Cys Val Lys Ile Lys Lys Cys Ile Tle Met

[0539] 180 185

[0540]  <210> 33

[0541]  <211> 10

[0542]  <212> PRT

[0543]  <213> & A

[0544]  <400> 33

[0545] Val Val Val Gly Ala Val Gly Val Gly Lys
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[0546]
[0547]
[0548]
[0549]
[0550]
[0551]
[0552]
[0553]
[0554]
[0555]
[0556]
[0557]
[0558]
[0559]
[0560]
[0561]
[0562]
[0563]
[0564]
[0565]
[0566]
[0567]
[0568]
[0569]
[0570]
[0571]
[0572]
[0573]
[0574]
[0575]
[0576]
[0577]
[0578]
[0579]
[0580]
[0581]
[0582]
[0583]
[0584]

1 5

210> 34

Q211> 9

<212> PRT

213> AN

<400> 34

Val Val Gly Ala Asp Gly
1 5

<210> 35

Q211> 9

<212> PRT

213> AN

<400> 35

Val Val Gly Ala Val Gly
1 5

<210> 36

Q211> 9

<212> PRT

213> AN

<400> 36

Val Val Gly Ala Cys Gly
1 5

210> 37

211> 10

<212> PRT

213> AN

<400> 37

Val Val Val Gly Ala Cys
1 5

<210> 38

Q211> 9

<212> PRT

213> AN

<400> 38

Val Val Gly Ala Arg Gly
1 5

<210> 39

211> 10

<212> PRT

Val Gly Lys

Val Gly Lys

Val Gly Lys

Gly Val Gly Lys

Val Gly Lys
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[0585]  <213> & A

[0586]  <400> 39

[0587] Val Val Val Gly Ala Arg Gly Val Gly Lys

[0588] 1 5 10

[0589]  <210> 40

[0590] <211> 16

[0591] <212> PRT

[0592]  <213> /NEER,

[0593]  <400> 40

[0594] Cys Ala Met Arg Glu Asp Thr Gly Ala Asn Thr Gly Lys Leu Thr Phe
[0595] 1 5 10 15
[0596]  <210> 41

[0597]  <211> 15

[0598] <212> PRT

[0599]  <213> /NEER,

[0600]  <400> 41

[0601]  Cys Ala Ser Ser Gln Asp Ser Leu Gly Arg Ala Glu Gln Phe Phe
[0602] 1 5 10 15
[0603]  <210> 42

[0604]  <211> 15

[0605] <212> PRT

[0606]  <213> /NFEE,

[0607]  <400> 42

[0608] Cys Ala Ser Ser Ser Asp Trp Gly Gly Ala Glu Thr Leu Tyr Phe
[0609] 1 5 10 15
[0610]  <210> 43

[0611]  <211> 16

[0612]  <212> PRT

[0613]  <213> /NEKHR,

[0614]  <400> 43

[0615] Cys Ala Ser Ser Ser Gly Leu Gly Ser Ser Ala Glu Thr Leu Tyr Phe
[0616] 1 5 10 15
[0617]  <210> 44

[0618]  <211> 81

[0619]  <212> DNA

[0620]  <213> A T.F¢%l

[0621]  <220>

[0622]  <223> &R

[0623]  <400> 44
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[0624]
[0625]
[0626]
[0627]
[0628]
[0629]
[0630]
[0631]
[0632]
[0633]
[0634]
[0635]
[0636]
[0637]
[0638]
[0639]
[0640]
[0641]
[0642]
[0643]
[0644]
[0645]
[0646]
[0647]
[0648]
[0649]
[0650]
[0651]
[0652]
[0653]
[0654]
[0655]
[0656]
[0657]
[0658]
[0659]
[0660]
[0661]
[0662]

cgggeccaage ggtcecggatce cggageccacc aacttcagec tgetgaagea ggecggegac 60

gtggaggaga accccggece ¢ 81

<210> 45

<211> 604
<212> PRT
213> NILF%
<220>

223> ERH
<400> 45

Met Arg Pro Val

1
Arg

Thr

Ile

Ser

65

His

Leu

Ala

Arg

Gln

145

Asp

Phe

Ser

Asp

Cys
225

Ser
Leu
Tyr
50

Pro
Gln
Gln
Leu
Leu
130
Leu
Phe
Ile
Asn
Ile

210
Asp

Asn
Thr
35

Ser
Arg
Gly
Lys
Arg
115
Thr
Lys
Asp
Thr
Gly
195

Phe

Ala

Gly
20

Glu
Asn
Leu
Phe
Ser
100
Gly
Val
Asp
Ser
Asp
180
Ala

Lys

Thr

Thr

Asp

Gly

Pro

Leu

His

85

Ser

Asn

Arg

Pro

Gln

165

Lys

Ile

Glu

Leu

Cys

Gly

Leu

Phe

Leu

70

Ala

Ala

Ala

Pro

Arg

150

Ile

Thr

Ala

Thr

Thr
230

Ser
Asp
Pro
Leu
55

Lys
Thr
Gln
Gly
Asp
135
Ser
Asn
Val
Trp
Asn

215
Glu

Val
Ser
Val
40

Phe
Ser
Leu
Leu
Ala
120
Ile
Gln
Val
Leu
Ser
200

Ala

Lys

70

Leu
Val
25

Met
Trp
Phe
His
Ser
105
Lys
Gln
Asp
Pro
Asp
185
Asn

Thr

Ser

Val
10

Thr
Leu
Tyr
Thr
Lys
90

Asp
Leu
Asn
Ser
Lys
170
Met
Gln

Tyr

Phe

Leu

Gln

Asn

Val

Asp

75

Ser

Ser

Thr

Pro

Thr

155

Thr

Lys

Thr

Pro

Glu
235

Leu

Thr

Cys

Gln

60

Asn

Ser

Ala

Phe

Glu

140

Leu

Met

Ala

Ser

Ser

220
Thr

Leu
Glu
Thr
45

His
Lys
Ser
Leu
Gly
125
Pro
Cys
Glu
Met
Phe
205

Ser

Asp

Met
Gly
30

Tyr
Leu
Arg
Ser
Tyr
110
Gly
Ala
Leu
Ser
Asp
190
Thr

Asp

Met

Leu
15

Leu
Gln
Asn
Thr
Phe
95

Tyr
Gly
Val
Phe
Gly
175
Ser
Cys

Val

Asn

Arg

Val

Thr

Glu

Glu

80

His

Cys

Thr

Tyr

Thr

160

Thr

Lys

Gln

Pro

Leu
240
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[0663]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[0664] 245 250 255
[0665] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser Arg
[0666] 260 265 270

[0667] Ala Lys Arg Ser Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys Gln
[0668] 275 280 285

[0669] Ala Gly Asp Val Glu Glu Asn Pro Gly Pro Met Gly Cys Arg Leu Leu
[0670] 290 295 300

[0671] Ser Cys Val Ala Phe Cys Leu Leu Gly Ile Gly Pro Leu Glu Thr Ala
[0672] 305 310 315 320
[0673] Val Phe GIln Thr Pro Asn Tyr His Val Thr Gln Val Gly Asn Glu Val
[0674] 325 330 335
[0675]  Ser Phe Asn Cys Lys Gln Thr Leu Gly His Asp Thr Met Tyr Trp Tyr
[0676] 340 345 350

[0677] Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile Met Phe Ser Tyr Asn Asn
[0678] 355 360 365

[0679] Lys Gln Leu Ile Val Asn Glu Thr Val Pro Arg Arg Phe Ser Pro Gln
[0680] 370 375 380

[0681] Ser Ser Asp Lys Ala His Leu Asn Leu Arg Ile Lys Ser Val Glu Pro
[0682] 385 390 395 400
[0683] Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser Ser Ser Arg Asp Trp Ser
[0684] 405 410 415
[0685] Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr Arg Leu Thr Val Leu Glu
[0686] 420 425 430

[0687] Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro Ser
[0688] 435 440 445

[0689] Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu Ala
[0690] 450 455 460

[0691] Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn Gly
[0692] 465 470 475 480
[0693] Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys Glu
[0694] 485 490 495
[0695] Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr
[0696] 500 505 510

[0697]  Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe His
[0698] 515 520 525

[0699] Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val
[0700] 530 535 540

[0701]  Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile
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[0702] 545 550 555 560
[0703] Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr Ile Leu Tyr
[0704] 565 570 575
[0705] Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Gly
[0706] 580 585 590

[0707] Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser

[0708] 595 600

[0709]  <210> 46

[0710]  <211> 13

[0711]  <212> PRT

[0712]  <213> ANT.J¥3

[0713]  <220>

[0714]  <223> & REHY

[0715]  <220>

[0716]  <221> MISC FEATURE

[0717]  <222> (2)..(2)

[0718] <223> XaafArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0719] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0720]  <400> 46

[0721] Cys Xaa Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe
[0722] 1 5 10

[0723]  <210> 47

[0724]  <211> 13

[0725]  <212> PRT

[0726]  <213> ANT.JF#3

[0727]  <220>

[0728]  <223> & RENHY

[0729]  <220>

[0730]  <221> MISC FEATURE

[0731]  <222> (3)..(3)

[0732] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[0733] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0734]  <400> 47

[0735] Cys Ala Xaa Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe
[0736] 1 5 10

[0737]  <210> 48

[0738]  <211> 13

[0739] <212> PRT

[0740]  <213> AN T.J¥#3
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[0741]  <220>

[0742]  <223> & REHY

[0743]  <220>

[0744]  <221> MISC FEATURE

[0745]  <222> (4)..(4)

[0746] <223> XaasAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0747]  Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[0748]  <400> 48

[0749] Cys Ala Leu Xaa Gly Asn Ala Gly Ala Lys Leu Thr Phe
[0750] 1 5 10

[0751]  <210> 49

[0752]  <211> 13

[0753]  <212> PRT

[0754]  <213> ANTF%

[0755]  <220>

[0756]  <223> &I

[0757]  <220>

[0758]  <221> MISC FEATURE

[0759]  <222> (5).. (5)

[0760]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile, Leu, Lys,
[0761] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0762]  <400> 49

[0763] Cys Ala Leu Arg Xaa Asn Ala Gly Ala Lys Leu Thr Phe
[0764] 1 5 10

[0765]  <210> 50

[0766]  <211> 13

[0767]  <212> PRT

[0768]  <213> AN T.J¥#3

[0769]  <220>

[0770]  <223> & REHY

[0771]  <220>

[0772]  <221> MISC FEATURE

[0773]  <222> (6).. (6)

[0774] <223> XaasAla, Arg, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0775] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0776]  <400> 50

[0777]  Cys Ala Leu Arg Gly Xaa Ala Gly Ala Lys Leu Thr Phe
[0778] 1 5 10

[0779]  <210> 51

73



CN 107223134 B F 5 * 21/120 T

[0780]  <211> 13

[0781] <212> PRT

[0782]  <213> AN T.J¥#%

[0783]  <220>

[0784]  <223> & RNHY

[0785]  <220>

[0786]  <221> MISC FEATURE

[0787]  <222> (7)..(7)

[0788] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0789] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0790]  <400> 51

[0791]  Cys Ala Leu Arg Gly Asn Xaa Gly Ala Lys Leu Thr Phe
[0792] 1 5 10

[0793]  <210> 52

[0794]  <211> 13

[0795]  <212> PRT

[0796]  <213> ANT.JF#3

[0797]  <220>

[0798]  <223> &R

[0799]  <220>

[0800]  <221> MISC FEATURE

[0801]  <222> (8)..(8)

[0802] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile, Leu, Lys,
[0803] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0804]  <400> 52

[0805] Cys Ala Leu Arg Gly Asn Ala Xaa Ala Lys Leu Thr Phe
[0806] 1 5 10

[0807]  <210> 53

[0808] <211> 13

[0809] <212> PRT

[0810]  <213> A T.JF#%

[0811]  <220>

[0812]  <223> &kl

[0813] <220>

[0814]  <221> MISC FEATURE

[0815]  <222> (9)..(9)

[0816] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0817] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0818]  <400> 53
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[0819] Cys Ala Leu Arg Gly Asn Ala Gly Xaa Lys Leu Thr Phe
[0820] 1 5 10

[0821] <210> 54

[0822] <211> 13

[0823] <212> PRT

[0824]  <213> AN T.J¥#3

[0825] <220>

[0826]  <223> &kl

[0827] <220>

[0828]  <221> MISC FEATURE

[0829]  <222> (10).. (10)

[0830] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[0831] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0832]  <400> 54

[0833] Cys Ala Leu Arg Gly Asn Ala Gly Ala Xaa Leu Thr Phe
[0834] 1 5 10

[0835] <210> 55

[0836] <211> 13

[0837] <212> PRT

[0838] <213> A T3

[0839] <220>

[0840]  <223> &kl

[0841] <220>

[0842]  <221> MISC FEATURE

[0843]  <222> (11)..(11)

[0844] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[0845] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0846]  <400> 55

[0847] Cys Ala Leu Arg Gly Asn Ala Gly Ala Lys Xaa Thr Phe
[0848] 1 5 10

[0849]  <210> 56

[0850]  <211> 13

[0851] <212> PRT

[0852]  <213> A T3

[0853]  <220>

[0854]  <223> & RENHY

[0855]  <220>

[0856]  <221> MISC FEATURE

[0857]  <222> (12)..(12)
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[0858]
[0859]
[0860]
[0861]
[0862]
[0863]
[0864]
[0865]
[0866]
[0867]
[0868]
[0869]
[0870]
[0871]
[0872]
[0873]
[0874]
[0875]
[0876]
[0877]
[0878]
[0879]
[0880]
[0881]
[0882]
[0883]
[0884]
[0885]
[0886]
[0887]
[0888]
[0889]
[0890]
[0891]
[0892]
[0893]
[0894]
[0895]
[0896]

<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
Lys, Met, Phe, Pro, Ser, Trp, Tyr, E¢Val.

<400> 56

Cys Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Xaa Phe

1 5 10

<210> 57

211> 15

<212> PRT

213> NIF%

220>

223> B

<220>

<221> MISC FEATURE

222> (2).. ()

<223> Xaas:Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 57

Cys Xaa Ser Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe
1 5 10 15
<210> 58

211> 15

<212> PRT

213> NI 7%

<220>

223> B

<220>

<221> MISC FEATURE

222> (3)..(3)

<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
Lys, Met, Phe, Pro, Thr, Trp, Tyr, E¢Val.

<400> 58

Cys Ala Xaa Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe
1 5 10 15
<210> 59

211> 15

<212> PRT

213> NIF%

<220>

223> B
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[0897] <220>

[0898]  <221> MISC FEATURE

[0899]  <222> (4)..(4)

[0900] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[0901] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[0902]  <400> 59

[0903] Cys Ala Ser Xaa Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe
[0904] 1 5 10 15
[0905]  <210> 60

[0906] <211> 15

[0907] <212> PRT

[0908]  <213> AN TF7

[0909] <220>

[0910]  <223> & REHY

[0911]  <220>

[0912]  <221> MISC FEATURE

[0913]  <222> (5).. (5)

[0914]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[0915] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[0916]  <400> 60

[0917]  Cys Ala Ser Ser Xaa Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe
[0918] 1 5 10 15
[0919]  <210> 61

[0920] <211> 15

[0921]  <212> PRT

[0922]  <213> NTLF7

[0923] <220>

[0924]  <223> &R

[0925] <220>

[0926]  <221> MISC FEATURE

[0927]  <222> (6) .. (6)

[0928] <223> XaasAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0929] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0930]  <400> 61

[0931] Cys Ala Ser Ser Ser Xaa Asp Trp Ser Ala Glu Thr Leu Tyr Phe
[0932] 1 5 10 15
[0933] <210> 62

[0934] <211> 15

[0935] <212> PRT
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[0936]  <213> NTF7

[0937] <220>

[0938]  <223> & RHY

[0939] <220>

[0940]  <221> MISC FEATURE

[0941]  <222> (7)..(7)

[0942] <223> XaasAla, Arg, Asn, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0943] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[0944]  <400> 62

[0945] Cys Ala Ser Ser Ser Arg Xaa Trp Ser Ala Glu Thr Leu Tyr Phe
[0946] 1 5 10 15
[0947]  <210> 63

[0948] <211> 15

[0949]  <212> PRT

[0950]  <213> AN LF¢%l

[0951]  <220>

[0952]  <223> &R

[0953]  <220>

[0954]  <221> MISC FEATURE

[0955]  <222> (8)..(8)

[0956] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[0957] Lys, Met, Phe, Pro, Ser, Thr, Tyr, #Val.

[0958]  <400> 63

[0959] Cys Ala Ser Ser Ser Arg Asp Xaa Ser Ala Glu Thr Leu Tyr Phe
[0960] 1 5 10 15
[0961] <210> 64

[0962] <211> 15

[0963] <212> PRT

[0964]  <213> NTF7

[0965] <220>

[0966]  <223> &R

[0967]  <220>

[0968]  <221> MISC FEATURE

[0969]  <222> (9)..(9)

[0970] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[0971] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[0972]  <400> 64

[0973] Cys Ala Ser Ser Ser Arg Asp Trp Xaa Ala Glu Thr Leu Tyr Phe
[0974] 1 5 10 15
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[0975]  <210> 65

[0976]  <211> 15

[0977]  <212> PRT

[0978]  <213> AN LF#4l

[0979]  <220>

[0980]  <223> & R&HY

[0981] <220>

[0982]  <221> MISC FEATURE

[0983]  <222> (10) .. (10)

[0984] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[0985] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[0986]  <400> 65

[0987] Cys Ala Ser Ser Ser Arg Asp Trp Ser Xaa Glu Thr Leu Tyr Phe
[0988] 1 5 10 15
[0989] <210> 66

[0990] <211> 15

[0991] <212> PRT

[0992]  <213> AN TLJF¥%

[0993] <220>

[0994]  <223> &Y

[0995] <220>

[0996]  <221> MISC FEATURE

[0997]  <222> (11)..(11)

[0998] <223> XaasAla, Arg, Asn, Asp, Cys, Gln, Gly, His, Ile, Leu, Lys,
[0999] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1000]  <400> 66

[1001] Cys Ala Ser Ser Ser Arg Asp Trp Ser Ala Xaa Thr Leu Tyr Phe
[1002] 1 5 10 15
[1003]  <210> 67

[1004] <211> 15

[1005] <212> PRT

[1006] <213> ANTLJ¥%

[1007]  <220>

[1008]  <223> & RHY

[1009] <220>

[1010]  <221> MISC FEATURE

10111 <222> (12)..(12)

[1012]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1013] Lys, Met, Phe, Pro, Ser, Trp, Tyr, #Val.
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[1014]  <400> 67

[1015] Cys Ala Ser Ser Ser Arg Asp Trp Ser Ala Glu Xaa Leu Tyr Phe
[1016] 1 5 10 15
[1017]  <210> 68

[1018] <211> 15

[1019]  <212> PRT

[1020]  <213> NTF%

[1021]  <220>

[1022]  <223> &R

[1023] <220>

[1024]  <221> MISC FEATURE

[1025]  <222> (13)..(13)

[1026] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[1027] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1028]  <400> 68

[1029] Cys Ala Ser Ser Ser Arg Asp Trp Ser Ala Glu Thr Xaa Tyr Phe
[1030] 1 5 10 15
[1031]  <210> 69

[1032] <211> 15

[1033] <212> PRT

[1034]  <213> NTF%

[1035] <220>

[1036]  <223> &R

[1037]  <220>

[1038]  <221> MISC FEATURE

[1039]  <222> (14)..(14)

[1040] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1041] Lys, Met, Phe, Pro, Ser, Thr, Trp, #Val.

