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00000000 ooD0ooO0DO0oU0o0oDO0ooo0DO0o0D0DOoDU0oOoDDoDOOoDO0DO0ODoODO0OOoODDOD G

0]

ne Chip)OOODDODODODODOOOODDODDDDO(antaClara) 0000 00OD0O0D0O0O (Affymet
YoooooooDooooooooDoooDooooooooDooooooooDoooao
0Ooo0o0oo0oooDO0ooo0DooODU0ooDOooo0DOo0oDO0o0oDUooDoDooDoooDooDOO
O0O000000D0OD0OD0OO00OD0O0O (separate gened)0 000 O0O0DOOO0OODODOO
O00D0DDDOD000O0O0D0O0OODO Affymetrix Gene ChippU OO O OooooO0oO0OaO
0oo0o0oo0oo0ooDO0ooo0DOooODU0oDooo0Do0oDO0oDUooDoDooDoDooDooDOOd
(present)J 000 (CcalDO DO O0ODODDODOOODDOOOOODO (scale factor)d O
0000000000000 ooDDoDDoDo0D0o0O00oooooDOo0O0odao (backgroun
eveDI 000D ODOODODODODDODODDODOOODODDODODODDODODODODODODODDOODOO
(HipfeDO OOOOODODODODUOODODOOO@resent)D 0000000 ODOOO
OooDD0DO00(ut-ofHO D00 O0DODODODDDODODODODODODODOODODDODOOOO

-
Oo0oooQg=-Oodoooogo X

O 0Ooooo

0
000

oo

000

0000000000000 o0Do0Do0Do0DO0o00Do0DoD0DOoODOoOoDOoDOoOO0OO0DO0ODO0OODaO((pre
sent) 0 000000000 O0DODUODODDODOODOODODDODDUODDODDODOOODODODODODDOO
00000000 oDoDUooo0Do0oDU0DooDUooOoDO0oDo0DOooDU0ooODOoOoDOoDOooODOoDoOoDoOoOaO
O,.000000D000DO0O0o00,. 00000000000 ooDOooo0DooDo0DooDooao
0 O 0O ¢hierarchical clusteringDD D 000 0D0OOOODDOOOOOOOODODOOO
0o0o0o0DDDO0D0000o0o0o0DoDDoDoDO000O00O0o0oDDDOO0O0O0OdOOoO (median expr
ession) D 000000000 ODODDODDODODODO0DOOODOODDODODODODOODOODODOODODOGO

Ooooooooeooooogoos

gooooOoOOO0oOooooooooDbOOoO0oUoUodooobDboDoDbOD oo uoooooDooao
goooobobooooooooobDbbooooooobopbobpbobopooooooboooDb oo
O0000O00OO0D0D0D0O0O0Od (Pearson correlation) 0 0 0O 0O O O O (average linkage)O
gooooDooOOoooooooao

ooooDooD
0oooDoDDoDo0o0o0o0o0ooooDoDDoDo0D00o00o0oooDoDoDoDoDo0DoooooDooDoDOoao
gooooDoOooooodoooooDoDoDo0ooodoooDoDoDoDoDoooooooooaoOoao
gooooOobOOOoOoooooooobDDbbOooUoUoUooooboDbbobO oo uooooDb oo
ooooobobooooooooobDDbOoOoooooobopboDbpbobobooooooooDb oo
00o0o0DD0DD0DO0D00O00ooooDo0DO0o000daoao(significance analysis of microarr

ay) D0 o0Do0ooO0oo0OdCusherd)OODOOODOOOODODDODODOOODODODOODOO
ooooo0o ., 0b000b0O0b00b0A0OOCDOODODODOODODODOGODO (fold change)d

10

20

30

40

50



000000 oDo0DoDoDooDoDooDoooDoooo
000000000000 00O0O0Od((percentile

oo ogogooao
OO0 OooOgooo

O

O

o0 OooOooo

OO ooo0ogao

oo ooQgooao

OO ooo0oogao

(29)

JP 2008-504034 A 2008.2.14

0000000000000 O0D0000O0D0O000O00O0ODO0O0oO0oOooooaon
0000000000000 O0D0000O0D00D00D00O0DO0O0DO0OO0ODOODOOn
0000000000000 O00000O0000000O000O00GOO (Bonferroni
tionJ 000000000 (Student)J 0000000000000 O000O000O

