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Z 3
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et - RE 0994 - - \ RE 0.998

- o . Efficiency: 114 644 prt » Efficiency: 105.353
b - : : EE : .

::_..__——- : /// j : . :; /-,- . :

QD] Broled A EFY Q7 B0l A Erg 2

(c) (d)

EE ——— R Slope 3129 EE o HE Siope: -3.189
= A : ? gmgeﬁ 108 743 ol L Eticoncy 105 067
s ) : : = Vo 7
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<110> KOGENE BIOTECH CO. LTD

<120> DETECTION SET FOR DENGUE VIRUS SEROTYPES USING MULTIPLEX
REAL-TIME PCR AND DETECTION METHOD THEREOF

<130> DP180022

<160> 14

<170> KoPatentIn 3.0
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<210> 1
<211> 22
<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 1 specific forward primer DENV1F1

<400> 1

gyttcctgtg agccattgtg aa 22
<210> 2

<211> 29

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 1 specific reverse primer DENVIR1

<400> 2

gaaacccaat acatttcatg agtagaatt 29
<210> 3

<211> 28

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 1 specific forward primer DENV1F2

<400> 3

gatttagcaa cattctrgat gtcatgtt 28
<210> 4

<211> 27

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 1 specific reverse primer DENVIR2

<400> 4

tacatttcat grgtrgaatt tcttgag 27
<210> 5

<211> 31

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 1 specific probe DENV1 probe
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<400> 5

actgcygaca caatrtttcc tgttccacat g 31
<210> 6

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 2 specific forward primer DENV2F1

<400> 6

tgcccaacac aaggrgaacc 20
<210> 7

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 2 specific reverse primer DENVZR1

<400> 7

gcrcaggtca caatgecycce 20
<210> 8

<211> 27

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 2 specific probe DENVZ2 probe

<400> 8

tggtrgacag aggatggggr aatggat 27
<210> 9

<211> 24

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 3 specific forward primer DENV3F1

<400> 9

cgggaaaacc gtctatcaat atgc 24
<210> 10

<211> 23

<212> DNA

_12_
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<213> Artificial Sequence

<220><223> Dengue virus type 3 specific reverse primer DENV3R1

<400> 10

tgagaatctc ttcgccaact gtg 23
<210> 11

<211> 27

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 3 specific probe DENV3 probe

<400> 11

aacgcgtgag aaaccgtgtg tcaactg 27
<210> 12

<211> 24

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 4 specific forward primer DENV4F1

<400> 12

ggtgaagaga ttctcracyg gact 24
<210> 13

<211> 20

<212> DNA

<213> Artificial Sequence

<220><223> Dengue virus type 4 specific reverse primer DENV4R1

<400> 13

tgctgttggy gggatggaaa 20
<210> 14

<211> 27

<212> DNA

<213> Artificial Sequence
<220><223> Dengue virus type 4 specific probe DENV4 probe
<400> 14

tcygggaaag gacccttacg gatggtg 27

_13_
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