[1042]  <400> 69

[1043] Cys Ala Ser Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Xaa Phe
[1044] 1 5 10 15
[1045]  <210> 70

[1046] <211> 135

[1047]  <212> PRT

[1048]  <213> NTLF%

[1049]  <220>

[1050]  <223> &R

[1051]  <220>

[1052]  <221> MISC FEATURE
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[1053]  <222> (113)..(113)

[1054] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1055] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1056]  <400> 70

[1057] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1058] 1 5 10 15
[1059] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1060] 20 25 30

[1061]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1062] 35 40 45

[1063] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1064] 50 55 60

[1065] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1066] 65 70 75 80
[1067] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1068] 85 90 95
[1069] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1070] 100 105 110

[1071]  Xaa Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1072] 115 120 125

[1073] Arg Leu Thr Val Arg Pro Asp

[1074] 130 135

[1075]  <210> 71

[1076] <211> 135

[1077]  <212> PRT

[1078]  <213> ANLF#4l

[1079]  <220>

[1080]  <223> & RHY

[1081] <220>

[1082]  <221> MISC FEATURE

[1083] <222> (114)..(114)

[1084] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[1085] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1086]  <400> 71

[1087] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1088] 1 5 10 15
[1089] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1090] 20 25 30

[1091]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
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[1092]
[1093]
[1094]
[1095]
[1096]
[1097]
[1098]
[1099]
[1100]
[1101]
[1102]
[1103]
[1104]
[1105]
[1106]
[1107]
[1108]
[1109]
[1110]
[1111]
[1112]
[1113]
[1114]
[1115]
[1116]
[1117]
[1118]
[1119]
[1120]
[1121]
[1122]
[1123]
[1124]
[1125]
[1126]
[1127]
[1128]
[1129]
[1130]

35
Ile Tyr Ser Asn Pro Phe
50
Ser Pro Arg Leu Leu Leu
65 70
His Gln Gly Phe His Ala
85
Leu Gln Lys Ser Ser Ala
100
Ala Xaa Arg Gly Asn Ala
115
Arg Leu Thr Val Arg Pro
130
210> 72
211> 135
<212> PRT
213> NP3
220>
223> B
220>
<221> MISC FEATURE
<222> (115) .. (115)

40
Leu Phe
55

45

Trp Tyr Val Gln His Leu

60

Lys Ser Phe Thr Asp Asn Lys Arg

75

Thr Leu His Lys Ser Ser Ser Ser

90

GIn Leu Ser Asp Ser Ala Leu Tyr

105

110

Gly Ala Lys Leu Thr Phe Gly Gly

120
Asp
135

125

<223> XaaszAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 72

Met Arg Pro Val Thr Cys

1 5

Arg Ser Asn Gly Asp Gly
20

Thr Leu Thr Glu Gly Leu

35
Ile Tyr Ser Asn Pro Phe
50

Ser Pro Arg Leu Leu Leu

65 70

His Gln Gly Phe His Ala

85

Leu Gln Lys Ser Ser Ala

100

Ser Val
Asp Ser
Pro Val
40
Leu Phe

55
Lys Ser

Thr Leu

Gln Leu

82

Leu
Val
25

Met
Trp
Phe
His

Ser
105

Val Leu
10
Thr Gln

Leu Asn

Tyr Val

Thr Asp
75

Lys Ser

90

Asp Ser

Leu
Thr
Cys
Gln
60

Asn

Ser

Ala

Leu

Glu

Thr

45

His

Lys

Ser

Leu

Met
Gly
30

Tyr
Leu

Arg

Ser

110

Asn Glu

Thr Glu
80

Phe His

95

Tyr Cys

Gly Thr

Leu, Lys,

Leu Arg
15
Leu Val

Gln Thr

Asn Glu

Thr Glu
80

Phe His

95

Tyr Cys
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[1131]
[1132]
[1133]
[1134]
[1135]
[1136]
[1137]
[1138]
[1139]
[1140]
[1141]
[1142]
[1143]
[1144]
[1145]
[1146]
[1147]
[1148]
[1149]
[1150]
[1151]
[1152]
[1153]
[1154]
[1155]
[1156]
[1157]
[1158]
[1159]
[1160]
[1161]
[1162]
[1163]
[1164]
[1165]
[1166]
[1167]
[1168]
[1169]

Ala Leu Xaa Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr

115

Arg Leu Thr Val Arg Pro Asp

130
<210> 73
211> 13
<212> PR

)
T

213> NLR%

220>

223> ER

220>

<221> MISC FEATURE
<222> (116) .. (116)
<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 73

Met Arg Pro Val Thr

1
Arg Ser

Thr Leu

Ile Tyr
50

Ser Pro

65

His Gln

Leu Gln

Ala Leu

Arg Leu
130
210> 74
211> 13
<212> PR

Asn

Thr
35

Ser

Arg

Gly

Lys

Arg

115
Thr

)
T

Gly
20
Glu

Asn
Leu
Phe
Ser
100

Xaa

Val

213> N3

220>

5
Asp

Gly

Pro

Leu

His

85

Ser

Asn

Arg

Cys

Gly

Leu

Phe

Leu

70

Ala

Ala

Ala

Pro

135

120

Ser Val Leu

Asp
Pro
Leu
bh

Lys
Thr

Gln

Gly

135

Ser

Val

40

Phe

Ser

Leu

Leu

Ala
120

83

Val
25

Met
Trp
Phe
His
Ser

105
Lys

Val Leu
10
Thr Gln

Leu Asn

Tyr Val

Thr Asp
75

Lys Ser

90

Asp Ser

Leu Thr

Leu

Thr

Cys

Gln

60

Asn

Ser

Ala

Phe

125

Leu

Glu

Thr

45

His

Lys

Ser

Leu

Gly
125

Met

Gly

30

Tyr

Leu

Arg

Ser

110
Gly

Leu,

Leu
15

Leu
Gln
Asn
Thr
Phe

95

Gly

Lys,

Val

Thr

Glu

Glu

80

His

Cys

Thr
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[1170]
[1171]
[1172]
[1173]
[1174]
[1175]
[1176]
[1177]
[1178]
[1179]
[1180]
[1181]
[1182]
[1183]
[1184]
[1185]
[1186]
[1187]
[1188]
[1189]
[1190]
[1191]
[1192]
[1193]
[1194]
[1195]
[1196]
[1197]
[1198]
[1199]
[1200]
[1201]
[1202]
[1203]
[1204]
[1205]
[1206]
[1207]
[1208]

223> B
<220>
<221> MISC FEATURE
222> (117) .. (117)
<223> XaaszAla, Arg, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, BtVal.
<400> 74
Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
1 5 10 15
Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
20 25 30
Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
35 40 45
Ile Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
50 55 60
Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
65 70 75 80
His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
85 90 95
Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
100 105 110
Ala Leu Arg Gly Xaa Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
115 120 125
Arg Leu Thr Val Arg Pro Asp
130 135
<210> 75
<211> 135
<212> PRT
213> NIF%
<220>
223> B
<220>
<221> MISC FEATURE
<222> (118) .. (118)
<223> Xaas:Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 75
Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
1 5 10 15
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[1209] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1210] 20 25 30
[1211]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1212] 35 40 45
[1213] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1214] 50 55 60
[1215]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1216] 65 70 75 80
[1217]  His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1218] 85 90 95
[1219]  Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1220] 100 105 110
[1221] Ala Leu Arg Gly Asn Xaa Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1222] 115 120 125
[1223] Arg Leu Thr Val Arg Pro Asp
[1224] 130 135
[1225]  <210> 76
[1226] <211> 135
[1227] <212> PRT
[1228] <213> ANTLJF¥%
[1229] <220>
[1230]  <223> &Rkl
[1231]  <220>
[1232]  <221> MISC FEATURE
[1233]  <222> (119)..(119)
[1234] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile, Leu, Lys,
[1235] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.
[1236]  <400> 76
[1237] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1238] 1 5 10 15
[1239] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1240] 20 25 30
[1241]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1242] 35 40 45
[1243] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1244] 50 55 60
[1245] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1246] 65 70 75 80
[1247] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
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[1248]
[1249]
[1250]
[1251]
[1252]
[1253]
[1254]
[1255]
[1256]
[1257]
[1258]
[1259]
[1260]
[1261]
[1262]
[1263]
[1264]
[1265]
[1266]
[1267]
[1268]
[1269]
[1270]
[1271]
[1272]
[1273]
[1274]
[1275]
[1276]
[1277]
[1278]
[1279]
[1280]
[1281]
[1282]
[1283]
[1284]
[1285]
[1286]

85

90

95

Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys

100

105

110

Ala Leu Arg Gly Asn Ala Xaa Ala Lys Leu Thr Phe Gly Gly Gly Thr

115

Arg Leu Thr Val Arg Pro Asp

130
210> 77
211> 13
<212> PR

)
T

213> N3

220>

223> ER

220>

<221> MISC FEATURE
<222> (120) .. (120)
<223> Xaas:Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 77

Met Arg Pro Val Thr

1
Arg Ser

Thr Leu

Ile Tyr
50

Ser Pro

65

His Gln

Leu Gln
Ala Leu
Arg Leu

130

<210> 78
211> 13

Asn
Thr
35

Ser
Arg
Gly
Lys
Arg

115
Thr

5

5
Gly Asp
20
Glu Gly

Asn Pro

Leu Leu

Phe His
85

Ser Ser

100

Gly Asn

Val Arg

Cys

Gly

Leu

Phe

Leu

70

Ala

Ala

Ala

Pro

135

120

Ser Val Leu

Asp
Pro
Leu
bh

Lys
Thr

Gln

Gly

135

Ser

Val

40

Phe

Ser

Leu

Leu

Xaa
120

86

Val
25

Met
Trp
Phe
His
Ser

105
Lys

Val Leu
10
Thr Gln

Leu Asn

Tyr Val

Thr Asp
75

Lys Ser

90

Asp Ser

Leu Thr

Leu

Thr

Cys

Gln

60

Asn

Ser

Ala

Phe

125

Leu Met

Glu Gly
30

Thr Tyr

45

His Leu

Lys Arg
Ser Ser
Leu Tyr

110

Gly Gly
125

Leu, Lys,

Leu Arg
15
Leu Val

Gln Thr

Asn Glu

Thr Glu
80

Phe His

95

Tyr Cys

Gly Thr
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[1287] <212> PRT

[1288] <213> AN TLJ¥%

[1289] <220>

[1290]  <223> &Rkl

[1291]  <220>

[1292]  <221> MISC FEATURE

[1293] <222> (121)..(121)

[1294] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1295] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1296]  <400> 78

[1297] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1298] 1 5 10 15
[1299] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1300] 20 25 30

[1301] Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1302] 35 40 45

[1303] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1304] 50 55 60

[1305] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1306] 65 70 75 80
[1307] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1308] 85 90 95
[1309] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1310] 100 105 110

[1311] Ala Leu Arg Gly Asn Ala Gly Ala Xaa Leu Thr Phe Gly Gly Gly Thr
[1312] 115 120 125

[1313] Arg Leu Thr Val Arg Pro Asp

[1314] 130 135

[1315]  <210> 79

[1316] <211> 135

[1317]  <212> PRT

[1318]  <213> ANTLJF¥%

[1319]  <220>

[1320]  <223> &kl

[1321]  <220>

[1322]  <221> MISC FEATURE

[1323] <222> (122)..(122)

[1324] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[1325] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.
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[1326]  <400> 79
[1327] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1328] 1 5 10 15
[1329] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1330] 20 25 30
[1331]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1332] 35 40 45
[1333] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1334] 50 55 60
[1335] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1336] 65 70 75 80
[1337]  His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1338] 85 90 95
[1339] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1340] 100 105 110
[1341] Ala Leu Arg Gly Asn Ala Gly Ala Lys Xaa Thr Phe Gly Gly Gly Thr
[1342] 115 120 125
[1343] Arg Leu Thr Val Arg Pro Asp
[1344] 130 135
[1345]  <210> 80
[1346] <211> 135
[1347] <212> PRT
[1348] <213> ANTLJF¥%
[1349]  <220>
[1350]  <223> &R
[1351]  <220>
[1352]  <221> MISC FEATURE
[1353]  <222> (123)..(123)
[1354]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1355] Lys, Met, Phe, Pro, Ser, Trp, Tyr, #Val.
[1356]  <400> 80
[1357] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1358] 1 5 10 15
[1359] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1360] 20 25 30
[1361]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1362] 35 40 45
[1363] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1364] 50 55 60
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[1365] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1366] 65 70 75 80
[1367] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1368] 85 90 95
[1369] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1370] 100 105 110

[1371] Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Xaa Phe Gly Gly Gly Thr
[1372] 115 120 125

[1373] Arg Leu Thr Val Arg Pro Asp

[1374] 130 135

[1375]  <210> 81

[1376] <211> 134

[1377]  <212> PRT

[1378]  <213> ANLF#4l

[1379]  <220>

[1380]  <223> &kl

[1381]  <220>

[1382]  <221> MISC FEATURE

[1383]  <222> (111)..(111)

[1384] <223> XaafArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1385] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1386]  <400> 81

[1387] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1388] 1 5 10 15
[1389] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1390] 20 25 30

[1391]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1392] 35 40 45

[1393] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1394] 50 55 60

[1395] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1396] 65 70 75 80
[1397] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1398] 85 90 95
[1399] TIle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Xaa Ser
[1400] 100 105 110

[1401]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[1402] 115 120 125

[1403] Arg Leu Thr Val Leu Glu
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[1404] 130

[1405]  <210> 82

[1406] <211> 134

[1407] <212> PRT

[1408] <213> ANTLJ¥%

[1409]  <220>

[1410]  <223> &Rkl

[1411]  <220>

[1412]  <221> MISC FEATURE

[1413]  <222> (112)..(112)

[1414]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1415] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #¢Val.

[1416]  <400> 82

[1417]  Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1418] 1 5 10 15
[1419]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1420] 20 25 30

[1421]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1422] 35 40 45

[1423] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1424] 50 55 60

[1425] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1426] 65 70 75 80
[1427] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1428] 85 90 95
[1429] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Xaa
[1430] 100 105 110

[1431]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[1432] 115 120 125

[1433] Arg Leu Thr Val Leu Glu

[1434] 130

[1435]  <210> 83

[1436] <211> 134

[1437] <212> PRT

[1438] <213> ANTLJF#%

[1439]  <220>

[1440]  <223> AR

[1441]  <220>

[1442]  <221> MISC FEATURE
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[1443]
[1444]
[1445]
[1446]
[1447]
[1448]
[1449]
[1450]
[1451]
[1452]
[1453]
[1454]
[1455]
[1456]
[1457]
[1458]
[1459]
[1460]
[1461]
[1462]
[1463]
[1464]
[1465]
[1466]
[1467]
[1468]
[1469]
[1470]
[1471]
[1472]
[1473]
[1474]
[1475]
[1476]
[1477]
[1478]
[1479]
[1480]
[1481]

<222> (113)..(113)

223> XsEAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,

Met, Phe, Pro, Thr, Trp, Tyr, B¢Val.

<400> 83

Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu

1 5 10

Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His
20 25 30

Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu

35 40 45
Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu
50 55 60

Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr

65 70 75

Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn

85 90

Ile Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys
100 105 110

Xaa Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser

115 120 125
Arg Leu Thr Val Leu Glu
130

<210> 84

211> 134

<212> PRT

213> NIF%

<220>

223> B

<220>

<221> MISC FEATURE

<222> (114) ..(114)

<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His,

Lys, Met, Phe, Pro, Thr, Trp, Tyr, E¢Val.

<400> 84

Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu

1 5 10

Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His
20 25 30

Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu

91

Gly TIle
15
Val Thr

Gly His
Lys Ile
Val Pro

80
Leu Arg
95

Ala Ser

Gly Thr

Ile, Leu,

Gly Ile
15
Val Thr

Gly His
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[1482] 35 40 45

[1483] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1484] 50 55 60

[1485] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1486] 65 70 75 80
[1487] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1488] 85 90 95
[1489] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1490] 100 105 110

[1491]  Ser Xaa Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[1492] 115 120 125

[1493] Arg Leu Thr Val Leu Glu

[1494] 130

[1495]  <210> 85

[1496] <211> 134

[1497]  <212> PRT

[1498] <213> ANTLJF¥%

[1499]  <220>

[1500]  <223> &Ry

[1501]  <220>

[1502]  <221> MISC FEATURE

[1503]  <222> (115) .. (115)

[1504]  <223> XaasAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1505] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1506]  <400> 85

[1507] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1508] 1 5 10 15
[1509]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1510] 20 25 30

[1511]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1512] 35 40 45

[1513]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1514] 50 55 60

[1515] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1516] 65 70 75 80
[1517]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1518] 85 90 95
[1519] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1520] 100 105 110
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[1521]
[1522]
[1523]
[1524]
[1525]
[1526]
[1527]
[1528]
[1529]
[1530]
[1531]
[1532]
[1533]
[1534]
[1535]
[1536]
[1537]
[1538]
[1539]
[1540]
[1541]
[1542]
[1543]
[1544]
[1545]
[1546]
[1547]
[1548]
[1549]
[1550]
[1551]
[1552]
[1553]
[1554]
[1555]
[1556]
[1557]
[1558]
[1559]

Ser Ser Xaa Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr

115

Arg Leu Thr Val Leu Glu

<210> 86
211>
212>
213>

130

220>

223>

220>

221>
222>
223>

134
PRT
ANTIF3

Epndib)

MISC FEATURE
(116) .. (116)
Xaas&Ala, Arg, Asn, Cys, Glu, Gln, Gly, His, Ile,

120

Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 86

Met Gly Cys Arg Leu

1
Gly

Gln

Asp

Met

65

Arg

Ile

Ser

Arg

<210> 87

Pro

Val

Thr

50

Phe

Arg

Lys

Ser

Leu
130

Leu

Gly
35

Met
Ser
Phe
Ser
Arg

115
Thr

<211> 134
<212> PRT
213> NIF%
<220>

Glu
20

Asn

Tyr

Tyr

Ser

Val

100

Xaa

Val

5
Thr

Glu

Trp

Asn

Pro

85

Glu

Trp

Leu

Leu

Ala

Val

Tyr

Asn

70

Gln

Pro

Ser

Glu

Ser Cys Val Ala Phe

Val

Ser

Lys

95

Lys

Ser

Glu

Ala

Phe
Phe
40

Gln
Gln
Ser

Asp

Glu
120

93

Gln
25

Asn
Asp
Leu
Asp
Ser

105
Thr

10
Thr

Cys

Ser

Ile

Lys

90

Ala

Leu

Pro

Lys

Lys

Val

75

Ala

Val

Tyr

Cys

Asn

Gln

Lys

60

Asn

His

Tyr

Phe

125

Leu

Tyr

Thr

45

Leu

Glu

Leu

Leu

Gly
125

Leu
His
30

Leu
Leu
Thr
Asn
Cys

110

Ser

Leu,

Gly
15

Val
Gly
Lys
Val
Leu
95

Ala

Gly

Lys,

Ile

Thr

His

Ile

Pro

80

Arg

Ser

Thr
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[1560]
[1561]
[1562]
[1563]
[1564]
[1565]
[1566]
[1567]
[1568]
[1569]
[1570]
[1571]
[1572]
[1573]
[1574]
[1575]
[1576]
[1577]
[1578]
[1579]
[1580]
[1581]
[1582]
[1583]
[1584]
[1585]
[1586]
[1587]
[1588]
[1589]
[1590]
[1591]
[1592]
[1593]
[1594]
[1595]
[1596]
[1597]
[1598]

223> B
<220>
<221> MISC FEATURE
222> (117) .. (117)
<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
Lys, Met, Phe, Pro, Ser, Thr, Tyr, #{Val.
<400> 87
Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
1 5 10 15
Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
20 25 30
Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
35 40 45
Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
50 55 60
Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
65 70 75 80
Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
85 90 95
Ile Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
100 105 110
Ser Ser Arg Asp Xaa Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
115 120 125
Arg Leu Thr Val Leu Glu
130
<210> 88
211> 134
<212> PRT
213> NIF%
<220>
223> B
<220>
<221> MISC FEATURE
<222> (118) .. (118)
<223> XaaszAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
Lys, Met, Phe, Pro, Thr, Trp, Tyr, E¢Val.

<400> 88
Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
1 5 10 15
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[1599]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1600] 20 25 30

[1601]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1602] 35 40 45

[1603] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1604] 50 55 60

[1605] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1606] 65 70 75 80
[1607]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1608] 85 90 95
[1609] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1610] 100 105 110

[1611]  Ser Ser Arg Asp Trp Xaa Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[1612] 115 120 125

[1613] Arg Leu Thr Val Leu Glu

[1614] 130

[1615]  <210> 89

[1616] <211> 134

[1617]  <212> PRT

[1618]  <213> AN TLJ¥%

[1619]  <220>

[1620]  <223> &kl

[1621]  <220>

[1622]  <221> MISC FEATURE

[1623]  <222> (119) .. (119)

[1624]  <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1625] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1626]  <400> 89

[1627] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1628] 1 5 10 15
[1629]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1630] 20 25 30

[1631]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1632] 35 40 45

[1633]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1634] 50 55 60

[1635] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1636] 65 70 75 80
[1637]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
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[1638]
[1639]
[1640]
[1641]
[1642]
[1643]
[1644]
[1645]
[1646]
[1647]
[1648]
[1649]
[1650]
[1651]
[1652]
[1653]
[1654]
[1655]
[1656]
[1657]
[1658]
[1659]
[1660]
[1661]
[1662]
[1663]
[1664]
[1665]
[1666]
[1667]
[1668]
[1669]
[1670]
[1671]
[1672]
[1673]
[1674]
[1675]
[1676]

85

90

95

Ile Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser

100

105

110

Ser Ser Arg Asp Trp Ser Xaa Glu Thr Leu Tyr Phe Gly Ser Gly Thr

115

Arg Leu Thr Val Leu Glu

130
<210> 90
211> 13
<212> PR

4
T

213> N3

220>

223> ER

220>

<221> MISC FEATURE
<222> (120) .. (120)
<223> XaaszAla, Arg, Asn, Asp, Cys, Gln, Gly, His, Ile,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.

<400> 90

Met Gly Cys Arg Leu

1
Gly Pro

Gln Val

Asp Thr
50

Met Phe

65

Arg Arg

Ile Lys
Ser Ser
Arg Leu

130

<210> 91
211> 13

Leu
Gly
35

Met
Ser
Phe
Ser
Arg

115
Thr

4

5
Glu Thr
20
Asn Glu

Tyr Trp
Tyr Asn
Ser Pro
85
Val Glu

100
Asp Trp

Val Leu

Leu

Ala

Val

Tyr

Asn

70

Gln

Pro

Ser

Glu

120

Ser Cys Val Ala Phe

Val

Ser

Lys

95

Lys

Ser

Glu

Ala

Phe
Phe
40

Gln
Gln
Ser

Asp

Xaa
120

96

Gln
25

Asn

Asp

Leu

Ser
105
Thr

10
Thr

Cys

Ser

Ile

Lys

90

Ala

Leu

Pro

Lys

Lys

Val

75

Ala

Val

Tyr

Cys

Asn

Gln

Lys

60

Asn

His

Tyr

Phe

125

Leu Leu

Tyr His
30

Thr Leu

45

Leu Leu

Glu Thr
Leu Asn
Leu Cys

110

Gly Ser
125

Leu, Lys,

Gly Ile
15
Val Thr

Gly His
Lys Ile
Val Pro

80
Leu Arg
95

Ala Ser

Gly Thr
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[1677]  <212> PRT

[1678]  <213> ANLF#4l

[1679]  <220>

[1680]  <223> &kl

[1681]  <220>

[1682]  <221> MISC FEATURE

[1683]  <222> (121)..(121)

[1684]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1685] Lys, Met, Phe, Pro, Ser, Trp, Tyr, #Val.

[1686]  <400> 91

[1687] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1688] 1 5 10 15
[1689] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1690] 20 25 30

[1691]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1692] 35 40 45

[1693]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1694] 50 55 60

[1695] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1696] 65 70 75 80
[1697] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1698] 85 90 95
[1699] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1700] 100 105 110

[1701]  Ser Ser Arg Asp Trp Ser Ala Glu Xaa Leu Tyr Phe Gly Ser Gly Thr
[1702] 115 120 125

[1703] Arg Leu Thr Val Leu Glu

[1704] 130

[1705]  <210> 92

[1706]  <211> 134

[1707]  <212> PRT

[1708]  <213> AN LF#4l

[1709]  <220>

[1710]
[1711]
[1712]
[1713]
[1714]
[1715]

223> ERY

220>

<221> MISC FEATURE
222> (122) .. (122)
<223> Xaas:Ala, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
Met, Phe, Pro, Ser, Thr, Trp, Tyr, B¢Val.
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[1716]  <400> 92
[1717]  Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1718] 1 5 10 15
[1719]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1720] 20 25 30
[1721]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1722] 35 40 45
[1723]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1724] 50 55 60
[1725] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1726] 65 70 75 80
[1727]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1728] 85 90 95
[1729] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1730] 100 105 110
[1731]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Xaa Tyr Phe Gly Ser Gly Thr
[1732] 115 120 125
[1733] Arg Leu Thr Val Leu Glu
[1734] 130
[1735]  <210> 93
[1736]  <211> 134
[1737]  <212> PRT
[1738]  <213> AN LF#4l
[1739]  <220>
[1740]  <223> &HEHY
[1741]  <220>
[1742]  <221> MISC FEATURE
[1743]  <222> (123)..(123)
[1744]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[1745] Lys, Met, Phe, Pro, Ser, Thr, Trp, #Val.
[1746]  <400> 93
[1747]  Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[1748] 1 5 10 15
[1749]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[1750] 20 25 30
[1751]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[1752] 35 40 45
[1753]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[1754] 50 55 60
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[1755]  Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[1756] 65 70 75 80
[1757]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[1758] 85 90 95
[1759] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[1760] 100 105 110

[1761]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Xaa Phe Gly Ser Gly Thr
[1762] 115 120 125

[1763] Arg Leu Thr Val Leu Glu

[1764] 130

[1765]  <210> 94

[1766]  <211> 271

[1767]  <212> PRT

[1768]  <213> AN LF#4l

[1769]  <220>

[1770]  <223> & HEHY

(17711 <220>

[1772]  <221> MISC FEATURE

[1773]  <222> (113)..(113)

[1774]  <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1775]  Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1776]  <400> 94

[1777]  Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
(17781 1 5 10 15
[1779]  Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1780] 20 25 30

[1781]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1782] 35 40 45

[1783] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1784] 50 55 60

[1785]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1786] 65 70 75 80
[1787] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1788] 85 90 95
[1789] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1790] 100 105 110

[1791] Xaa Leu Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1792] 115 120 125

[1793] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
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[1794] 130 135 140
[1795]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[1796] 145 150 155 160
[1797]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[1798] 165 170 175
[1799]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[1800] 180 185 190
[1801] Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[1802] 195 200 205
[1803] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[1804] 210 215 220
[1805] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[1806] 225 230 235 240
[1807]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[1808] 245 250 255
[1809] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[1810] 260 265 270
[1811]  <210> 95
[1812]  <211> 271
[1813] <212> PRT
[1814]  <213> ANTLJ¥%
[1815]  <220>
[1816]  <223> &kl
[1817]  <220>
[1818]  <221> MISC FEATURE
[1819]  <222> (114)..(114)
[1820] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[1821] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.
[1822]  <400> 95
[1823] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1824] 1 5 10 15
[1825] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1826] 20 25 30
[1827]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1828] 35 40 45
[1829] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1830] 50 55 60
[1831] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1832] 65 70 75 80
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[1833] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1834] 85 90 95
[1835] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1836] 100 105 110

[1837] Ala Xaa Arg Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1838] 115 120 125

[1839] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[1840] 130 135 140

[1841]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[1842] 145 150 155 160
[1843] Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[1844] 165 170 175
[1845] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[1846] 180 185 190

[1847] Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[1848] 195 200 205

[1849] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[1850] 210 215 220

[1851] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[1852] 225 230 235 240
[1853]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[1854] 245 250 255
[1855] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[1856] 260 265 270

[1857]  <210> 96

[1858] <211> 271

[1859]  <212> PRT

[1860] <213> AN TLJ¥%

[1861]  <220>

[1862]  <223> & HEHY

[1863] <220>

[1864]  <221> MISC FEATURE

[1865]  <222> (115) .. (115)

[1866]  <223> XaasAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1867] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[1868]  <400> 96

[1869] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1870] 1 5 10 15
[1871]1 Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
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[1872] 20 25 30

[1873]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1874] 35 40 45

[1875] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1876] 50 55 60

[1877]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1878] 65 70 75 80
[1879] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1880] 85 90 95
[1881] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1882] 100 105 110

[1883] Ala Leu Xaa Gly Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1884] 115 120 125

[1885] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[1886] 130 135 140

[1887]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[1888] 145 150 155 160
[1889] Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[1890] 165 170 175
[1891]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[1892] 180 185 190

[1893] Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[1894] 195 200 205

[1895] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[1896] 210 215 220

[1897]  Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[1898] 225 230 235 240
[1899]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[1900] 245 250 255
[1901]  Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[1902] 260 265 270

[1903]  <210> 97

[1904] <211> 271

[1905] <212> PRT

[1906]  <213> AN TLJ¥%

[1907]  <220>

[1908]  <223> & REHY

[1909]  <220>

[1910]  <221> MISC FEATURE
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[1911]  <222> (116) .. (116)
[1912] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile, Leu, Lys,
[1913] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.
[1914]  <400> 97
[1915] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1916] 1 5 10 15
[1917]  Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1918] 20 25 30
[1919]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1920] 35 40 45
[1921] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1922] 50 55 60
[1923] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1924] 65 70 75 80
[1925] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1926] 85 90 95
[1927] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1928] 100 105 110
[1929] Ala Leu Arg Xaa Asn Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1930] 115 120 125
[1931] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[1932] 130 135 140
[1933]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[1934] 145 150 155 160
[1935] Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[1936] 165 170 175
[1937]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[1938] 180 185 190
[1939]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[1940] 195 200 205
[1941] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[1942] 210 215 220
[1943] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[1944] 225 230 235 240
[1945]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[1946] 245 250 255
[1947]  Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[1948] 260 265 270
[1949]  <210> 98
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[1950]  <211> 271
[1951]  <212> PRT
[1952]  <213> AN LF#4l
[1953]  <220>
[1954]  <223> &Y
[1955]  <220>
[1956]  <221> MISC FEATURE
[1957]  <222> (117)..(117)
[1958] <223> XaasAla, Arg, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[1959] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.
[1960]  <400> 98
[1961]  Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[1962] 1 5 10 15
[1963] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[1964] 20 25 30
[1965]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[1966] 35 40 45
[1967] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[1968] 50 55 60
[1969]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[1970] 65 70 75 80
[1971] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[1972] 85 90 95
[1973] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[1974] 100 105 110
[1975] Ala Leu Arg Gly Xaa Ala Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[1976] 115 120 125
[1977]  Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[1978] 130 135 140
[1979]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[1980] 145 150 155 160
[1981]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[1982] 165 170 175
[1983] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[1984] 180 185 190
[1985] Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[1986] 195 200 205
[1987] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[1988] 210 215 220
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[1989] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[1990] 225 230 235 240
[1991]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[1992] 245 250 255
[1993] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[1994] 260 265 270

[1995]  <210> 99

[1996] <211> 271

[1997] <212> PRT

[1998] <213> ANTLJF¥%

[1999]  <220>

[2000]  <223> & REHY

[2001]  <220>

[2002]  <221> MISC FEATURE

[2003]  <222> (118)..(118)

[2004]  <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2005] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[2006]  <400> 99

[2007] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2008] 1 5 10 15
[2009] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2010] 20 25 30

[2011]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2012] 35 40 45

[2013] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[2014] 50 55 60

[2015]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2016] 65 70 75 80
[2017] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2018] 85 90 95
[2019] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2020] 100 105 110

[2021] Ala Leu Arg Gly Asn Xaa Gly Ala Lys Leu Thr Phe Gly Gly Gly Thr
[2022] 115 120 125

[2023] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2024] 130 135 140

[2025] Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2026] 145 150 155 160
[2027]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
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[2028] 165 170 175
[2029] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2030] 180 185 190

[2031]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[2032] 195 200 205

[2033] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2034] 210 215 220

[2035] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2036] 225 230 235 240
[2037]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2038] 245 250 255
[2039] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2040] 260 265 270

[2041]  <210> 100

[2042] <211> 271

[2043]  <212> PRT

[2044]  <213> AN T3

[2045] <220>

[2046]  <223> &R

[2047]  <220>

[2048]  <221> MISC FEATURE

[2049]  <222> (119) .. (119)

[2050] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, His, Ile, Leu, Lys,
[2051] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2052]  <400> 100

[2053] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2054] 1 5 10 15
[2055] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2056] 20 25 30

[2057] Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2058] 35 40 45

[2059] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[2060] 50 55 60

[2061]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2062] 65 70 75 80
[2063] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2064] 85 90 95
[2065] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2066] 100 105 110
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[2067] Ala Leu Arg Gly Asn Ala Xaa Ala Lys Leu Thr Phe Gly Gly Gly Thr
[2068] 115 120 125

[2069] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2070] 130 135 140

[2071]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2072] 145 150 155 160
[2073]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[2074] 165 170 175
[2075] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2076] 180 185 190

[2077]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[2078] 195 200 205

[2079] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2080] 210 215 220

[2081] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2082] 225 230 235 240
[2083]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2084] 245 250 255
[2085] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2086] 260 265 270

[2087] <210> 101

[2088] <211> 271

[2089] <212> PRT

[2090]  <213> AN TLJF#%

[2091]  <220>

[2092]  <223> &Rkl

[2093] <220>

[2094]  <221> MISC FEATURE

[2095]  <222> (120) .. (120)

[2096] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2097] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2098]  <400> 101

[2099] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2100] 1 5 10 15
[2101]  Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2102] 20 25 30

[2103]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2104] 35 40 45

[2105] TIle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
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[2106] 50 55 60

[2107]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2108] 65 70 75 80
[2109] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2110] 85 90 95
[2111]  Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2112] 100 105 110

[2113] Ala Leu Arg Gly Asn Ala Gly Xaa Lys Leu Thr Phe Gly Gly Gly Thr
[2114] 115 120 125

[2115]  Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2116] 130 135 140

[2117]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2118] 145 150 155 160
[2119]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[2120] 165 170 175
[2121]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2122] 180 185 190

[2123]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[2124] 195 200 205

[2125] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2126] 210 215 220

[2127]  Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2128] 225 230 235 240
[2129]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2130] 245 250 255
[2131]  Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2132] 260 265 270

[2133]  <210> 102

[2134] <211> 271

[2135] <212> PRT

[2136]  <213> AN TLJF%

[2137]  <220>

[2138]  <223> &kl

[2139]  <220>

[2140]  <221> MISC FEATURE

[2141]  <222> (121)..(121)

[2142]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2143] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[2144]  <400> 102
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[2145] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2146] 1 5 10 15
[2147]  Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2148] 20 25 30

[2149]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2150] 35 40 45

[2151] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[2152] 50 55 60

[2153]  Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2154] 65 70 75 80
[2155] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2156] 85 90 95
[2157] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2158] 100 105 110

[2159] Ala Leu Arg Gly Asn Ala Gly Ala Xaa Leu Thr Phe Gly Gly Gly Thr
[2160] 115 120 125

[2161] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2162] 130 135 140

[2163]  Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2164] 145 150 155 160
[2165] Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[2166] 165 170 175
[2167]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2168] 180 185 190

[2169]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[2170] 195 200 205

[2171]  Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2172] 210 215 220

[2173]  Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2174] 225 230 235 240
[2175]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2176] 245 250 255
[2177]  Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2178] 260 265 270

[2179]  <210> 103

[2180] <211> 271

[2181] <212> PRT

[2182]  <213> AN TLJF#%

[2183] <220>
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[2184]  <223> &Rkl

[2185] <220>

[2186]  <221> MISC FEATURE

[2187] <222> (122)..(122)

[2188] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[2189] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2190]  <400> 103

[2191]  Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2192] 1 5 10 15
[2193] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2194] 20 25 30

[2195]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2196] 35 40 45

[2197] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[2198] 50 55 60

[2199] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2200] 65 70 75 80
[2201] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2202] 85 90 95
[2203] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2204] 100 105 110

[2205] Ala Leu Arg Gly Asn Ala Gly Ala Lys Xaa Thr Phe Gly Gly Gly Thr
[2206] 115 120 125

[2207] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2208] 130 135 140

[2209] Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2210] 145 150 155 160
[2211]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[2212] 165 170 175
[2213]  Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2214] 180 185 190

[2215]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
[2216] 195 200 205

[2217]  Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2218] 210 215 220

[2219]  Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2220] 225 230 235 240
[2221]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2222] 245 250 255
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[2223] Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2224] 260 265 270

[2225] <210> 104

[2226] <211> 271

[2227] <212> PRT

[2228] <213> N LJF#%

[2229] <220>

[2230]  <223> &Rkl

[2231]  <220>

[2232]  <221> MISC FEATURE

[2233]  <222> (123)..(123)

[2234]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2235] Lys, Met, Phe, Pro, Ser, Trp, Tyr, #Val.

[2236]  <400> 104

[2237] Met Arg Pro Val Thr Cys Ser Val Leu Val Leu Leu Leu Met Leu Arg
[2238] 1 5 10 15
[2239] Arg Ser Asn Gly Asp Gly Asp Ser Val Thr Gln Thr Glu Gly Leu Val
[2240] 20 25 30

[2241]  Thr Leu Thr Glu Gly Leu Pro Val Met Leu Asn Cys Thr Tyr Gln Thr
[2242] 35 40 45

[2243] Tle Tyr Ser Asn Pro Phe Leu Phe Trp Tyr Val Gln His Leu Asn Glu
[2244] 50 55 60

[2245] Ser Pro Arg Leu Leu Leu Lys Ser Phe Thr Asp Asn Lys Arg Thr Glu
[2246] 65 70 75 80
[2247] His Gln Gly Phe His Ala Thr Leu His Lys Ser Ser Ser Ser Phe His
[2248] 85 90 95
[2249] Leu Gln Lys Ser Ser Ala Gln Leu Ser Asp Ser Ala Leu Tyr Tyr Cys
[2250] 100 105 110

[2251] Ala Leu Arg Gly Asn Ala Gly Ala Lys Leu Xaa Phe Gly Gly Gly Thr
[2252] 115 120 125

[2253] Arg Leu Thr Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala Val Tyr
[2254] 130 135 140

[2255] Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr
[2256] 145 150 155 160
[2257]  Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr
[2258] 165 170 175
[2259] Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys
[2260] 180 185 190

[2261]  Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln
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[2262] 195 200 205

[2263] Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro
[2264] 210 215 220

[2265] Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu
[2266] 225 230 235 240
[2267]  Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys
[2268] 245 250 255
[2269]  Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser
[2270] 260 265 270

[2271]  <210> 105

[2272]  <211> 306

[2273] <212> PRT

[2274]  <213> NLF#4

[2275]  <220>

[2276]  <223> &Y

[2277]  <220>

[2278]  <221> MISC FEATURE

[2279] <222> (111)..(111)

[2280] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2281] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[2282]  <400> 105

[2283] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2284] 1 5 10 15
[2285] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2286] 20 25 30

[2287]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2288] 35 40 45

[2289] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2290] 50 55 60

[2291] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2292] 65 70 75 80
[2293] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2294] 85 90 95
[2295] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Xaa Ser
[2296] 100 105 110

[2297] Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2298] 115 120 125

[2299] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2300] 130 135 140
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[2301] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2302] 145 150 155 160
[2303] Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2304] 165 170 175
[2305] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2306] 180 185 190

[2307] Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2308] 195 200 205

[2309] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2310] 210 215 220

[2311]  Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2312] 225 230 235 240
[2313]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2314] 245 250 255
[2315] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2316] 260 265 270

[2317]  Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2318] 275 280 285

[2319] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2320] 290 295 300

[2321]  Asn Ser

[2322] 305

[2323] <210> 106

[2324] <211> 306

[2325] <212> PRT

[2326] <213> NTLJF¥%

[2327] <220>

[2328]  <223> &kl

[2329] <220>

[2330]  <221> MISC FEATURE

[2331] <222> (112)..(112)

[2332] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2333] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[2334]  <400> 106

[2335] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2336] 1 5 10 15
[2337]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2338] 20 25 30

[2339] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
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[2340] 35 40 45

[2341]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2342] 50 55 60

[2343] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2344] 65 70 75 80
[2345] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2346] 85 90 95
[2347] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Xaa
[2348] 100 105 110

[2349] Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2350] 115 120 125

[2351] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2352] 130 135 140

[2353] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2354] 145 150 155 160
[2355]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2356] 165 170 175
[2357] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2358] 180 185 190

[2359]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2360] 195 200 205

[2361] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2362] 210 215 220

[2363] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2364] 225 230 235 240
[2365]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2366] 245 250 255
[2367] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2368] 260 265 270

[2369] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2370] 275 280 285

[2371] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2372] 290 295 300

[2373]  Asn Ser

[2374] 305

[2375]  <210> 107

[2376]  <211> 306

[2377]  <212> PRT

[2378]  <213> ANLF#4l
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[2379] <220

[2380]  <223> &kl

[2381] <220>

[2382]  <221> MISC FEATURE

[2383]  <222> (113)..(113)

[2384] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2385] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[2386]  <400> 107

[2387] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2388] 1 5 10 15
[2389] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2390] 20 25 30

[2391]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2392] 35 40 45

[2393] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2394] 50 55 60

[2395] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2396] 65 70 75 80
[2397] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2398] 85 90 95
[2399] TIle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2400] 100 105 110

[2401] Xaa Ser Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2402] 115 120 125

[2403] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2404] 130 135 140

[2405] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2406] 145 150 155 160
[2407]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2408] 165 170 175
[2409] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2410] 180 185 190

[2411]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2412] 195 200 205

[2413] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2414] 210 215 220

[2415] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2416] 225 230 235 240
[2417]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
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[2418] 245 250 255
[2419] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2420] 260 265 270
[2421] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2422] 275 280 285
[2423] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2424] 290 295 300
[2425]  Asn Ser
[2426] 305
[2427] <210> 108
[2428] <211> 306
[2429]  <212> PRT
[2430]  <213> ANTLJF#%
[2431]  <220>
[2432]  <223> &Rkl
[2433] <220>
[2434]  <221> MISC FEATURE
[2435] <222> (114)..(114)
[2436] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2437] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.
[2438]  <400> 108
[2439] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2440] 1 5 10 15
[2441]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2442] 20 25 30
[2443] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2444] 35 40 45
[2445]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2446] 50 55 60
[2447]  Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2448] 65 70 75 80
[2449] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2450] 85 90 95
[2451] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2452] 100 105 110
[2453] Ser Xaa Arg Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2454] 115 120 125
[2455] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2456] 130 135 140
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[2457]  Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2458] 145 150 155 160
[2459]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2460] 165 170 175
[2461]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2462] 180 185 190

[2463]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2464] 195 200 205

[2465] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2466] 210 215 220

[2467] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2468] 225 230 235 240
[2469]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2470] 245 250 255
[2471]  Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2472] 260 265 270

[2473]  Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2474] 275 280 285

[2475] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2476] 290 295 300

[2477]  Asn Ser

[2478] 305

[2479]  <210> 109

[2480] <211> 306

[2481]  <212> PRT

[2482] <213> N LJF¥%

[2483] <220>

[2484]  <223> AR

[2485] <220>

[2486]  <221> MISC FEATURE

[2487]  <222> (115) .. (115)

[2488] <223> XaasAla, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2489] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2490]  <400> 109

[2491] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2492] 1 5 10 15
[2493] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2494] 20 25 30

[2495] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
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[2496] 35 40 45

[2497]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2498] 50 55 60

[2499] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2500] 65 70 75 80
[2501] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2502] 85 90 95
[2503] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2504] 100 105 110

[2505] Ser Ser Xaa Asp Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2506] 115 120 125

[2507] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2508] 130 135 140

[2509] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2510] 145 150 155 160
[2511]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2512] 165 170 175
[2513]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2514] 180 185 190

[2515]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2516] 195 200 205

[2517] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2518] 210 215 220

[2519] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2520] 225 230 235 240
[2521]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2522] 245 250 255
[2523] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2524] 260 265 270

[2525] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2526] 275 280 285

[2527] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2528] 290 295 300

[2529]  Asn Ser

[2530] 305

[2531]  <210> 110

[2532] <211> 306

[2533] <212> PRT

[2534]  <213> N LF#4l
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[2535] <220

[2536]  <223> &Y

[2537] <220

[2538]  <221> MISC FEATURE

[2539]  <222> (116) .. (116)

[2540] <223> XaasAla, Arg, Asn, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2541] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.

[2542]  <400> 110

[2543] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2544] 1 5 10 15
[2545]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2546] 20 25 30

[2547]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2548] 35 40 45

[2549]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2550] 50 55 60

[2551] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2552] 65 70 75 80
[2553] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2554] 85 90 95
[2555] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2556] 100 105 110

[2557] Ser Ser Arg Xaa Trp Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2558] 115 120 125

[2559] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2560] 130 135 140

[2561]  Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2562] 145 150 155 160
[2563] Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2564] 165 170 175
[2565] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2566] 180 185 190

[2567]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2568] 195 200 205

[2569] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2570] 210 215 220

[2571]  Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2572] 225 230 235 240
[2573]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
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[2574] 245 250 255
[2575] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2576] 260 265 270

[2577]  Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2578] 275 280 285

[2579] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2580] 290 295 300

[2581]  Asn Ser

[2582] 305

[2583] <210> 111

[2584]  <211> 306

[2585]  <212> PRT

[2586]  <213> AN LF#%l

[2587]  <220>

[2588]  <223> & RHY

[2589]  <220>

[2590]  <221> MISC FEATURE

[2591]  <222> (117)..(117)

[2592] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2593] Lys, Met, Phe, Pro, Ser, Thr, Tyr, #Val.

[2594]  <400> 111

[2595] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2596] 1 5 10 15
[2597] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2598] 20 25 30

[2599] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2600] 35 40 45

[2601]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2602] 50 55 60

[2603] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2604] 65 70 75 80
[2605] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2606] 85 90 95
[2607] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2608] 100 105 110

[2609] Ser Ser Arg Asp Xaa Ser Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2610] 115 120 125

[2611]  Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2612] 130 135 140
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[2613]  Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2614] 145 150 155 160
[2615]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2616] 165 170 175
[2617]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2618] 180 185 190

[2619]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2620] 195 200 205

[2621]  Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2622] 210 215 220

[2623] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2624] 225 230 235 240
[2625] Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2626] 245 250 255
[2627] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2628] 260 265 270

[2629] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2630] 275 280 285

[2631] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2632] 290 295 300

[2633]  Asn Ser

[2634] 305

[2635]  <210> 112

[2636] <211> 306

[2637]  <212> PRT

[2638] <213> AN LJ¥%

[2639]  <220>

[2640]  <223> &Rkl

[2641]  <220>

[2642]  <221> MISC FEATURE

[2643]  <222> (118)..(118)

[2644]  <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2645] Lys, Met, Phe, Pro, Thr, Trp, Tyr, #Val.

[2646]  <400> 112

[2647] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2648] 1 5 10 15
[2649]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2650] 20 25 30

[2651]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
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[2652] 35 40 45

[2653]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2654] 50 55 60

[2655] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2656] 65 70 75 80
[2657] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2658] 85 90 95
[2659] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2660] 100 105 110

[2661]  Ser Ser Arg Asp Trp Xaa Ala Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2662] 115 120 125

[2663] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2664] 130 135 140

[2665] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2666] 145 150 155 160
[2667] Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2668] 165 170 175
[2669] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2670] 180 185 190

[2671]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2672] 195 200 205

[2673] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2674] 210 215 220

[2675] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2676] 225 230 235 240
[2677]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2678] 245 250 255
[2679] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2680] 260 265 270

[2681] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2682] 275 280 285

[2683] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2684] 290 295 300

[2685]  Asn Ser

[2686] 305

[2687]  <210> 113

[2688] <211> 306

[2689] <212> PRT

[2690]  <213> AN TLJF¥%
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[2691]  <220>

[2692]  <223> &Rkl

[2693] <220>

[2694]  <221> MISC FEATURE

[2695]  <222> (119) .. (119)

[2696] <223> XaasArg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu, Lys,
[2697] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2698]  <400> 113

[2699] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2700] 1 5 10 15
[2701]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2702] 20 25 30

[2703]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2704] 35 40 45

[2705] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2706] 50 55 60

[2707]  Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2708] 65 70 75 80
[2709] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2710] 85 90 95
[2711]  Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2712] 100 105 110

[2713]  Ser Ser Arg Asp Trp Ser Xaa Glu Thr Leu Tyr Phe Gly Ser Gly Thr
[2714] 115 120 125

[2715] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2716] 130 135 140

[2717]  Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2718] 145 150 155 160
[2719]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2720] 165 170 175
[2721]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2722] 180 185 190

[2723]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2724] 195 200 205

[2725] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2726] 210 215 220

[2727]  Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2728] 225 230 235 240
[2729]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
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[2730] 245 250 255
[2731]  Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2732] 260 265 270
[2733] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2734] 275 280 285
[2735] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2736] 290 295 300
[2737]  Asn Ser
[2738] 305
[2739] <210> 114
[2740]  <211> 306
[2741]  <212> PRT
[2742]  <213> NLF#4
[2743]  <220>
[2744]  <223> AR
[2745]  <220>
[2746]  <221> MISC FEATURE
[2747]  <222> (120) .. (120)
[2748] <223> XaasAla, Arg, Asn, Asp, Cys, Gln, Gly, His, Ile, Leu, Lys,
[2749] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #¢Val.
[2750]  <400> 114
[2751] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2752] 1 5 10 15
[2753]  Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2754] 20 25 30
[2755]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2756] 35 40 45
[2757]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2758] 50 55 60
[2759] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2760] 65 70 75 80
[2761] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2762] 85 90 95
[2763] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2764] 100 105 110
[2765] Ser Ser Arg Asp Trp Ser Ala Xaa Thr Leu Tyr Phe Gly Ser Gly Thr
[2766] 115 120 125
[2767] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2768] 130 135 140
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[2769] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2770] 145 150 155 160
[2771]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2772] 165 170 175
[2773]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2774] 180 185 190

[2775]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2776] 195 200 205

[2777]  Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2778] 210 215 220

[2779]  Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2780] 225 230 235 240
[2781]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2782] 245 250 255
[2783] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2784] 260 265 270

[2785] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2786] 275 280 285

[2787] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2788] 290 295 300

[2789]  Asn Ser

[2790] 305

[2791]  <210> 115

[2792]  <211> 306

[2793] <212> PRT

[2794]  <213> NLFF4

[2795]  <220>

[2796]  <223> &Y

[2797]  <220>

[2798]  <221> MISC FEATURE

[2799]1 <222> (121)..(121)

[2800] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2801] Lys, Met, Phe, Pro, Ser, Trp, Tyr, #Val.

[2802]  <400> 115

[2803] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2804] 1 5 10 15
[2805] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2806] 20 25 30

[2807] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
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[2808] 35 40 45

[2809] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2810] 50 55 60

[2811] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2812] 65 70 75 80
[2813] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2814] 85 90 95
[2815] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2816] 100 105 110

[2817]  Ser Ser Arg Asp Trp Ser Ala Glu Xaa Leu Tyr Phe Gly Ser Gly Thr
[2818] 115 120 125

[2819] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2820] 130 135 140

[2821] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2822] 145 150 155 160
[2823] Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2824] 165 170 175
[2825] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2826] 180 185 190

[2827]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2828] 195 200 205

[2829] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2830] 210 215 220

[2831] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2832] 225 230 235 240
[2833] Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2834] 245 250 255
[2835] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2836] 260 265 270

[2837] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2838] 275 280 285

[2839] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2840] 290 295 300

[2841]  Asn Ser

[2842] 305

[2843] <210> 116

[2844] <211> 306

[2845] <212> PRT

[2846] <213> N TLJF%
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[2847] <220>

[2848]  <223> &kl

[2849] <220>

[2850]  <221> MISC FEATURE

[2851] <222> (122)..(122)

[2852] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Lys,
[2853] Met, Phe, Pro, Ser, Thr, Trp, Tyr, #Val.

[2854]  <400> 116

[2855] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2856] 1 5 10 15
[2857] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2858] 20 25 30

[2859] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2860] 35 40 45

[2861]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2862] 50 55 60

[2863] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2864] 65 70 75 80
[2865] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2866] 85 90 95
[2867] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2868] 100 105 110

[2869] Ser Ser Arg Asp Trp Ser Ala Glu Thr Xaa Tyr Phe Gly Ser Gly Thr
[2870] 115 120 125

[2871] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2872] 130 135 140

[2873] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2874] 145 150 155 160
[2875]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2876] 165 170 175
[2877]  Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2878] 180 185 190

[2879] Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2880] 195 200 205

[2881] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2882] 210 215 220

[2883] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2884] 225 230 235 240
[2885] Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
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[2886] 245 250 255
[2887] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2888] 260 265 270

[2889] Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2890] 275 280 285

[2891] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2892] 290 295 300

[2893]  Asn Ser

[2894] 305

[2895] <210> 117

[2896] <211> 306

[2897] <212> PRT

[2898] <213> AN TLJF¥%

[2899] <220>

[2900]  <223> & Akl

[2901]  <220>

[2902]  <221> MISC FEATURE

[2903]  <222> (123)..(123)

[2904] <223> XaasAla, Arg, Asn, Asp, Cys, Glu, Gln, Gly, His, Ile, Leu,
[2905] Lys, Met, Phe, Pro, Ser, Thr, Trp, #Val.

[2906]  <400> 117

[2907] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[2908] 1 5 10 15
[2909] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[2910] 20 25 30

[2911]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[2912] 35 40 45

[2913]  Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[2914] 50 55 60

[2915] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[2916] 65 70 75 80
[2917]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[2918] 85 90 95
[2919] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[2920] 100 105 110

[2921]  Ser Ser Arg Asp Trp Ser Ala Glu Thr Leu Xaa Phe Gly Ser Gly Thr
[2922] 115 120 125

[2923] Arg Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val
[2924] 130 135 140
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[2925] Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala
[2926] 145 150 155 160
[2927]  Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu
[2928] 165 170 175
[2929] Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp
[2930] 180 185 190

[2931]  Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg
[2932] 195 200 205

[2933] Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg
[2934] 210 215 220

[2935] Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu
[2936] 225 230 235 240
[2937]  Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly
[2938] 245 250 255
[2939] Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu
[2940] 260 265 270

[2941]  Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr
[2942] 275 280 285

[2943] Ala Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys
[2944] 290 295 300

[2945]  Asn Ser

[2946] 305

[2947]  <210> 118

[2948] <211> 23

[2949]  <212> PRT

[2950] <213> & A

[2951]  <400> 118

[2952] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Gly Gly Val Gly Lys
[2953] 1 5 10 15
[2954] Ser Ala Leu Thr Ile Gln Leu

[2955] 20

[2956]  <210> 119

[2957]  <211> 23

[2958] <212> PRT

[2959] <213> & A

[2960]  <400> 119

[2961]  Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
[2962] 1 5 10 15
[2963] Ser Ala Leu Thr Ile Gln Leu
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[2964]
[2965]
[2966]
[2967]
[2968]
[2969]
[2970]
[2971]
[2972]
[2973]
[2974]
[2975]
[2976]
[2977]
[2978]
[2979]
[2980]
[2981]
[2982]
[2983]
[2984]
[2985]
[2986]
[2987]
[2988]
[2989]
[2990]
[2991]
[2992]
[2993]
[2994]
[2995]
[2996]
[2997]
[2998]
[2999]
[3000]
[3001]
[3002]

<210> 120

211> 23

<212> PRT
213> AN
<400> 120
Met Thr Glu

1

Ser Ala Leu

210> 121
211> 188
<212> PRT
213> AN
<400> 121
Met Thr Glu

1

Ser
Asp
Glu
Ser
65

Val
Arg
Leu
Gln
Ser
145

Arg

Lys

Ala

Pro

Thr

50

Ala

Phe

Glu

Val

Ala

130

Ala

Glu

Lys

Leu
Thr
35

Cys
Met
Ala
Gln
Gly
115
Gln
Lys

Ile

Lys

20

Tyr

Thr
20

Tyr
Thr
20

Ile

Leu

Ile
Ile
100
Asn
Asp
Thr

Arg

Lys
180

Lys

Ile

Lys

Ile

Glu

Leu

Asp

Asn

85

Lys

Lys

Leu

Arg

Lys

165

Ser

Leu

Gln

Leu
Gln
Asp
Asp
Gln
70

Asn
Arg
Cys
Ala
Gln
150
His

Lys

Val Val Val Gly Ala Val Gly Val Gly Lys

Leu

Val
Leu
Ser
Ile
55

Tyr
Thr
Val
Asp
Arg
135
Gly

Lys

Thr

Val Val

Ile GIn
25

Tyr Arg

40

Leu Asp

Met Arg
Lys Ser
Lys Asp
105
Leu Pro
120
Ser Tyr
Val Asp

Glu Lys

Lys Cys
185

130

10

Gly
10

Asn
Lys
Thr

Thr

Phe
90

Ser

Ser

Gly

Asp

Met

170
Val

Ala
His
Gln
Ala
Gly
75

Glu

Glu

Ile

Ala
155

Ser

Ile

Gly
Phe
Val
Gly
60

Glu
Asp
Asp
Thr
Pro
140
Phe

Lys

Met

Gly
Val
Val
45

Gln
Gly
Ile
Val
Val
125
Phe

Tyr

Asp

Val
Asp
30

Ile
Glu
Phe
His
Pro
110
Asp
Ile

Thr

Gly

15

Gly
15

Glu
Asp
Glu
Leu
His
95

Met
Thr
Glu

Leu

Lys
175

Lys

Tyr

Gly

Tyr

Cys

80

Tyr

Val

Lys

Thr

Val

160
Lys
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[3003] <210> 122

[3004] <211> 188

[3005] <212> PRT

[3006] <213> & A

[3007]  <400> 122

[3008] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Asp Gly Val Gly Lys
[3009] 1 5 10 15
[3010] Ser Ala Leu Thr Ile Gln Leu Ile Gln Asn His Phe Val Asp Glu Tyr
[3011] 20 25 30

[3012] Asp Pro Thr Ile Glu Asp Ser Tyr Arg Lys Gln Val Val Ile Asp Gly
[3013] 35 40 45

[3014]  Glu Thr Cys Leu Leu Asp Ile Leu Asp Thr Ala Gly Gln Glu Glu Tyr
[3015] 50 55 60

[3016] Ser Ala Met Arg Asp Gln Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
[3017] 65 70 75 80
[3018] Val Phe Ala Ile Asn Asn Thr Lys Ser Phe Glu Asp Ile His His Tyr
[3019] 85 90 95
[3020] Arg Glu Gln Ile Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
[3021] 100 105 110

[3022] Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
[3023] 115 120 125

[3024] Gln Ala Gln Asp Leu Ala Arg Ser Tyr Gly Ile Pro Phe Ile Glu Thr
[3025] 130 135 140

[3026] Ser Ala Lys Thr Arg Gln Gly Val Asp Asp Ala Phe Tyr Thr Leu Val
[3027] 145 150 155 160
[3028] Arg Glu Ile Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly Lys Lys
[3029] 165 170 175
[3030] Lys Lys Lys Lys Ser Lys Thr Lys Cys Val Ile Met

[3031] 180 185

[3032] <210> 123

[3033] <211> 188

[3034]  <212> PRT

[3035] <213> & A

[3036]  <400> 123

[3037] Met Thr Glu Tyr Lys Leu Val Val Val Gly Ala Val Gly Val Gly Lys
[3038] 1 5 10 15
[3039] Ser Ala Leu Thr Ile Gln Leu Ile Gln Asn His Phe Val Asp Glu Tyr
[3040] 20 25 30

[3041] Asp Pro Thr Ile Glu Asp Ser Tyr Arg Lys Gln Val Val Ile Asp Gly

131



CN 107223134 B F 5 = 79/120 T
[3042] 35 40 45

[3043] Glu Thr Cys Leu Leu Asp Ile Leu Asp Thr Ala Gly Gln Glu Glu Tyr
[3044] 50 55 60

[3045] Ser Ala Met Arg Asp Gln Tyr Met Arg Thr Gly Glu Gly Phe Leu Cys
[3046] 65 70 75 80
[3047] Val Phe Ala Ile Asn Asn Thr Lys Ser Phe Glu Asp Ile His His Tyr
[3048] 85 90 95
[3049] Arg Glu Gln Ile Lys Arg Val Lys Asp Ser Glu Asp Val Pro Met Val
[3050] 100 105 110

[3051] Leu Val Gly Asn Lys Cys Asp Leu Pro Ser Arg Thr Val Asp Thr Lys
[3052] 115 120 125

[3053] Gln Ala Gln Asp Leu Ala Arg Ser Tyr Gly Ile Pro Phe Ile Glu Thr
[3054] 130 135 140

[3055] Ser Ala Lys Thr Arg Gln Gly Val Asp Asp Ala Phe Tyr Thr Leu Val
[3056] 145 150 155 160
[3057] Arg Glu Ile Arg Lys His Lys Glu Lys Met Ser Lys Asp Gly Lys Lys
[3058] 165 170 175
[3059] Lys Lys Lys Lys Ser Lys Thr Lys Cys Val Ile Met

[3060] 180 185

[3061] <210> 124

[3062] <211> 9

[3063] <212> PRT

[3064] <213> & A

[3065]  <400> 124

[3066] Val Val Val Gly Ala Asp Gly Val Gly

[3067] 1 5

[3068] <210> 125

[3069] <211> 6

[3070] <212> PRT

[3071]  <213> B (Murine)

[3072]  <400> 125

[3073]  Asp Pro Asn Ser Tyr Tyr

[3074] 1 5

[3075]  <210> 126

[3076] <211> 7

[3077]  <212> PRT

[3078] <213> &

[3079]  <400> 126

[3080] Val Phe Ser Ser Thr Glu Ile
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[3081]
[3082]
[3083]
[3084]
[3085]
[3086]
[3087]
[3088]
[3089]
[3090]
[3091]
[3092]
[3093]
[3094]
[3095]
[3096]
[3097]
[3098]
[3099]
[3100]
[3101]
[3102]
[3103]
[3104]
[3105]
[3106]
[3107]
[3108]
[3109]
[3110]
[3111]
[3112]
[3113]
[3114]
[3115]
[3116]
[3117]
[3118]
[3119]

1

<210> 127
211> 16
<212> PRT
213>
<400> 127
Cys Ala Val
1

<210> 128
211> b
<212> PRT
213>
<400> 128
Leu Gly His
1

<210> 129
211> 6
<212> PRT
213>
<400> 129
Tyr Asn Asn
1

<210> 130
211> 14
<212> PRT
213>
<400> 130
Cys Ala Ser
1

<210> 131
211> 137
<212> PRT
213>
<400> 131
Met Lys Thr
1

Asn Cys Val

Ser Val Arg

Ser

Asp

Lys

Ser

Val

Ser
20
Glu

Gly
5

Thr

Gln

Arg

Thr

Arg

Gly

Gly Thr Asn Ser Ala Gly Asn Lys Leu Thr Phe
10 15

Leu

Asp Trp Gly Pro Ala Glu Gln Phe Phe
10

Gly Pro Leu Phe Leu Cys Phe Trp Leu Gln Leu
10 15
Gly Glu Gln Val Glu Gln Arg Pro Pro His Leu
25 30
Asp Ser Ala Val Ile Thr Cys Thr Tyr Thr Asp
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[3120] 35 40 45

[3121]  Pro Asn Ser Tyr Tyr Phe Phe Trp Tyr Lys Gln Glu Pro Gly Ala Ser
[3122] 50 55 60

[3123] Leu Gln Leu Leu Met Lys Val Phe Ser Ser Thr Glu Ile Asn Glu Gly
[3124] 65 70 75 80
[3125] Gln Gly Phe Thr Val Leu Leu Asn Lys Lys Asp Lys Arg Leu Ser Leu
[3126] 85 90 95
[3127]  Asn Leu Thr Ala Ala His Pro Gly Asp Ser Ala Ala Tyr Phe Cys Ala
[3128] 100 105 110

[3129] Val Ser Gly Gly Thr Asn Ser Ala Gly Asn Lys Leu Thr Phe Gly Ile
[3130] 115 120 125

[3131]  Gly Thr Arg Val Leu Val Arg Pro Asp

[3132] 130 135

[3133] <210> 132

[3134] <211> 133

[3135] <212> PRT

[3136] <213> i

[3137]  <400> 132

[3138] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[3139] 1 5 10 15
[3140] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[3141] 20 25 30

[3142]  Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[3143] 35 40 45

[3144] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[3145] 50 55 60

[3146] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[3147] 65 70 75 80
[3148] Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[3149] 85 90 95
[3150] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[3151] 100 105 110

[3152]  Ser Arg Asp Trp Gly Pro Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg
[3153] 115 120 125

[3154] Leu Thr Val Leu Glu

[3155] 130

[3156]  <210> 133

[3157]  <211> 273

[3158] <212> PRT
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[3159] <213> i

[3160]  <400> 133

[3161] Met Lys Thr Val Thr Gly Pro Leu Phe Leu Cys Phe Trp Leu Gln Leu
[3162] 1 5 10 15
[3163] Asn Cys Val Ser Arg Gly Glu Gln Val Glu Gln Arg Pro Pro His Leu
[3164] 20 25 30

[3165] Ser Val Arg Glu Gly Asp Ser Ala Val Ile Thr Cys Thr Tyr Thr Asp
[3166] 35 40 45

[3167]  Pro Asn Ser Tyr Tyr Phe Phe Trp Tyr Lys Gln Glu Pro Gly Ala Ser
[3168] 50 55 60

[3169] Leu Gln Leu Leu Met Lys Val Phe Ser Ser Thr Glu Ile Asn Glu Gly
[3170] 65 70 75 80
[3171]  Gln Gly Phe Thr Val Leu Leu Asn Lys Lys Asp Lys Arg Leu Ser Leu
[3172] 85 90 95
[3173]  Asn Leu Thr Ala Ala His Pro Gly Asp Ser Ala Ala Tyr Phe Cys Ala
[3174] 100 105 110

[3175]  Val Ser Gly Gly Thr Asn Ser Ala Gly Asn Lys Leu Thr Phe Gly Ile
[3176] 115 120 125

[3177]  Gly Thr Arg Val Leu Val Arg Pro Asp Ile Gln Asn Pro Glu Pro Ala
[3178] 130 135 140

[3179] Val Tyr Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu
[3180] 145 150 155 160
[3181]  Phe Thr Asp Phe Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser
[3182] 165 170 175
[3183] Gly Thr Phe Ile Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp
[3184] 180 185 190

[3185] Ser Lys Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr
[3186] 195 200 205

[3187] Cys Gln Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp
[3188] 210 215 220

[3189] Val Pro Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met
[3190] 225 230 235 240
[3191]  Asn Leu Asn Phe Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu
[3192] 245 250 255
[3193] Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser
[3194] 260 265 270

[3195]  Ser

[3196] <210> 134

[3197]  <211> 305
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[3198] <212> PRT

[3199] <213> i

[3200] <400> 134

[3201] Met Gly Cys Arg Leu Leu Ser Cys Val Ala Phe Cys Leu Leu Gly Ile
[3202] 1 5 10 15
[3203] Gly Pro Leu Glu Thr Ala Val Phe Gln Thr Pro Asn Tyr His Val Thr
[3204] 20 25 30

[3205] Gln Val Gly Asn Glu Val Ser Phe Asn Cys Lys Gln Thr Leu Gly His
[3206] 35 40 45

[3207] Asp Thr Met Tyr Trp Tyr Lys Gln Asp Ser Lys Lys Leu Leu Lys Ile
[3208] 50 55 60

[3209] Met Phe Ser Tyr Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro
[3210] 65 70 75 80
[3211]  Arg Arg Phe Ser Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg
[3212] 85 90 95
[3213] Tle Lys Ser Val Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser
[3214] 100 105 110

[3215] Ser Arg Asp Trp Gly Pro Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg
[3216] 115 120 125

[3217] Leu Thr Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser
[3218] 130 135 140

[3219] Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr
[3220] 145 150 155 160
[3221] Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser
[3222] 165 170 175
[3223] Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp Pro
[3224] 180 185 190

[3225] Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu
[3226] 195 200 205

[3227] Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg Cys
[3228] 210 215 220

[3229]  Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly
[3230] 225 230 235 240
[3231]  Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg
[3232] 245 250 255
[3233] Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser
[3234] 260 265 270

[3235] Ala Thr Tle Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala
[3236] 275 280 285
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[3237]
[3238]
[3239]
[3240]
[3241]
[3242]
[3243]
[3244]
[3245]
[3246]
[3247]
[3248]
[3249]
[3250]
[3251]
[3252]
[3253]
[3254]
[3255]
[3256]
[3257]
[3258]
[3259]
[3260]
[3261]
[3262]
[3263]
[3264]
[3265]
[3266]
[3267]
[3268]
[3269]
[3270]
[3271]
[3272]
[3273]
[3274]
[3275]

Val Leu Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys Asn

Ser
305

290

<210> 135
211> 136
<212> PRT

213>

<400> 135
Ile Gln Asn

1
Gln

Val

Leu

Ser

65

Ala

Lys

Met

Met

Asp

Pro

Asp

50

Asn

Thr

Ser

Gly

Thr
130

Ser
Lys
35

Met
Gln
Tyr
Phe
Leu

115
Leu

<210> 136
211> 172
<212> PRT

213>

<400> 136
Asp Leu Arg

1

Lys Ala Glu

Arg Gly Phe

35

Lys Glu Val

Pro
Thr
20

Thr
Lys

Thr

Pro

Asn
Ile
20

Phe

His

Glu

Leu

Met

Ala

Ser

Ser

85

Thr

Ile

Leu

Val

Ala

Pro

Ser

Pro

Cys

Glu

Met

Phe

70

Ser

Asp

Leu

Thr

Asn

Asp

Gly

295

Ala

Leu

Ser

Asp

95

Thr

Asp

Met

Leu

Ser
135

Pro

Lys

His

Val

Val Tyr

Phe Thr
25

Gly Thr

40

Ser Lys

Cys Gln

Val Pro

Asn Leu

105
Leu Lys
120

Ser

Pro Lys

Gln Lys
25

Val Glu

40

Ser Thr

137

Gln

10

Phe

Ser

Asp

Cys

90

Asn

Val

Val
10
Ala

Leu

Leu

Phe

Ile

Asn

Ile

75

Asp

Phe

Ala

Ser

Thr

Ser

Pro

300

Lys

Asp

Thr

Gly

60

Phe

Ala

Gln

Gly

Leu

Leu

Trp

Gln

Asp

Ser

Asp

45

Ala

Lys

Thr

Asn

Phe
125

Phe
Val
Trp

45
Ala

Pro
Gln
30

Lys
Ile
Glu
Leu
Leu

110

Asn

Glu
Cys
30

Val

Tyr

Arg
15

Ile
Thr
Ala
Thr
Thr
95

Ser

Leu

Pro
15
Leu

Asn

Lys

Ser

Asn

Val

Trp

Asn

80

Glu

Val

Leu

Ser

Ala

Gly

Glu
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[3276] 50 55 60

[3277]  Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr
[3278] 65 70 75 80
[3279]  Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe His
[3280] 85 90 95
[3281] Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val
[3282] 100 105 110

[3283] Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile
[3284] 115 120 125

[3285] Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr Ile Leu Tyr
[3286] 130 135 140

[3287] Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Gly
[3288] 145 150 155 160
[3289] Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser

[3290] 165 170

[3291] <210> 137

[3292] <211> 6

[3293] <212> PRT

[3294]  <213> i

[3295]  <400> 137

[3296] Asn Asp Met Phe Asp Tyr

[3297] 1 5

[3298] <210> 138

[3299] <211> 7

[3300] <212> PRT

[3301]  <213> &

[3302]  <400> 138

[3303] Val Arg Ser Asn Val Asp Lys

[3304] 1 5

[3305] <210> 139

[3306] <211> 15

[3307] <212> PRT

[3308] <213>

[3309]  <400> 139

[3310] Cys Ala Ala Gly Asp Ser Gly Gly Ser Asn Tyr Lys Leu Thr Phe
[3311] 1 5 10 15
[3312]  <210> 140

[3313] <211> 5

[3314]  <212> PRT
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[3315]  <213> &

[3316]  <400> 140

[3317]  Asn Ser His Asn Tyr

[3318] 1 5

[3319]  <210> 141

[3320] <211> 6

[3321] <212> PRT

[3322] <213> i

[3323]  <400> 141

[3324] Ser Tyr Gly Ala Gly Asn

[3325] 1 5

[3326] <210> 142

[3327] <211> 14

[3328] <212> PRT

[3329] <213> i

[3330] <400> 142

[3331] Cys Ala Ser Ala Ser Trp Gly Gly Tyr Ala Glu Gln Phe Phe

[3332] 1 5 10

[3333] <210> 143

[3334] <211> 141

[3335] <212> PRT

[3336] <213>

[3337]  <400> 143

[3338] Met Thr Gly Phe Leu Lys Ala Leu Leu Leu Val Leu Cys Leu Arg Pro
[3339] 1 5 10 15
[3340] Glu Trp Ile Lys Ser Gln Gln Lys Thr Gly Gly Gln Gln Val Lys Gln
[3341] 20 25 30

[3342] Ser Ser Pro Ser Leu Thr Val Gln Glu Gly Gly Ile Leu Ile Leu Asn
[3343] 35 40 45

[3344] Cys Asp Tyr Glu Asn Asp Met Phe Asp Tyr Phe Ala Trp Tyr Lys Lys
[3345] 50 55 60

[3346] Tyr Pro Asp Asn Ser Pro Thr Leu Leu Ile Ser Val Arg Ser Asn Val
[3347] 65 70 75 80
[3348] Asp Lys Arg Glu Asp Gly Arg Phe Thr Val Phe Leu Asn Lys Ser Gly
[3349] 85 90 95
[3350] Lys His Phe Ser Leu His Ile Thr Ala Ser Gln Pro Glu Asp Thr Ala
[3351] 100 105 110

[3352] Val Tyr Leu Cys Ala Ala Gly Asp Ser Gly Gly Ser Asn Tyr Lys Leu
[3353] 115 120 125
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[3354]  Thr Phe Gly Lys Gly Thr Leu Leu Thr Val Thr Pro Asn

[3355] 130 135 140

[3356] <210> 144

[3357]  <211> 131

[3358] <212> PRT

[3359] <213> &

[3360]  <400> 144

[3361] Met Gly Ser Arg Leu Phe Leu Val Leu Ser Leu Leu Cys Thr Lys His
[3362] 1 5 10 15
[3363] Met Glu Ala Ala Val Thr Gln Ser Pro Arg Asn Lys Val Thr Val Thr
[3364] 20 25 30

[3365] Gly Gly Asn Val Thr Leu Ser Cys Arg Gln Thr Asn Ser His Asn Tyr
[3366] 35 40 45

[3367] Met Tyr Trp Tyr Arg Gln Asp Thr Gly His Gly Leu Arg Leu Ile His
[3368] 50 55 60

[3369] Tyr Ser Tyr Gly Ala Gly Asn Leu Gln Ile Gly Asp Val Pro Asp Gly
[3370] 65 70 75 80
[3371]1  Tyr Lys Ala Thr Arg Thr Thr Gln Glu Asp Phe Phe Leu Leu Leu Glu
[3372] 85 90 95
[3373] Leu Ala Ser Pro Ser Gln Thr Ser Leu Tyr Phe Cys Ala Ser Ala Ser
[3374] 100 105 110

[3375] Trp Gly Gly Tyr Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg Leu Thr
[3376] 115 120 125

[3377]  Val Leu Glu

[3378] 130

[3379]  <210> 145

[3380] <211> 277

[3381] <212> PRT

[3382] <213> i

[3383]  <400> 145

[3384] Met Thr Gly Phe Leu Lys Ala Leu Leu Leu Val Leu Cys Leu Arg Pro
[3385] 1 5 10 15
[3386] Glu Trp Ile Lys Ser Gln Gln Lys Thr Gly Gly Gln Gln Val Lys Gln
[3387] 20 25 30

[3388] Ser Ser Pro Ser Leu Thr Val Gln Glu Gly Gly Ile Leu Ile Leu Asn
[3389] 35 40 45

[3390] Cys Asp Tyr Glu Asn Asp Met Phe Asp Tyr Phe Ala Trp Tyr Lys Lys
[3391] 50 55 60

[3392] Tyr Pro Asp Asn Ser Pro Thr Leu Leu Ile Ser Val Arg Ser Asn Val
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[3393] 65 70 75 80
[3394] Asp Lys Arg Glu Asp Gly Arg Phe Thr Val Phe Leu Asn Lys Ser Gly
[3395] 85 90 95
[3396] Lys His Phe Ser Leu His Ile Thr Ala Ser Gln Pro Glu Asp Thr Ala
[3397] 100 105 110

[3398] Val Tyr Leu Cys Ala Ala Gly Asp Ser Gly Gly Ser Asn Tyr Lys Leu
[3399] 115 120 125

[3400] Thr Phe Gly Lys Gly Thr Leu Leu Thr Val Thr Pro Asn Ile Gln Asn
[3401] 130 135 140

[3402] Pro Glu Pro Ala Val Tyr Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser
[3403] 145 150 155 160
[3404] Thr Leu Cys Leu Phe Thr Asp Phe Asp Ser Gln Ile Asn Val Pro Lys
[3405] 165 170 175
[3406] Thr Met Glu Ser Gly Thr Phe Ile Thr Asp Lys Thr Val Leu Asp Met
[3407] 180 185 190

[3408] Lys Ala Met Asp Ser Lys Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln
[3409] 195 200 205

[3410] Thr Ser Phe Thr Cys Gln Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr
[3411] 210 215 220

[3412] Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe
[3413] 225 230 235 240
[3414]  Glu Thr Asp Met Asn Leu Asn Phe Gln Asn Leu Ser Val Met Gly Leu
[3415] 245 250 255
[3416] Arg Ile Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu
[3417] 260 265 270

[3418] Arg Leu Trp Ser Ser

[3419] 275

[3420] <210> 146

[3421]  <211> 303

[3422]  <212> PRT

[3423] <213> i

[3424]  <400> 146

[3425] Met Gly Ser Arg Leu Phe Leu Val Leu Ser Leu Leu Cys Thr Lys His
[3426] 1 5 10 15
[3427] Met Glu Ala Ala Val Thr Gln Ser Pro Arg Asn Lys Val Thr Val Thr
[3428] 20 25 30

[3429] Gly Gly Asn Val Thr Leu Ser Cys Arg Gln Thr Asn Ser His Asn Tyr
[3430] 35 40 45

[3431] Met Tyr Trp Tyr Arg Gln Asp Thr Gly His Gly Leu Arg Leu Ile His
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[3432] 50 55 60

[3433] Tyr Ser Tyr Gly Ala Gly Asn Leu Gln Ile Gly Asp Val Pro Asp Gly
[3434] 65 70 75 80
[3435] Tyr Lys Ala Thr Arg Thr Thr Gln Glu Asp Phe Phe Leu Leu Leu Glu
[3436] 85 90 95
[3437] Leu Ala Ser Pro Ser Gln Thr Ser Leu Tyr Phe Cys Ala Ser Ala Ser
[3438] 100 105 110

[3439] Trp Gly Gly Tyr Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg Leu Thr
[3440] 115 120 125

[3441]1 Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe
[3442] 130 135 140

[3443]  Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val
[3444] 145 150 155 160
[3445] (Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp
[3446] 165 170 175
[3447]  Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala
[3448] 180 185 190

[3449]  Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val
[3450] 195 200 205

[3451] Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val
[3452] 210 215 220

[3453]  Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro
[3454] 225 230 235 240
[3455] Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp
[3456] 245 250 255
[3457] Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr
[3458] 260 265 270

[3459] Tle Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu
[3460] 275 280 285

[3461] Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser
[3462] 290 295 300

[3463] <210> 147

[3464] <211> 136

[3465] <212> PRT

[3466] <213> &

[3467]  <400> 147

[3468] Tle Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu Lys Asp Pro Arg Ser
[3469] 1 5 10 15
[3470]  Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe Asp Ser Gln Ile Asn
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[3471] 20 25 30

[3472] Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile Thr Asp Lys Thr Val
[3473] 35 40 45

[3474] Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn Gly Ala Ile Ala Trp
[3475] 50 55 60

[3476] Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile Phe Lys Glu Thr Asn
[3477] 65 70 75 80
[3478] Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu
[3479] 85 90 95
[3480] Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe Gln Asn Leu Ser Val
[3481] 100 105 110

[3482] Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu
[3483] 115 120 125

[3484] Met Thr Leu Arg Leu Trp Ser Ser

[3485] 130 135

[3486] <210> 148

[3487] <211> 172

[3488]  <212> PRT

[3489] <213> i

[3490]  <400> 148

[3491] Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro Ser
[3492] 1 5 10 15
[3493] Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu Ala
[3494] 20 25 30

[3495] Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn Gly
[3496] 35 40 45

[3497] Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys Glu
[3498] 50 55 60

[3499] Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr
[3500] 65 70 75 80
[3501]  Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe His
[3502] 85 90 95
[3503] Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val
[3504] 100 105 110

[3505] Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile
[3506] 115 120 125

[3507] Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr Ile Leu Tyr
[3508] 130 135 140

[3509] Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Gly
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[3510] 145 150 155 160
[3511] Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser

[3512] 165 170

[3513]  <210> 149

[3514] <211> 5

[3515]  <212> PRT

[3516]  <213>

[3517]  <400> 149

[3518] Thr Thr Met Arg Ser

[3519] 1 5

[3520] <210> 150

[3521] <211> 5

[3522] <212> PRT

[3523] <213>

[3524]  <400> 150

[3525] Leu Ala Ser Gly Thr

[3526] 1 5

[3527]  <210> 151

[3528] <211> 15

[3529] <212> PRT

[3530] <213>

[3531]  <400> 151

[3532] Cys Ala Ala Asp Ser Ser Asn Thr Gly Tyr Gln Asn Phe Tyr Phe
[3533] 1 5 10 15
[3534]  <210> 152

[3535] <211> 5

[3536] <212> PRT

[3537] <213> i

[3538]  <400> 152

[3539] Ser Gly His Leu Ser

[3540] 1 5

[3541]  <210> 153

[3542] <211> 6

[3543] <212> PRT

[3544]  <213>

[3545]  <400> 153

[3546] His Tyr Asp Lys Met Glu

[3547] 1 5

[3548] <210> 154
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[3549]  <211> 15

[3550]  <212> PRT

[3551]  <213> &

[3552]  <400> 154

[3553] Cys Ala Ser Ser Leu Thr Asp Pro Leu Asp Ser Asp Tyr Thr Phe
[3554] 1 5 10 15
[3555]  <210> 155

[3556] <211> 133

[3557]  <212> PRT

[3558] <213> &

[3559]  <400> 155

[3560] Met Gln Arg Asn Leu Gly Ala Val Leu Gly Ile Leu Trp Val Gln Ile
[3561] 1 5 10 15
[3562] Cys Trp Val Arg Gly Asp Gln Val Glu Gln Ser Pro Ser Ala Leu Ser
[3563] 20 25 30

[3564] Leu His Glu Gly Thr Asp Ser Ala Leu Arg Cys Asn Phe Thr Thr Thr
[3565] 35 40 45

[3566] Met Arg Ser Val Gln Trp Phe Arg Gln Asn Ser Arg Gly Ser Leu Ile
[3567] 50 55 60

[3568] Ser Leu Phe Tyr Leu Ala Ser Gly Thr Lys Glu Asn Gly Arg Leu Lys
[3569] 65 70 75 80
[3570] Ser Ala Phe Asp Ser Lys Glu Arg Arg Tyr Ser Thr Leu His Ile Arg
[3571] 85 90 95
[3572] Asp Ala Gln Leu Glu Asp Ser Gly Thr Tyr Phe Cys Ala Ala Asp Ser
[3573] 100 105 110

[3574] Ser Asn Thr Gly Tyr Gln Asn Phe Tyr Phe Gly Lys Gly Thr Ser Leu
[3575] 115 120 125

[3576] Thr Val Ile Pro Asn

[3577] 130

[3578]  <210> 156

[3579]  <211> 143

[3580] <212> PRT

[3581]  <213> &

[3582]  <400> 156

[3583] Met Ser Asn Thr Ala Phe Pro Asp Pro Ala Trp Asn Thr Thr Leu Leu
[3584] 1 5 10 15
[3585] Ser Trp Val Ala Leu Phe Leu Leu Gly Thr Ser Ser Ala Asn Ser Gly
[3586] 20 25 30

[3587] Val Val Gln Ser Pro Arg Tyr Ile Ile Lys Gly Lys Gly Glu Arg Ser
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[3588] 35 40 45

[3589] Ile Leu Lys Cys Ile Pro Ile Ser Gly His Leu Ser Val Ala Trp Tyr
[3590] 50 55 60

[3591]  Gln Gln Thr Gln Gly Gln Glu Leu Lys Phe Phe Ile Gln His Tyr Asp
[3592] 65 70 75 80
[3593] Lys Met Glu Arg Asp Lys Gly Asn Leu Pro Ser Arg Phe Ser Val Gln
[3594] 85 90 95
[3595] Gln Phe Asp Asp Tyr His Ser Glu Met Asn Met Ser Ala Leu Glu Leu
[3596] 100 105 110

[3597]  Glu Asp Ser Ala Val Tyr Phe Cys Ala Ser Ser Leu Thr Asp Pro Leu
[3598] 115 120 125

[3599]  Asp Ser Asp Tyr Thr Phe Gly Ser Gly Thr Arg Leu Leu Val Ile
[3600] 130 135 140

[3601]  <210> 157

[3602] <211> 269

[3603] <212> PRT

[3604]  <213>

[3605]  <400> 157

[3606] Met Gln Arg Asn Leu Gly Ala Val Leu Gly Ile Leu Trp Val Gln Ile
[3607] 1 5 10 15
[3608] Cys Trp Val Arg Gly Asp Gln Val Glu Gln Ser Pro Ser Ala Leu Ser
[3609] 20 25 30

[3610] Leu His Glu Gly Thr Asp Ser Ala Leu Arg Cys Asn Phe Thr Thr Thr
[3611] 35 40 45

[3612] Met Arg Ser Val Gln Trp Phe Arg Gln Asn Ser Arg Gly Ser Leu Ile
[3613] 50 55 60

[3614]  Ser Leu Phe Tyr Leu Ala Ser Gly Thr Lys Glu Asn Gly Arg Leu Lys
[3615] 65 70 75 80
[3616] Ser Ala Phe Asp Ser Lys Glu Arg Arg Tyr Ser Thr Leu His Ile Arg
[3617] 85 90 95
[3618] Asp Ala Gln Leu Glu Asp Ser Gly Thr Tyr Phe Cys Ala Ala Asp Ser
[3619] 100 105 110

[3620] Ser Asn Thr Gly Tyr Gln Asn Phe Tyr Phe Gly Lys Gly Thr Ser Leu
[3621] 115 120 125

[3622] Thr Val Tle Pro Asn Ile Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu
[3623] 130 135 140

[3624] Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe
[3625] 145 150 155 160
[3626] Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile
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[3627] 165 170 175
[3628] Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn
[3629] 180 185 190

[3630] Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile
[3631] 195 200 205

[3632] Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp
[3633] 210 215 220

[3634] Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe
[3635] 225 230 235 240
[3636] Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala
[3637] 245 250 255
[3638] Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser

[3639] 260 265

[3640] <210> 158

[3641] <211> 316

[3642]  <212> PRT

[3643] <213> &

[3644]  <400> 158

[3645] Met Ser Asn Thr Ala Phe Pro Asp Pro Ala Trp Asn Thr Thr Leu Leu
[3646] 1 5 10 15
[3647]  Ser Trp Val Ala Leu Phe Leu Leu Gly Thr Ser Ser Ala Asn Ser Gly
[3648] 20 25 30

[3649] Val Val Gln Ser Pro Arg Tyr Ile Ile Lys Gly Lys Gly Glu Arg Ser
[3650] 35 40 45

[3651] Tle Leu Lys Cys Ile Pro Ile Ser Gly His Leu Ser Val Ala Trp Tyr
[3652] 50 55 60

[3653]  Gln Gln Thr Gln Gly Gln Glu Leu Lys Phe Phe Ile Gln His Tyr Asp
[3654] 65 70 75 80
[3655] Lys Met Glu Arg Asp Lys Gly Asn Leu Pro Ser Arg Phe Ser Val Gln
[3656] 85 90 95
[3657]  Gln Phe Asp Asp Tyr His Ser Glu Met Asn Met Ser Ala Leu Glu Leu
[3658] 100 105 110

[3659]  Glu Asp Ser Ala Val Tyr Phe Cys Ala Ser Ser Leu Thr Asp Pro Leu
[3660] 115 120 125

[3661]  Asp Ser Asp Tyr Thr Phe Gly Ser Gly Thr Arg Leu Leu Val Ile Glu
[3662] 130 135 140

[3663] Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro Ser
[3664] 145 150 155 160
[3665] Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu Ala
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[3666] 165 170 175
[3667] Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn Gly
[3668] 180 185 190

[3669] Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys Glu
[3670] 195 200 205

[3671]  Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala Thr
[3672] 210 215 220

[3673]  Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe His
[3674] 225 230 235 240
[3675] Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val
[3676] 245 250 255
[3677]  Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile
[3678] 260 265 270

[3679]  Thr Ser Ala Ser Tyr Gln Gln Gly Val Leu Ser Ala Thr Ile Leu Tyr
[3680] 275 280 285

[3681] Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Thr
[3682] 290 295 300

[3683] Leu Val Val Met Ala Met Val Lys Arg Lys Asn Ser

[3684] 305 310 315

[3685] <210> 159

[3686] <211> 136

[3687] <212> PRT

[3688] <213> I

[3689]  <400> 159

[3690] Tle Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu Lys Asp Pro Arg Ser
[3691] 1 5 10 15
[3692] Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe Asp Ser Gln Ile Asn
[3693] 20 25 30

[3694] Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile Thr Asp Lys Thr Val
[3695] 35 40 45

[3696] Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn Gly Ala Ile Ala Trp
[3697] 50 55 60

[3698] Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile Phe Lys Glu Thr Asn
[3699] 65 70 75 80
[3700] Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu
[3701] 85 90 95
[3702] Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe Gln Asn Leu Ser Val
[3703] 100 105 110

[3704] Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu
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[3705] 115 120 125

[3706] Met Thr Leu Arg Leu Trp Ser Ser

[3707] 130 135

[3708]  <210> 160

[3709]  <211> 173

[3710] <212> PRT

[37111  <213> i

[3712]  <400> 160

[3713]  Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro
[3714] 1 5 10 15
[3715] Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu
[3716] 20 25 30

[3717]  Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn
[3718] 35 40 45

[3719]  Gly Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys
[3720] 50 55 60

[3721]  Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala
[3722] 65 70 75 80
[3723] Thr Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe
[3724] 85 90 95
[3725] His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro
[3726] 100 105 110

[3727]  Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly
[3728] 115 120 125

[3729] TIle Thr Ser Ala Ser Tyr Gln Gln Gly Val Leu Ser Ala Thr Ile Leu
[3730] 130 135 140

[3731]  Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser
[3732] 145 150 155 160
[3733]  Thr Leu Val Val Met Ala Met Val Lys Arg Lys Asn Ser

[3734] 165 170

[3735] <210> 161

[3736] <211> 13

[3737]  <212> PRT

[3738] <213> i

[3739]  <400> 161

[3740] Cys Ala Ala Leu Asn Thr Gly Tyr Gln Asn Phe Tyr Phe

[37411 1 5 10

[3742]  <210> 162

[3743]  <211> 612
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[3744]  <212> PRT

[3745]  <213> AN LF#4l

[3746]  <220>

[3747]  <223> &kl

[3748]  <400> 162

[3749] Met Gln Arg Asn Leu Gly Ala Val Leu Gly Ile Leu Trp Val Gln Ile
[3750] 1 5 10 15
[3751] Cys Trp Val Arg Gly Asp Gln Val Glu Gln Ser Pro Ser Ala Leu Ser
[3752] 20 25 30

[3753] Leu His Glu Gly Thr Asp Ser Ala Leu Arg Cys Asn Phe Thr Thr Thr
[3754] 35 40 45

[3755] Met Arg Ser Val Gln Trp Phe Arg Gln Asn Ser Arg Gly Ser Leu Ile
[3756] 50 55 60

[3757]  Ser Leu Phe Tyr Leu Ala Ser Gly Thr Lys Glu Asn Gly Arg Leu Lys
[3758] 65 70 75 80
[3759] Ser Ala Phe Asp Ser Lys Glu Arg Arg Tyr Ser Thr Leu His Ile Arg
[3760] 85 90 95
[3761]  Asp Ala Gln Leu Glu Asp Ser Gly Thr Tyr Phe Cys Ala Ala Asp Ser
[3762] 100 105 110

[3763] Ser Asn Thr Gly Tyr Gln Asn Phe Tyr Phe Gly Lys Gly Thr Ser Leu
[3764] 115 120 125

[3765] Thr Val Tle Pro Asn Ile Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu
[3766] 130 135 140

[3767] Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe
[3768] 145 150 155 160
[3769]  Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile
[3770] 165 170 175
[3771]  Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn
[3772] 180 185 190

[3773] Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile
[3774] 195 200 205

[3775]  Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp
[3776] 210 215 220

[3777]  Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe
[3778] 225 230 235 240
[3779]  Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala
[3780] 245 250 255
[3781]1 Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser Arg Ala Lys
[3782] 260 265 270
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[3783] Arg Ser Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys Gln Ala Gly
[3784] 275 280 285

[3785] Asp Val Glu Glu Asn Pro Gly Pro Met Ser Asn Thr Ala Phe Pro Asp
[3786] 290 295 300

[3787] Pro Ala Trp Asn Thr Thr Leu Leu Ser Trp Val Ala Leu Phe Leu Leu
[3788] 305 310 315 320
[3789] Gly Thr Ser Ser Ala Asn Ser Gly Val Val Gln Ser Pro Arg Tyr Ile
[3790] 325 330 335
[3791] TIle Lys Gly Lys Gly Glu Arg Ser Ile Leu Lys Cys Ile Pro Ile Ser
[3792] 340 345 350

[3793] Gly His Leu Ser Val Ala Trp Tyr Gln Gln Thr Gln Gly Gln Glu Leu
[3794] 355 360 365

[3795] Lys Phe Phe Ile Gln His Tyr Asp Lys Met Glu Arg Asp Lys Gly Asn
[3796] 370 375 380

[3797] Leu Pro Ser Arg Phe Ser Val Gln Gln Phe Asp Asp Tyr His Ser Glu
[3798] 385 390 395 400
[3799] Met Asn Met Ser Ala Leu Glu Leu Glu Asp Ser Ala Val Tyr Phe Cys
[3800] 405 410 415
[3801] Ala Ser Ser Leu Thr Asp Pro Leu Asp Ser Asp Tyr Thr Phe Gly Ser
[3802] 420 425 430

[3803] Gly Thr Arg Leu Leu Val Ile Glu Asp Leu Arg Asn Val Thr Pro Pro
[3804] 435 440 445

[3805] Lys Val Ser Leu Phe Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln
[3806] 450 455 460

[3807] Lys Ala Thr Leu Val Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val
[3808] 465 470 475 480
[3809] Glu Leu Ser Trp Trp Val Asn Gly Lys Glu Val His Ser Gly Val Ser
[3810] 485 490 495
[3811]  Thr Asp Pro Gln Ala Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser
[3812] 500 505 510

[3813] Ser Arg Leu Arg Val Ser Ala Thr Phe Trp His Asn Pro Arg Asn His
[3814] 515 520 525

[3815] Phe Arg Cys Gln Val Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp
[3816] 530 535 540

[3817]  Pro Glu Gly Ser Pro Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala
[3818] 545 550 555 560
[3819] Trp Gly Arg Ala Asp Cys Gly Ile Thr Ser Ala Ser Tyr Gln Gln Gly
[3820] 565 570 575
[3821] Val Leu Ser Ala Thr Ile Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr
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[3822] 580 585 590

[3823] Leu Tyr Ala Val Leu Val Ser Thr Leu Val Val Met Ala Met Val Lys
[3824] 595 600 605

[3825] Arg Lys Asn Ser

[3826] 610

[3827] <210> 163

[3828] <211> 1839

[3829] <212> DNA

[3830] <213> ANTJF%1

[3831] <220>

[3832]  <223> & RELHY

[3833]  <400> 163

[3834] atgcagagga acctgggage tgtgetgggg attetgtggg tgcagatttg ctgggtgaga 60
[3835] ggggatcagg tggagcagag tccttcagee ctgagectec acgagggaac cgattctget 120
[3836] ctgagatgca attttacgac caccatgagg agtgtgcagt ggttccgaca gaattccagg 180
[3837] ggcagectca tcagtttgtt ctacttgget tcaggaacaa aggagaatgg gaggctaaag 240
[3838] tcagcatttg attctaagga gcggecgetac agcaccctge acatcaggga tgeccagetg 300
[3839] gaggactcag gcacttactt ctgtgetget gactcttcga acacgggtta ccagaactte 360
[3840] tattttggga aaggaacaag tttgactgtc attccaaaca tccagaaccc agaacctget 420
[3841] gtgtaccagt taaaagatcc tcggtctcag gacagcacce tctgectgtt caccgacttt 480
[3842] gactcccaaa tcaatgtgcc gaaaaccatg gaatctggaa cgttcatcac tgacaaaact 540
[3843] gtgctggaca tgaaagctat ggattccaag agcaatgggg ccattgectg gagcaaccag 600
[3844] acaagcttca cctgccaaga tatcttcaaa gagaccaacg ccacctaccc cagttcagac 660
[3845] gttcectgtg atgccacgtt gaccgagaaa agctttgaaa cagatatgaa cctgaacttt 720
[3846] caaaacctgt cagttatggg actccgaatc ctcctgctga aagtageggg atttaacctg 780
[3847] ctcatgacge tgaggetgtg gtccagtegg gecaageggt ceggatccegg agecaccaac 840
[3848] ttcagcetge tgaagcagge cggegacgtg gaggagaacc ccggecccat gtctaacact 900
[3849] gcettecectg acceecgectg gaacaccace ctgetatectt gggttgetet ctttetectg 960
[3850] ggaacaagtt cagcaaattc tggggttgtc cagtctccaa gatacataat caaaggaaag 1020
[3851] ggagaaaggt ccattctaaa atgtattccc atctctggac atctctctgt ggectggtat 1080
[3852] caacagactc aggggcagga actaaagttc ttcattcage attatgataa aatggagaga 1140
[3853] gataaaggaa acctgcccag cagattctca gtccaacagt ttgatgacta tcactctgag 1200
[3854] atgaacatga gtgccttgga gctagaggac tctgeegtgt acttctgtge cagetctete 1260
[3855] acagatccge tagactccga ctacaccttc ggctcaggga ccaggetttt ggtaatagag 1320
[3856] gatctgagaa atgtgactcc acccaaggtc tccttgtttg agccatcaaa agcagagatt 1380
[3857] gcaaacaaac aaaaggctac cctcgtgtge ttggecaggg gettcttece tgaccacgtg 1440
[3858] gagctgaget ggtgggtgaa tggcaaggag gtccacagtg gggtcageac ggaccctcag 1500
[3859] gcctacaagg agagcaatta tagctactge ctgagcagee gectgagggt ctetgetace 1560
[3860] ttctggcaca atcctcgcaa ccacttccge tgccaagtge agttccatgg getttcagag 1620
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[3861] gaggacaagt ggccagaggg ctcacccaaa cctgtcacac agaacatcag tgcagaggee 1680
[3862] tggggccgag cagactgtgg gattacctca gecatcctatc aacaaggggt cttgtcetgee 1740
[3863] accatcctct atgagatcct gctagggaaa gecaccctgt atgetgtgct tgtcagtaca 1800
[3864] ctggtggtga tggctatggt caaaagaaag aattcatga 1839
[3865] <210> 164

[3866] <211> 15

[3867] <212> DNA

[3868] <213> NTF7

[3869] <220>

[3870]  <223> & REHY

[3871]  <400> 164

[3872] accaccatga ggagt 15

[3873] <210> 165

[3874] <211> 15

[3875]  <212> DNA

[3876]  <213> ANLFF4l

[3877]  <220>

[3878]  <223> & RNHY

[3879]  <400> 165

[3880] ttggcttcag gaaca 15

[3881] <210> 166

[3882] <211> 39

[3883] <212> DNA

[3884] <213> ANTLF7

[3885] <220>

[3886]  <223> & RNHY

[3887]  <400> 166

[3888] gctgctgact cttcgaacac gggttaccag aacttctat 39

[3889] <210> 167

[3890] <211> 15

[3891] <212> DNA

[3892] <213> N7

[3893] <220>

[3894]  <223> & REHY

[3895]  <400> 167

[3896] tctggacatc tctct 15

[3897] <210> 168

[3898] <211> 18

[3899] <212> DNA
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[3900] <213> ANTJF%1

[3901] <220>

[3902]  <223> & REHY

[3903]  <400> 168

[3904] cattatgata aaatggag 18

[3905] <210> 169

[3906] <211> 39

[3907] <212> DNA

[3908] <213> ANTLJF%1

[3909] <220>

[3910]  <223> & HEHY

[3911]  <400> 169

[3912] gccagctcte tcacagatcc gctagactce gactacacce 39

[3913] <210> 170

[3914]  <211> 399

[3915] <212> DNA

[3916]  <213> ANTJF%1

[3917]  <220>

[3918]  <223> & REHY

[3919]  <400> 170

[3920] atgcagagga acctgggage tgtgetgggg attctgtggg tgcagatttg ctgggtgaga 60
[3921] ggggatcagg tggagcagag tccttcagec ctgagectcc acgagggaac cgattctget 120
[3922] ctgagatgca attttacgac caccatgagg agtgtgcagt ggttccgaca gaattccagg 180
[3923] ggcagcctca tcagtttgtt ctacttgget tcaggaacaa aggagaatgg gaggctaaag 240
[3924] tcagcatttg attctaagga gcggegetac agcaccctge acatcaggga tgcccagetg 300
[3925] gaggactcag gcacttactt ctgtgctget gactcttcga acacgggtta ccagaacttc 360
[3926] tattttggga aaggaacaag tttgactgtc attccaaac 399

[3927] <210> 171

[3928] <211> 429

[3929] <212> DNA

[3930] <213> NTLJF%1

[3931]  <220>

[3932]  <223> & HEHY

[3933]  <400> 171

[3934] atgtctaaca ctgccttcee tgaccccgee tggaacacca ccctgetate ttgggttget 60
[3935] ctctttctee tgggaacaag ttcagcaaat tctggggttg tccagtctcc aagatacata 120
[3936] atcaaaggaa agggagaaag gtccattcta aaatgtattc ccatctctgg acatctctct 180
[3937] gtggcctggt atcaacagac tcaggggcag gaactaaagt tcttcattca gcattatgat 240
[3938] aaaatggaga gagataaagg aaacctgccc agcagattct cagtccaaca gtttgatgac 300
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[3939]
[3940]
[3941]
[3942]
[3943]
[3944]
[3945]
[3946]
[3947]
[3948]
[3949]
[3950]
[3951]
[3952]
[3953]
[3954]
[3955]
[3956]
[3957]
[3958]
[3959]
[3960]
[3961]
[3962]
[3963]
[3964]
[3965]
[3966]
[3967]
[3968]
[3969]
[3970]
[3971]
[3972]
[3973]
[3974]
[3975]
[3976]
[3977]

tatcactctg agatgaacat gagtgccttg gagctagagg actctgeegt gtacttetgt 360

gccagetcete tcacagatce getagactcce gactacacct tcggetcagg gaccaggett 420
ttggtaata 429

<210> 172
211> 807
<212> DNA

213> NLF5

220>

223> ER

<400> 172

atgcagagga
ggggatcagg
ctgagatgca
ggcagcctca
tcagcatttg
gaggactcag
tattttggga
gtgtaccagt
gactcccaaa
gtgctggaca
acaagcttca
gttccetgtg
caaaacctgt
ctcatgacgc
210> 173

211> 951

<212> DNA

acctgggagc
tggagcagag
attttacgac
tcagtttgtt
attctaagga
gcacttactt
aaggaacaag
taaaagatcc
tcaatgtgcce
tgaaagctat
cctgccaaga
atgccacgtt
cagttatggg

tgaggctgtg

213> NLF5

220>

223> ER

<400> 173
atgtctaaca
ctctttetec
atcaaaggaa
gtggeetggt
aaaatggaga
tatcactctg
gccagcectctce

ttggtaatag

ctgeccettecece
tgggaacaag
agggagaaag
atcaacagac
gagataaagg
agatgaacat
tcacagatcc

aggatctgag

tgtgetgggs
tccttcagece
caccatgagg
ctacttggcet
gcggcegetac
ctgtgctget
tttgactgtc
tcggtctcag
gaaaaccatg
ggattccaag
tatcttcaaa
gaccgagaaa
actccgaatc
gtccagt 807

tgaccccgece
ttcagcaaat
gtccattcta
tcaggggcag
aaacctgccc
gagtgccttg
gctagactcce

aaatgtgact

155

attctgtggg
ctgagcctcce
agtgtgcagt
tcaggaacaa
agcaccctgce
gactcttcga
attccaaaca
gacagcaccce
gaatctggaa
agcaatgggg
gagaccaacg
agctttgaaa
ctcctgetga

tggaacacca
tctggggttg
aaatgtattc
gaactaaagt
agcagattct
gagctagagg
gactacacct

ccacccaagg

tgcagatttg
acgagggaac
ggttccgaca
aggagaatgg
acatcaggga
acacgggtta
tccagaaccc
tctgeetgtt
cgttcatcac
ccattgcctg
ccacctacce

cagatatgaa

aagtagcggg

ccctgetate
tccagtctcce
ccatctctgg
tcttcattca
cagtccaaca
actctgeccecgt
tcggetcagg
tctecttgtt

ctgggtgaga
cgattctget
gaattccagg
gaggctaaag
tgcccagetg
ccagaacttc
agaacctgct
caccgacttt
tgacaaaact
gagcaaccag
cagttcagac
cctgaacttt
atttaacctg

ttgggttget
aagatacata
acatctctet
gcattatgat
gtttgatgac
gtacttctgt
gaccaggctt

tgagccatca

120
180
240
300
360
420
480
540
600
660
720
780

60

120
180
240
300
360
420
480
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[3978] aaagcagaga ttgcaaacaa acaaaaggct accctcgtgt gettggecag gggettette 540
[3979] cctgaccacg tggagctgag ctggtgggtg aatggcaagg aggtccacag tggggtcage 600
[3980] acggaccctc aggcctacaa ggagagcaat tatagctact gcctgagcag ccgectgagg 660
[3981] gtctctgcta ccttetggea caatcctcge aaccacttce getgecaagt gcagttccat 720
[3982] gggctttcag aggaggacaa gtggccagag ggctcaccca aacctgtcac acagaacatc 780
[3983] agtgcagagg cctggggecg agcagactgt gggattacct cagcatccta tcaacaaggg 840
[3984] gtcttgtetg ccaccatcct ctatgagatc ctgectaggga aagccacccet gtatgetgtg 900
[3985] cttgtcagta cactggtggt gatggctatg gtcaaaagaa agaattcatg a 951

[3986] <210> 174

[3987] <211> 408

[3988] <212> DNA

[3989] <213> NTLJF%1

[3990] <220>

[39911  <223> & REHY

[3992]  <400> 174

[3993] atccagaacc cagaacctge tgtgtaccag ttaaaagatc ctcggtctca ggacagcacc 60
[3994] ctctgcetgt tcaccgactt tgactcccaa atcaatgtge cgaaaaccat ggaatctgga 120
[3995] acgttcatca ctgacaaaac tgtgctggac atgaaagcta tggattccaa gagcaatggg 180
[3996] gccattgect ggagcaacca gacaagcttc acctgceccaag atatcttcaa agagaccaac 240
[3997] gccacctacc ccagttcaga cgttccctgt gatgecacgt tgaccgagaa aagctttgaa 300
[3998] acagatatga acctaaactt tcaaaacctg tcagttatgg gactccgaat cctcctgetg 360
[3999] aaagtagcgg gatttaacct gctcatgacg ctgaggetgt ggtccagt 408

[4000] <210> 175

[4001]  <211> 522

[4002]  <212> DNA

[4003] <213> NTJF%1

[4004] <220>

[4005]  <223> & RHY

[4006]  <400> 175

[4007] gaggatctga gaaatgtgac tccacccaag gtctccttgt ttgagccatc aaaagcagag 60
[4008] attgcaaaca aacaaaaggc taccctcgtg tgettggcca ggggettcett cectgaccac 120
[4009] gtggagctga gctggtgggt gaatggcaag gaggtccaca gtggggtcag cacggaccet 180
[4010] caggcctaca aggagagcaa ttatagctac tgcctgageca geccgectgag ggtcetetget 240
[4011] accttctgge acaatcctcg caaccacttc cgetgeccaag tgcagttcca tgggetttca 300
[4012] gaggaggaca agtggccaga gggctcaccc aaacctgtca cacagaacat cagtgcagag 360
[4013] gcctggggcce gagcagactg tgggattacc tcagcatcct atcaacaagg ggtcettgtet 420
[4014] gccaccatcc tctatgagat cctgetaggg aaagccacce tgtatgetgt gettgtcagt 480
[4015] acactggtgg tgatggctat ggtcaaaaga aagaattcat ga 522

[4016]  <210> 176
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[4017]  <211> 1818

[4018]  <212> DNA

[4019]  <213> NTJF%1

[4020] <220>

[4021]  <223> & HEHY

[4022]  <400> 176

[4023] atgaagacgg tgactggacc tttgttcctg tgettctgge tgcagetgaa ctgtgtgage 60
[4024] agaggcgage aggtggagea gegececteet cacctgagtg tcecgggaggg agacagtgee 120
[4025] gttatcacct gcacctacac agaccctaac agttattact tcttctggta caagcaagag 180
[4026] ccgggggcaa gtcttcagtt gettatgaag gttttctcaa gtacggaaat aaacgaagga 240
[4027] caaggattca ctgtcctact gaacaagaaa gacaaacgac tctctctgaa cctcacaget 300
[4028] gcecatectg gggactcage cgegtactte tgegecagtca gtggagggac taacagtgea 360
[4029] gggaacaagc taacttttgg aattggaacc agggtgctgg tcaggccaga catccagaac 420
[4030] ccagaacctg ctgtgtacca gttaaaagat cctcggtcte aggacagcac cctetgectg 480
[4031]  ttcaccgact ttgactccca aatcaatgtg ccgaaaacca tggaatctgg aacgttcatc 540
[4032] actgacaaaa ctgtgctgga catgaaagct atggattcca agagcaatgg ggccattgee 600
[4033] tggagcaacc agacaagctt cacctgeccaa gatatcttca aagagaccaa cgccacctac 660
[4034] cccagttcag acgttccctg tgatgccacg ttgaccgaga aaagctttga aacagatatg 720
[4035] aacctaaact ttcaaaacct gtcagttatg ggactccgaa tcctcctget gaaagtageg 780
[4036] ggatttaacc tgctcatgac gctgaggetg tggtccagte gggccaageg gtceggatece 840
[4037] ggagccacca acttcagect getgaagecag gecggegacg tggaggagaa ccccggecee 900
[4038] atgggctgta ggctecctaag ctgtgtggee ttetgectet tgggaatagg cectttggag 960
[4039] acggetgttt tccagactcc aaactatcat gtcacacagg tgggaaatga agtgtcttte 1020
[4040] aattgtaagc aaactctggg ccacgatact atgtattggt acaagcaaga ctctaagaaa 1080
[4041]  ttgctgaaga ttatgtttag ctacaataat aagcaactca ttgtaaacga aacagttcca 1140
[4042] aggcgettct cacctcagtc ttcagataaa getcatttga atcttcgaat caagtctgta 1200
[4043]  gagccggagg actctgetgt gtatctctgt gecageagte gggactgggg gcctgetgag 1260
[4044] cagttcttcg gaccagggac acgactcacc gtcctagagg atctgagaaa tgtgactcca 1320
[4045]  cccaaggtct ccttgtttga gecatcaaaa gecagagattg caaacaaaca aaaggctacce 1380
[4046] ctcgtgtget tggccagggg cttettcect gaccacgtgg agetgagetg gtgggtgaat 1440
[4047]  ggcaaggagg tccacagtgg ggtcagcacg gaccctcagg cctacaagga gagcaattat 1500
[4048] agctactgcc tgagcagccg cctgagggtc tctgetacet tctggecacaa tcctegaaac 1560
[4049]  cacttccget gccaagtgea gttccatggg ctttcagagg aggacaagtg gccagaggge 1620
[4050]  tcacccaaac ctgtcacaca gaacatcagt gcagaggcct ggggccgage agactgtgga 1680
[4051] atcacttcag catcctatca tcagggggtt ctgtctgcaa ccatccteta tgagatccta 1740
[4052] ctggggaagg ccaccctata tgetgtgetg gtcagtggee tggtgetgat ggecatggte 1800
[4053] aagaaaaaaa attcctga 1818
[4054]  <210> 177

[4055]  <211> 18
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[4056]
[4057]
[4058]
[4059]
[4060]
[4061]
[4062]
[4063]
[4064]
[4065]
[4066]
[4067]
[4068]
[4069]
[4070]
[4071]
[4072]
[4073]
[4074]
[4075]
[4076]
[4077]
[4078]
[4079]
[4080]
[4081]
[4082]
[4083]
[4084]
[4085]
[4086]
[4087]
[4088]
[4089]
[4090]
[4091]
[4092]
[4093]
[4094]

<212> DNA
213> NIF3
220>

223> B
<400> 177
gaccctaaca gttattac 18
210> 178
211> 21

<212> DNA
213> NLF4
220>

223> B
<400> 178
gttttctcaa gtacggaaat a 21
210> 179
211> 48

<212> DNA
213> NIF%|
220>

223> B
<400> 179

tgcgecagtca gtggagggac taacagtgca gggaacaage taactttt 48

<210> 180

211> 15

<212> DNA

213> NIF%
220>

223> B

<400> 180
ctgggeccacg atact 15
<210> 181

211> 18

<212> DNA

213> NIF%
220>

223> B

<400> 181
tacaataata agcaactc 18
<210> 182

158



CN 107223134 B Fo5l & 106/120 7
[4095] <211> 42

[4096]  <212> DNA

[4097]  <213> N7

[4098] <220>

[4099]  <223> & REHY

[4100]  <400> 182

[4101]  tgtgccagca gtcgggactg ggggectget gagcagttet te 42

[4102] <210> 183

[4103]  <211> 411

[4104]  <212> DNA

[4105]  <213> N L7751

[4106] <220>

[4107]  <223> &R

[4108]  <400> 183

[4109] atgaagacgg tgactggacc tttgttcctg tgettctgge tgcagetgaa ctgtgtgage 60

[4110] agaggcgage aggtggagea gegeccteet cacctgagtg tccgggaggg agacagtgee 120
[4111] gttatcacct gcacctacac agaccctaac agttattact tcttctggta caagcaagag 180
[4112] ccgggggeaa gtcttcagtt gettatgaag gttttctcaa gtacggaaat aaacgaagga 240
[4113] caaggattca ctgtcctact gaacaagaaa gacaaacgac tctctctgaa cctcacaget 300
[4114] gcccatectg gggactcage cgegtactte tgegecagtca gtggagggac taacagtgea 360
[4115] gggaacaagc taacttttgg aattggaacc agggtgctgg tcaggccaga c 411

[4116]  <210> 184

[4117]  <211> 399

[4118]  <212> DNA

[4119]  <213> NTJF41

[4120] <220>

[4121]  <223> &Y

[4122]  <400> 184

[4123] atgggctgta ggctcctaag ctgtgtggee ttetgectet tgggaatagg ccctttggag 60

[4124] acggctgttt tccagactcc aaactatcat gtcacacagg tgggaaatga agtgtcttte 120
[4125] aattgtaagc aaactctggg ccacgatact atgtattggt acaagcaaga ctctaagaaa 180
[4126] ttgctgaaga ttatgtttag ctacaataat aagcaactca ttgtaaacga aacagttcca 240
[4127] aggcgcttct cacctcagtc ttcagataaa gctcatttga atcttcgaat caagtctgta 300
[4128] gagccggagg actctgetgt gtatctctgt gecagcagte gggactgggg gectgetgag 360
[4129] cagttcttcg gaccagggac acgactcacc gtcctagag 399

[4130] <210> 185

[4131]  <211> 819

[4132]  <212> DNA

[4133]  <213> NTLJF41
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[4134]  <220>

[4135]  <223> & REHY

[4136]  <400> 185

[4137] atgaagacgg tgactggacc tttgttcctg tgettctgge tgcagetgaa ctgtgtgage 60
[4138] agaggcgage aggtggagea gegeccteet cacctgagtg tccgggaggg agacagtgee 120
[4139] gttatcacct gcacctacac agaccctaac agttattact tcttctggta caagcaagag 180
[4140] ccgggggecaa gtcttcagtt gettatgaag gttttctcaa gtacggaaat aaacgaagga 240
[4141] caaggattca ctgtcctact gaacaagaaa gacaaacgac tctctctgaa cctcacaget 300
[4142] gcccatectg gggactcage cgegtactte tgegecagtca gtggagggac taacagtgea 360
[4143] gggaacaagc taacttttgg aattggaacc agggtgctgg tcaggccaga catccagaac 420
[4144]  ccagaacctg ctgtgtacca gttaaaagat cctcggtctc aggacagcac cctctgectg 480
[4145]  ttcaccgact ttgactccca aatcaatgtg ccgaaaacca tggaatctgg aacgttcatc 540
[4146] actgacaaaa ctgtgctgga catgaaagct atggattcca agagcaatgg ggccattgee 600
[4147] tggagcaacc agacaagctt cacctgccaa gatatcttca aagagaccaa cgccacctac 660
[4148] cccagttcag acgttccctg tgatgccacg ttgaccgaga aaagctttga aacagatatg 720
[4149] aacctaaact ttcaaaacct gtcagttatg ggactccgaa tcctectget gaaagtageg 780
[4150] ggatttaacc tgctcatgac gctgaggctg tggtccagt 819

[4151]  <210> 186

[4152]  <211> 918

[4153]  <212> DNA

[4154]  <213> N4

[4155]  <220>

[4156]  <223> &Y

[4157]  <400> 186

[4158] atgggctgta ggctcctaag ctgtgtggee ttetgectet tgggaatagg ccctttggag 60
[4159] acggctgttt tccagactcc aaactatcat gtcacacagg tgggaaatga agtgtctttce 120
[4160] aattgtaagc aaactctggg ccacgatact atgtattggt acaagcaaga ctctaagaaa 180
[4161] ttgctgaaga ttatgtttag ctacaataat aagcaactca ttgtaaacga aacagttcca 240
[4162] aggcgcttct cacctcagtc ttcagataaa gectcatttga atcttcgaat caagtctgta 300
[4163] gagccggagg actctgetgt gtatctctgt gecagecagte gggactgggg gectgetgag 360
[4164] cagttcttcg gaccagggac acgactcacc gtcctagagg atctgagaaa tgtgactcca 420
[4165] cccaaggtct ccttgtttga gccatcaaaa gcagagattg caaacaaaca aaaggctacc 480
[4166] ctcgtgtgct tggccagggg cttcttcecet gaccacgtgg agetgagetg gtgggtgaat 540
[4167] ggcaaggagg tccacagtgg ggtcagcacg gaccctcagg cctacaagga gagcaattat 600
[4168] agctactgecc tgagcagcecg cctgagggte tctgetacct tctggcacaa tcctcgaaac 660
[4169] cacttccget gccaagtgea gttccatggg ctttcagagg aggacaagtg gecagaggge 720
[4170] tcacccaaac ctgtcacaca gaacatcagt gcagaggcct ggggecgage agactgtgga 780
[4171] atcacttcag catcctatca tcagggggtt ctgtctgcaa ccatcctcta tgagatccta 840
[4172] ctggggaagg ccaccctata tgetgtgetg gtcagtggee tggtgetgat ggecatggte 900

160



CN 107223134 B Fo5l & 108/120 7
[4173] aagaaaaaaa attcctga 918

[4174]  <210> 187

[4175]  <211> 408

[4176] <212> DNA

[4177]  <213> N7

[4178]  <220>

[4179]  <223> &R

[4180]  <400> 187

[4181] atccagaacc cagaacctge tgtgtaccag ttaaaagatc ctcggtctca ggacagcacc 60

[4182] ctctgcetgt tcaccgactt tgactcccaa atcaatgtge cgaaaaccat ggaatctgga 120
[4183] acgttcatca ctgacaaaac tgtgctggac atgaaagcta tggattccaa gagcaatggg 180
[4184] gccattgect ggagcaacca gacaagcttc acctgecaag atatcttcaa agagaccaac 240
[4185] gccacctacc ccagttcaga cgttccctgt gatgecacgt tgaccgagaa aagctttgaa 300
[4186] acagatatga acctaaactt tcaaaacctg tcagttatgg gactccgaat cctcctgetg 360
[4187] aaagtagcgg gatttaacct gctcatgacg ctgaggetgt ggtccagt 408

[4188] <210> 188

[4189] <211> 519

[4190]  <212> DNA

[4191]  <213> NTJF%1

[4192] <220>

[4193]  <223> &R

[4194]  <400> 188

[4195] gatctgagaa atgtgactcc acccaaggtc tccttgtttg agccatcaaa agcagagatt 60

[4196] gcaaacaaac aaaaggctac cctcgtgtge ttggecaggg gettettcee tgaccacgtg 120
[4197] gagctgagct ggtgggtgaa tggcaaggag gtccacagtg gggtcagecac ggaccctcag 180
[4198] gcctacaagg agagcaatta tagctactge ctgagcagece gectgagggt ctetgetace 240
[4199] ttctggecaca atcctcgaaa ccacttccge tgeccaagtge agttccatgg getttcagag 300
[4200] gaggacaagt ggccagaggg ctcacccaaa cctgtcacac agaacatcag tgcagaggec 360
[4201] tggggecgag cagactgtgg aatcacttca gecatcctatc atcagggggt tctgtetgea 420
[4202] accatcctct atgagatcct actggggaag gccaccctat atgetgtget ggtcagtgge 480
[4203] ctggtgctga tggccatggt caagaaaaaa aattcctga 519

[4204]  <210> 189

[4205] <211> 18

[4206]  <212> DNA

[4207]  <213> NTLF7%

[4208] <220>

[4209]  <223> & REHY

[4210]  <400> 189

[4211] aatgatatgt ttgactat 18
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[4212]  <210> 190

[4213] <211> 21

[4214]  <212> DNA

[4215]  <213> ANTF3
[4216]  <220>

[4217]  <223> &Y

[4218]  <400> 190

[4219] gtacgctcaa atgtggataa g 21
[4220] <210> 191

[4221]  <211> 45

[4222]  <212> DNA

[4223]  <213> ANT.F¢%l
[4224] <220>

[4225]  <223> &R

[4226]  <400> 191

[4227] tgcgcagcag gtgacagtgg aggcagcaat tacaaactga cattt 45
[4228] <210> 192

[4229] <211> 15

[4230]  <212> DNA

[4231]  <213> ANT.F¢%l
[4232] <220>

[4233]  <223> & REHY

[4234]  <400> 192

[4235] aatagccaca actac 15
[4236] <210> 193

[4237] <211> 18

[4238]  <212> DNA

[4239]  <213> ANT.F¢%l
[4240] <220>

[4241]  <223> AR

[4242]  <400> 193

[4243] tcatatggtg ctggcaac 18
[4244]  <210> 194

[4245] <211> 42

[4246]  <212> DNA

[4247]  <213> NTF3
[4248] <220>

[4249]  <223> AR

[4250]  <400> 194
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[4251]
[4252]
[4253]
[4254]
[4255]
[4256]
[4257]
[4258]
[4259]
[4260]
[4261]
[4262]
[4263]
[4264]
[4265]
[4266]
[4267]
[4268]
[4269]
[4270]
[4271]
[4272]
[4273]
[4274]
[4275]
[4276]
[4277]
[4278]
[4279]
[4280]
[4281]
[4282]
[4283]
[4284]
[4285]
[4286]
[4287]
[4288]
[4289]

tgtgccageg cgagetgggg gggetatget gagecagttet te 42

<210> 195
211> 423
<212> DNA

213> NLF5

220>

223> ER

<400> 195
atgactggct
agtcaacaga
gagggaggga
tggtacaaaa
gataagaggg
ctgcacatca
agtggaggca
aac 423
<210> 196
211> 393
<212> DNA

tcctgaaggce
agactggtgg
tattgatcct
aataccctga
aagacggaag
cagcctccca

gcaattacaa

213> NLF5

220>

223> ER

<400> 196
atgggctcca
gtcacccaaa
cgccagacta
aggctgatcc
tacaaggcca
tctcagacat
ttcggaccag
210> 197
211> 831
<212> DNA

ggctectttet
gccctagaaa
atagccacaa
attactcata
ccagaacaac
ctttgtactt

ggacacgact

213> NLF5

220>

223> ERHY

<400> 197

cttgetgttg
ccagcaagtt
gaattgtgat
caacagccce
attcacagtt
gcctgaagac

actgacattt

ggtcttgagce
caaggtgaca
ctacatgtac
tggtgetgge
gcaagaagac
ctgtgccagce

caccgtccta

gttctgtgcee
aaacaaagct
tacgagaatg
acactcctga
ttcttgaaca
acagcagtgt
gggaaaggaa

ctcctgtgta
gtaacaggag
tggtatcggce
aaccttcaaa
ttcttectee
gcgagetggg
gag 393

tgcggceccaga
ctccatcget
atatgtttga
tatccgtacg
aaagcggcaa
acctctgege

ctctcttaac

caaaacacat
gaaacgtgac
aggacactgg
taggagatgt
tgctggaatt
ggggctatge

atggataaag
gactgttcaa
ctattttgcce
ctcaaatgtg
acacttctca
agcaggtgac
tgtgactcca

ggaggctgcea
attgagctgt
gcatgggcetg
ccctgatggg
ggcttctecee
tgagcagttc

120
180
240
300
360
420

60

120
180
240
300
360

atgactgget tcctgaagge cttgetgttg gttetgtgee tgeggecaga atggataaag 60

agtcaacaga agactggtgg ccagcaagtt aaacaaagct ctccatcget gactgttcaa 120
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[4290] gagggaggga tattgatcct gaattgtgat tacgagaatg atatgtttga ctattttgec 180
[4291] tggtacaaaa aataccctga caacagcccc acactcctga tatccgtacg ctcaaatgtg 240
[4292] gataagaggg aagacggaag attcacagtt ttcttgaaca aaagcggcaa acacttctca 300
[4293] ctgcacatca cagcctccca gecctgaagac acagecagtgt acctcectgege agcaggtgac 360
[4294] agtggaggca gcaattacaa actgacattt gggaaaggaa ctctcttaac tgtgactcca 420
[4295] aacatccaga acccagaacc tgctgtgtac cagttaaaag atcctcggtc tcaggacage 480
[4296] accctctgee tgttcaccga ctttgactce caaatcaatg tgccgaaaac catggaatct 540
[4297] ggaacgttca tcactgacaa aactgtgctg gacatgaaag ctatggattc caagagcaat 600
[4298] ggggccattg cctggagcaa ccagacaage ttcacctgec aagatatctt caaagagacc 660
[4299] aacgccacct accccagttc agacgttcce tgtgatgcca cgttgaccga gaaaagettt 720
[4300] gaaacagata tgaacctaaa ctttcaaaac ctgtcagtta tgggactccg aatcctcctg 780
[4301] ctgaaagtag cgggatttaa cctgctcatg acgctgagge tgtggtccag t 831

[4302] <210> 198

[4303] <211> 912

[4304]  <212> DNA

[4305]  <213> N7

[4306] <220>

[4307]  <223> &R

[4308]  <400> 198

[4309] atgggctcca ggetetttet ggtecttgage ctecctgtgta caaaacacat ggaggetgea 60
[4310] gtcacccaaa gccctagaaa caaggtgaca gtaacaggag gaaacgtgac attgagetgt 120
[4311] cgccagacta atagccacaa ctacatgtac tggtatcgge aggacactgg gcatgggetg 180
[4312] aggctgatcc attactcata tggtgectgge aaccttcaaa taggagatgt ccctgatggg 240
[4313] tacaaggcca ccagaacaac gcaagaagac ttcttcctce tgetggaatt ggettcectece 300
[4314] tctcagacat ctttgtactt ctgtgccage gegagetggg ggggetatge tgagecagtte 360
[4315] ttcggaccag ggacacgact caccgtccta gaggatctga gaaatgtgac tccacccaag 420
[4316] gtctccttgt ttgagccatc aaaagcagag attgcaaaca aacaaaagge taccctcgtg 480
[4317]  tgcttggcca ggggettett ccctgaccac gtggagetga getggtgggt gaatggeaag 540
[4318] gaggtccaca gtggggtcag cacggaccct caggectaca aggagagcaa ttatagctac 600
[4319] tgectgagea geegectgag ggtetetget accttetgge acaatccteg aaaccactte 660
[4320] cgctgccaag tgcagttcca tgggetttca gaggaggaca agtggccaga gggctcaccee 720
[4321] aaacctgtca cacagaacat cagtgcagag gcctggggee gagcagactg tggaatcact 780
[4322] tcagcatcct atcatcaggg ggttctgtet gecaaccatcce tctatgagat cctactgggg 840
[4323] aaggccaccc tatatgetgt getggtcagt ggectggtge tgatggecat ggtcaagaaa 900
[4324] aaaaattcct ga 912

[4325] <210> 199

[4326] <211> 408

[4327] <212> DNA

[4328] <213> NTLJF%1
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[4329] <220>

[4330]  <223> & REHY

[4331]  <400> 199

[4332] atccagaacc cagaacctge tgtgtaccag ttaaaagatc ctcggtctca ggacagcacc 60
[4333] ctctgcetgt tcacegactt tgactcccaa atcaatgtge cgaaaaccat ggaatctgga 120
[4334] acgttcatca ctgacaaaac tgtgctggac atgaaagcta tggattccaa gagcaatggg 180
[4335] gccattgect ggagcaacca gacaagcttc acctgecaag atatcttcaa agagaccaac 240
[4336] gccacctacce ccagttcaga cgttccectgt gatgecacgt tgaccgagaa aagcetttgaa 300
[4337] acagatatga acctaaactt tcaaaacctg tcagttatgg gactccgaat cctcctgetg 360
[4338] aaagtagcgg gatttaacct gctcatgacg ctgaggetgt ggtccagt 408

[4339]  <210> 200

[4340] <211> 519

[4341]  <212> DNA

[4342] <213> N4

[4343]  <220>

[4344]  <223> AR

[4345]  <400> 200

[4346] gatctgagaa atgtgactcc acccaaggtc tccttgtttg agccatcaaa agcagagatt 60
[4347]  gcaaacaaac aaaaggctac cctcgtgtge ttggecaggg gettettcee tgaccacgtg 120
[4348] gagctgagct ggtgggtgaa tggcaaggag gtccacagtg gggtcagecac ggaccctcag 180
[4349] gcctacaagg agagcaatta tagctactge ctgagcagece gectgagggt ctetgetace 240
[4350] ttctggecaca atcctcgaaa ccacttccge tgeccaagtge agttccatgg getttcagag 300
[4351] gaggacaagt ggccagaggg ctcacccaaa cctgtcacac agaacatcag tgcagaggec 360
[4352] tggggecgag cagactgtgg aatcacttca gecatcctatc atcagggggt tctgtetgea 420
[4353] accatcctct atgagatcct actggggaag gccaccctat atgetgtget ggtcagtgge 480
[4354] ctggtgctga tggccatggt caagaaaaaa aattcctga 519

[4355]  <210> 201

[4356]  <211> 605

[4357]  <212> PRT

[4358]  <213> N7

[4359]  <220>

[4360]  <223> &R

[4361]  <400> 201

[4362] Met Lys Thr Val Thr Gly Pro Leu Phe Leu Cys Phe Trp Leu Gln Leu

[4363] 1 5 10 15

[4364] Asn Cys Val Ser Arg Gly Glu Gln Val Glu Gln Arg Pro Pro His Leu

[4365] 20 25 30

[4366] Ser Val Arg Glu Gly Asp Ser Ala Val Ile Thr Cys Thr Tyr Thr Asp

[4367] 35 40 45
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[4368]
[4369]
[4370]
[4371]
[4372]
[4373]
[4374]
[4375]
[4376]
[4377]
[4378]
[4379]
[4380]
[4381]
[4382]
[4383]
[4384]
[4385]
[4386]
[4387]
[4388]
[4389]
[4390]
[4391]
[4392]
[4393]
[4394]
[4395]
[4396]
[4397]
[4398]
[4399]
[4400]
[4401]
[4402]
[4403]
[4404]
[4405]
[4406]

Pro
Leu
65

Gln
Asn
Val
Gly
Val
145
Phe
Gly
Ser
Cys
Val
225
Asn
Leu
Ser
Lys
Leu
305
Thr

Glu

Trp

Asn
50

Gln
Gly
Leu
Ser
Thr
130
Tyr
Thr
Thr
Lys
Gln
210
Pro
Leu
Lys
Arg
Gln
290
Leu
Ala

Val

Tyr

Ser

Leu

Phe

Thr

Gly

115

Arg

Gln

Asp

Phe

Ser

195

Asp

Cys

Asn

Val

Ala

275

Ala

Ser

Val

Ser

Lys

Tyr
Leu
Thr
Ala
100
Gly
Val
Leu
Phe
Ile
180
Asn
Ile
Asp
Phe
Ala
260
Lys
Gly
Cys
Phe
Phe

340
Gln

Tyr
Met
Val
85

Ala
Thr
Leu
Lys
Asp
165
Thr
Gly
Phe
Ala
Gln
245
Gly
Arg
Asp
Val
Gln
325

Asn

Asp

Phe
Lys
70

Leu
His
Asn
Val
Asp
150
Ser
Asp
Ala
Lys
Thr
230
Asn
Phe
Ser
Val
Ala
310
Thr

Cys

Ser

Phe Trp Tyr Lys

55
Val

Leu
Pro
Ser
Arg
135
Pro
Gln
Lys
Ile
Glu
215
Leu
Leu
Asn
Gly
Glu
295
Phe
Pro

Lys

Lys

Phe
Asn
Gly
Ala
120
Pro
Arg
Ile
Thr
Ala
200
Thr
Thr
Ser
Leu
Ser
280
Glu
Cys
Asn

Gln

Lys

Ser
Lys
Asp
105
Gly
Asp
Ser
Asn
Val
185
Trp
Asn
Glu
Val
Leu
265
Gly
Asn
Leu
Tyr
Thr

345
Leu

166

Ser
Lys
90

Ser
Asn
Ile
Gln
Val
170
Leu
Ser
Ala
Lys
Met
250
Met
Ala
Pro
Leu
His
330

Leu

Leu

Gln
Thr
75

Asp
Ala
Lys
Gln
Asp
155
Pro
Asp
Asn
Thr
Ser
235
Gly
Thr
Thr
Gly
Gly
315
Val

Gly

Lys

Glu

60

Glu

Lys

Ala

Leu

Asn

140

Ser

Lys

Met

Gln

Tyr

220

Phe

Leu

Leu

Asn

Pro

300

Ile

Thr

His

Ile

Pro

Ile

Arg

Tyr

Thr

125

Pro

Thr

Thr

Lys

Thr

205

Pro

Glu

Arg

Arg

Phe

285

Met

Gly

Gln

Asp

Met

Gly

Asn

Leu

Phe

110

Phe

Glu

Leu

Met

Ala

190

Ser

Ser

Thr

Ile

Leu

270

Ser

Gly

Pro

Val

Thr

350
Phe

Ala
Glu
Ser
95

Cys
Gly
Pro
Cys
Glu
175
Met
Phe
Ser
Asp
Leu
255
Trp
Leu
Cys
Leu
Gly
335

Met

Ser

Ser
Gly
80

Leu
Ala
Ile
Ala
Leu
160
Ser
Asp
Thr
Asp
Met
240
Leu
Ser
Leu
Arg
Glu
320
Asn

Tyr

Tyr
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[4407] 355 360 365

[4408] Asn Asn Lys Gln Leu Ile Val Asn Glu Thr Val Pro Arg Arg Phe Ser
[4409] 370 375 380

[4410] Pro Gln Ser Ser Asp Lys Ala His Leu Asn Leu Arg Ile Lys Ser Val
[4411] 385 390 395 400
[4412]  Glu Pro Glu Asp Ser Ala Val Tyr Leu Cys Ala Ser Ser Arg Asp Trp
[4413] 405 410 415
[4414]  Gly Pro Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg Leu Thr Val Leu
[4415] 420 425 430

[4416]  Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro
[4417] 435 440 445

[4418] Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val Cys Leu
[4419] 450 455 460

[4420] Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn
[4421] 465 470 475 480
[4422] Gly Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala Tyr Lys
[4423] 485 490 495
[4424]  Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val Ser Ala
[4425] 500 505 510

[4426] Thr Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gln Phe
[4427] 515 520 525

[4428] His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro
[4429] 530 53b 540

[4430] Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly
[4431] 545 550 555 560
[4432] Tle Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr Ile Leu
[4433] 565 570 575
[4434]  Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser
[4435] 580 585 590

[4436] Gly Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser

[4437] 595 600 605

[4438]  <210> 202

[4439] <211> 1824

[4440]  <212> DNA

[4441]  <213> AN T3

[4442]  <220>

[4443]  <223> AR

[4444]  <400> 202

[4445] atgactggct tcctgaagge cttgetgttg gttetgtgee tgeggecaga atggataaag 60
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[4446] agtcaacaga agactggtgg ccagcaagtt aaacaaagct ctccatcget gactgttcaa 120
[4447]  gagggaggga tattgatcct gaattgtgat tacgagaatg atatgtttga ctattttgec 180
[4448] tggtacaaaa aataccctga caacagcccc acactcctga tatccgtacg ctcaaatgtg 240
[4449]  gataagaggg aagacggaag attcacagtt ttcttgaaca aaagcggcaa acacttctca 300
[4450] ctgcacatca cagcctccca gectgaagac acagecagtgt acctctgege agcaggtgac 360
[4451] agtggaggca gcaattacaa actgacattt gggaaaggaa ctctcttaac tgtgactcca 420
[4452] aacatccaga acccagaacc tgctgtgtac cagttaaaag atcctcggtc tcaggacage 480
[4453] accctetgee tgttcaccga ctttgactce caaatcaatg tgccgaaaac catggaatct 540
[4454] ggaacgttca tcactgacaa aactgtgctg gacatgaaag ctatggattc caagagcaat 600
[4455] ggggccattg cctggagcaa ccagacaage ttcacctgec aagatatctt caaagagacc 660
[4456] aacgccacct accccagttc agacgttcece tgtgatgeca cgttgaccga gaaaagettt 720
[4457] gaaacagata tgaacctaaa ctttcaaaac ctgtcagtta tgggactccg aatcctcctg 780
[4458] ctgaaagtag cgggatttaa cctgctcatg acgctgagge tgtggtccag tcgggecaag 840
[4459] cggteeggat ccggagecac caacttcage ctgetgaage aggecggega cgtggaggag 900
[4460] aaccceggece ccatgggete caggetettt ctggtettga gectectgtg tacaaaacac 960
[4461] atggaggctg cagtcaccca aagccctaga aacaaggtga cagtaacagg aggaaacgtg 1020
[4462] acattgagct gtcgccagac taatagccac aactacatgt actggtatcg gcaggacact 1080
[4463] gggcatggge tgaggctgat ccattactca tatggtgcetg gecaaccttca aataggagat 1140
[4464] gtccetgatg ggtacaagge caccagaaca acgcaagaag acttcttect cctgetggaa 1200
[4465]  ttggcttcte cctctcagac atctttgtac ttctgtgeca gegegagetg ggggggctat 1260
[4466] gctgagcagt tcttcggacc agggacacga ctcaccgtce tagaggatct gagaaatgtg 1320
[4467] actccaccca aggtctectt gtttgagecca tcaaaagcag agattgcaaa caaacaaaag 1380
[4468] gctacccteg tgtgettgge caggggette ttccctgace acgtggaget gagetggtgg 1440
[4469] gtgaatggca aggaggtcca cagtggggtc agcacggace ctcaggecta caaggagage 1500
[4470] aattatagct actgcctgag cagecgectg agggtctetg ctaccttetg gecacaatcet 1560
[4471]  cgaaaccact tccgctgcca agtgcagttc catgggcttt cagaggagga caagtggeca 1620
[4472]  gagggctcac ccaaacctgt cacacagaac atcagtgcag aggcctgggg ccgagecagac 1680
[4473]  tgtggaatca cttcagcatc ctatcatcag ggggttctgt ctgcaaccat cctctatgag 1740
[4474]  atcctactgg ggaaggccac cctatatget gtgetggtca gtggcctggt getgatggee 1800
[4475] atggtcaaga aaaaaaattc ctga 1824
[4476]  <210> 203

[4477]  <211> 607

[4478] <212> PRT

[4479]  <213> N4

[4480] <220>

[4481]  <223> AR

[4482]  <400> 203

[4483] Met Thr Gly Phe Leu Lys Ala Leu Leu Leu Val Leu Cys Leu Arg Pro
[4484] 1 5 10
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[4485] Glu Trp Ile Lys Ser Gln Gln Lys Thr Gly Gly Gln Gln Val Lys Gln
[4486] 20 25 30

[4487] Ser Ser Pro Ser Leu Thr Val Gln Glu Gly Gly Ile Leu Ile Leu Asn
[4488] 35 40 45

[4489] Cys Asp Tyr Glu Asn Asp Met Phe Asp Tyr Phe Ala Trp Tyr Lys Lys
[4490] 50 55 60

[4491]  Tyr Pro Asp Asn Ser Pro Thr Leu Leu Ile Ser Val Arg Ser Asn Val
[4492] 65 70 75 80
[4493] Asp Lys Arg Glu Asp Gly Arg Phe Thr Val Phe Leu Asn Lys Ser Gly
[4494] 85 90 95
[4495] Lys His Phe Ser Leu His Ile Thr Ala Ser Gln Pro Glu Asp Thr Ala
[4496] 100 105 110

[4497] Val Tyr Leu Cys Ala Ala Gly Asp Ser Gly Gly Ser Asn Tyr Lys Leu
[4498] 115 120 125

[4499]  Thr Phe Gly Lys Gly Thr Leu Leu Thr Val Thr Pro Asn Ile Gln Asn
[4500] 130 135 140

[4501]  Pro Glu Pro Ala Val Tyr Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser
[4502] 145 150 155 160
[4503] Thr Leu Cys Leu Phe Thr Asp Phe Asp Ser Gln Ile Asn Val Pro Lys
[4504] 165 170 175
[4505]  Thr Met Glu Ser Gly Thr Phe Ile Thr Asp Lys Thr Val Leu Asp Met
[4506] 180 185 190

[4507] Lys Ala Met Asp Ser Lys Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln
[4508] 195 200 205

[4509] Thr Ser Phe Thr Cys Gln Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr
[4510] 210 215 220

[4511]  Pro Ser Ser Asp Val Pro Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe
[4512] 225 230 235 240
[4513]  Glu Thr Asp Met Asn Leu Asn Phe Gln Asn Leu Ser Val Met Gly Leu
[4514] 245 250 255
[4515] Arg Ile Leu Leu Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu
[4516] 260 265 270

[4517] Arg Leu Trp Ser Ser Arg Ala Lys Arg Ser Gly Ser Gly Ala Thr Asn
[4518] 275 280 285

[4519]  Phe Ser Leu Leu Lys Gln Ala Gly Asp Val Glu Glu Asn Pro Gly Pro
[4520] 290 295 300

[4521] Met Gly Ser Arg Leu Phe Leu Val Leu Ser Leu Leu Cys Thr Lys His
[4522] 305 310 315 320
[4523] Met Glu Ala Ala Val Thr Gln Ser Pro Arg Asn Lys Val Thr Val Thr
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[4524] 325 330 335
[4525] Gly Gly Asn Val Thr Leu Ser Cys Arg Gln Thr Asn Ser His Asn Tyr
[4526] 340 345 350

[4527] Met Tyr Trp Tyr Arg Gln Asp Thr Gly His Gly Leu Arg Leu Ile His
[4528] 355 360 365

[4529]  Tyr Ser Tyr Gly Ala Gly Asn Leu Gln Ile Gly Asp Val Pro Asp Gly
[4530] 370 375 380

[4531]  Tyr Lys Ala Thr Arg Thr Thr Gln Glu Asp Phe Phe Leu Leu Leu Glu
[4532] 385 390 395 400
[4533] Leu Ala Ser Pro Ser Gln Thr Ser Leu Tyr Phe Cys Ala Ser Ala Ser
[4534] 405 410 415
[4535] Trp Gly Gly Tyr Ala Glu Gln Phe Phe Gly Pro Gly Thr Arg Leu Thr
[4536] 420 425 430

[4537] Val Leu Glu Asp Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe
[4538] 435 440 445

[4539]  Glu Pro Ser Lys Ala Glu Ile Ala Asn Lys Gln Lys Ala Thr Leu Val
[4540] 450 455 460

[4541] Cys Leu Ala Arg Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp
[4542] 465 470 475 480
[4543]  Val Asn Gly Lys Glu Val His Ser Gly Val Ser Thr Asp Pro Gln Ala
[4544] 485 490 495
[4545]  Tyr Lys Glu Ser Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg Val
[4546] 500 505 510

[4547]  Ser Ala Thr Phe Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val
[4548] 515 520 525

[4549]  Gln Phe His Gly Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro
[4550] 530 535 540

[4551] Lys Pro Val Thr Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp
[4552] 545 550 555 560
[4553] Cys Gly Ile Thr Ser Ala Ser Tyr His Gln Gly Val Leu Ser Ala Thr
[4554] 565 570 575
[4555] Tle Leu Tyr Glu Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu
[4556] 580 585 590

[4557] Val Ser Gly Leu Val Leu Met Ala Met Val Lys Lys Lys Asn Ser
[4558] 595 600 605

[4559]  <210> 204

[4560]  <211> 16

[4561]  <212> PRT

[4562]  <213> &
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[4563]  <400> 204

[4564] Cys Ala Val Ser Gly Gly Thr Asn Ser Ala Gly Asn Lys Leu Thr Phe
[4565] 1 5 10 15
[4566]  <210> 205

[4567] <211> 14

[4568]  <212> PRT

[4569]  <213> B,

[4570]  <400> 205

[4571]  Cys Ala Ser Ala Ser Trp Gly Gly Tyr Ala Glu Gln Phe Phe
[4572] 1 5 10

[4573]  <210> 206

[4574]  <211> 14

[4575]  <212> PRT

[4576]  <213> B,

[4577]  <400> 206

[4578] Cys Thr Cys Ser Ala Asp Arg Gly Ala Glu Thr Leu Tyr Phe
[4579] 1 5 10

[4580]  <210> 207

[4581] <211> 15

[4582]  <212> PRT

[4583] <213>

[4584] <220

[4585]  <221> MISC FEATURE

[4586]  <222> (9)..(9)

[4587]  <223> HPXEHNAM, AR, REBK, RZAR,

[4588] ERrElL, AAEMK, HEAbK, AE2A%, 2REAR,

[4589] -maEle, MAMK, WER, FNAR, WEK, 2=,

[4590] Traie, CWAEIR, MEEIR, B

[4591]  <400> 207

[4592] Cys Ala Ala Asp Ser Ser Asn Thr Xaa Tyr Gln Asn Phe Tyr Phe
[4593] 1 5 10 15
[4594]  <210> 208

[4595]  <211> 133

[4596]  <212> PRT

[4597]  <213> &

[4598]  <220>

[4599]  <221> MISC FEATURE

[4600]  <222> (116) .. (116)

[4601]  <223> HPXZEHNAEM, AR, REBK, RZARK,
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[4602]
[4603]
[4604]
[4605]
[4606]
[4607]
[4608]
[4609]
[4610]
[4611]
[4612]
[4613]
[4614]
[4615]
[4616]
[4617]
[4618]
[4619]
[4620]
[4621]
[4622]
[4623]
[4624]
[4625]
[4626]
[4627]
[4628]
[4629]
[4630]
[4631]
[4632]
[4633]
[4634]
[4635]
[4636]
[4637]
[4638]
[4639]
[4640]

EMAEATE, AEKR, AEbk, d4%K, 2RER,
SRR, AR, PREAKR, KNEAR, HER,
SR, tERKR, BER,
<400> 208

Met Gln Arg

1
Cys

Leu

Met

Ser

65

Ser

Asp

Ser

Thr

Trp

His

Arg

50

Leu

Ala

Ala

Asn

Val
130

Val

Glu

35

Ser

Phe

Phe

Gln

Thr

115
Ile

<210> 209
211> 269
<212> PRT

213>

<220>
<221> MISC_FEATURE
<222> (116) .. (116)

<223> HAPXRHNAR,

Asn Leu
5

Arg Gly

20

Gly Thr

Val Gln
Tyr Leu
Asp Ser

85
Leu Glu
100

Xaa Tyr

Pro Asn

Gly

Asp

Asp

Trp

Ala

70

Lys

Asp

Gln

MR, REB, REAAR,

%]

Ala

Gln

Ser

Phe

95

Ser

Glu

Ser

Asn

IR

Val

Val

Ala

Gly

Phe
120

Leu Gly
10

Glu Gln

25

Leu Arg

Gln Asn

Thr Lys

Arg Tyr
90

Thr Tyr

105

Tyr Phe

Ile

Ser

Cys

Ser

Glu

75

Ser

Phe

Gly

YR IR,

Leu

Pro

Asn

Arg

60

Asn

Thr

Cys

Lys

AR, BEKR, tEME, HEAR, ReElk,
SRR, BAR, FHREAR, FHRAR, WAR, 220%,

AR, CRIR, A, SRR

<400> 209
Met Gln Arg Asn Leu Gly Ala Val Leu Gly Ile Leu Trp Val Gln Ile

1

5

10

Ser
Phe
45

Gly
Gly
Leu

Ala

Gly
125

Val
Ala
30

Thr
Ser
Arg
His
Ala

110
Thr

Gln
15

Leu
Thr
Leu
Leu
Ile
95

Asp

Ser

15

Ile

Ser

Thr

Ile

Lys

80

Arg

Ser

Leu

Cys Trp Val Arg Gly Asp Gln Val Glu Gln Ser Pro Ser Ala Leu Ser

20

25

30

Leu His Glu Gly Thr Asp Ser Ala Leu Arg Cys Asn Phe Thr Thr Thr
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[4641] 35 40 45

[4642] Met Arg Ser Val Gln Trp Phe Arg Gln Asn Ser Arg Gly Ser Leu Ile
[4643] 50 55 60

[4644]  Ser Leu Phe Tyr Leu Ala Ser Gly Thr Lys Glu Asn Gly Arg Leu Lys
[4645] 65 70 75 80
[4646] Ser Ala Phe Asp Ser Lys Glu Arg Arg Tyr Ser Thr Leu His Ile Arg
[4647] 85 90 95
[4648] Asp Ala Gln Leu Glu Asp Ser Gly Thr Tyr Phe Cys Ala Ala Asp Ser
[4649] 100 105 110

[4650] Ser Asn Thr Xaa Tyr Gln Asn Phe Tyr Phe Gly Lys Gly Thr Ser Leu
[4651] 115 120 125

[4652] Thr Val Tle Pro Asn Ile Gln Asn Pro Glu Pro Ala Val Tyr Gln Leu
[4653] 130 135 140

[4654] Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu Phe Thr Asp Phe
[4655] 145 150 155 160
[4656] Asp Ser Gln Ile Asn Val Pro Lys Thr Met Glu Ser Gly Thr Phe Ile
[4657] 165 170 175
[4658] Thr Asp Lys Thr Val Leu Asp Met Lys Ala Met Asp Ser Lys Ser Asn
[4659] 180 185 190

[4660] Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr Cys Gln Asp Ile
[4661] 195 200 205

[4662]  Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp Val Pro Cys Asp
[4663] 210 215 220

[4664] Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met Asn Leu Asn Phe
[4665] 225 230 235 240
[4666]  Gln Asn Leu Ser Val Met Gly Leu Arg Ile Leu Leu Leu Lys Val Ala
[4667] 245 250 255
[4668]  Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser Ser

[4669] 260 265
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