0000000000000 0D00D0D0O0D0OO0O0OO0OODO0ODOOO0O

000000000000 DO0D0OC0OO0O0OOODOO0O0OODOO0ODOOO0O
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DO00oDo0O00O00O000

E%
BEECHITS TA—NWRF o7 AF—NEF Y

PSID hREDFIEE (7B R RMEE N v E m R

200078 s at 3954 2 3

200601 at 9254 2 7

200612 s at 2396 2 5

200644 at 7240 3 6

200660 at 14659 3 4

200707 at 3153 2 51

200736 s at 7305 3 3

200737 at 2423 2 2

200783 s at 1028 2 2

200825 s at 3746 3 3

200827 at 1593 2 2

D00837 at 5817 2 5

200838 at 19225 8 17

200839 s at 28353 5 7

200859 x at 9665 3 7

200910 at 7780 2 4

200950 at 8419 3 7

200954 at 3132 2 6

200966 x at 27388 2 3

200967 at 6154 2 4

200968 s at 5587 2 7

000000 (default random number)
analysis) D 00000000 O0ODOOO

ooad
oood
correc
ooaod
ooo
ooo
ooad
ooo
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200972 at 2943 3 3
201038 s at 1480 2 2
201051 at 5439 2 5
201105 at 33285 4 5
201106 _at 7546 2 4
201188 s at 1730 2 3
201189 g at 3870 3 3
201195 s at 6005 4 18
201202 at 1860 3 2
201251 at 23965 5 11
201252 at 901 2 3
201271 s at 1648 2 5
201291 s at 601 3 42
201313 at 2414 5 6
201346 at 3359 2 2
201393 s at 2166 2 5
201416 at 4845 4 4
201417 at 2903 2 4
201470 at 18525 4 4
201474 3 at 2471 5 22
201485 s at 1398 2 10
201486 at 1105 2 3
201536 at 2441 2 4
201614 5 at 651 2 4
201660 at 4713 7 3
201661 s at 3136 6 5
201662 s at 2693 5 3
201670 5 at 3047 2 12
201714 at 993 2 3
201765 s at 5475 4 5
001792 at 3897 3 4
201804 x at 5609 3 3
201819 at 2575 5 3
201850 at 11103 10 20
201880 at 1833 2 3
201910 at 3854 4 4
201911 s at 2154 3 4
201931 at 2578 3 2
201954 at 25901 9 15
201976 s at 7657 2 6
202069 3 at 855 2 3
202070 s at 2490 4 5
202111 at 1380 3 9
202154 x at 10260 3 4
202185 at 8493 4 6
202188 at 1269 3 9
202219 at 5630 3 7
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202224 at 2650 3 4
202225 at 1534 2 2
202260 s at 7877 6 6
202295 s at 15129 6 4
202329 at 3438 4 4
002367 at 898 2 2
202370 s at 4669 3 2
202478 at 7922 3 11
002503 s at 2424 3 5
202589 at 3494 2 6
202603 at 3772 3 2
002705 at 1058 4 4
202737 s at 2865 3 4
202779 s at 3400 9 55
202785 at 1134 2 6
202862 at 2540 6 4
202898 at 4736 4 63
202954 at 1357 2 2
202958 at 2401 4 3
202961 s at 19648 4 5
202986 at 2052 3 28
203011 at 1346 2 2
203022 at - 1068 2 2
203069 at 560 15 13
03071 at 958 19 3
203094 at 968 2 2
203145 at 513 2 2
203167 at 2523 3 5 ]
203217 s at 6416 3 5
203234 at 725 3 3
203256 at 7799 5 31
203262 s at 2482 2 2
203300 x at 5278 3 16
203315 at 3273 2 2
203366 at 847 2 2
203396 at 3946 2 3
203452 at 579 4 12
203456 at 1132 2 3
203502 at 657 3 3
203518 at 2943 3 7
203554 x at 5056 3 4
203557 s at 839 2 2
203570 at 2553 4 15
203590 at 3093 3 7
203643 at 1380 3 8
203663 s at 9720 5 3
203668 at 1963 2 3
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203693 s at 588 3 3
203695 s at 1548 6 3
203723 at 4087 3 9
203729 at 9154 2 14
203730 s_at 517 3 3
203731 s at 691 3 2
203775 _at 1251 4 3
203827 at 3380 11 8
203878 s at 2036 8 5
204014 at 7184 10 46
204015 s at 2207 > 15
204033 at 2134 7 7
204092 s at 664 3 3
204099 at 2496 6 6
204170 s at 1362 3 4
204167 s at 2889 3 4
204198 s at 4024 3 3
204202 at 875 3 3
204228 at 12594 2 3
204244 5 at 538 4 4
204247 s at 689 3 27
204252 at 5294 5 7
204262 5 at 1003 4 5
204423 at 689 4 3
204436 at 3113 3 3
204458 at 908 3 3
204467 s at 1910 3 6
204584 at 9677 21 135
204585 s at 805 i3 17
204647 at 1693 3 3
204654 s at 3894 4 25
204709 s at 312 24 16
204778 x at 537 2 4
204779 s at 1641 4 4
204857 at 2736 3 297
204932 at 241 3 3
204973 at 1478 3 7
204995 at 496 4 6
205051 s at 3875 4 3
205142 x at 937 2 3
205169 _at 267 2 7
205373 at 579 10 8
205376 at 815 2 3
205405 at 2302 4 11
205447 s at 567 13 3
205458 at 3288 6 8
205566 _at 2684 7 8

10

20

30

40



goooogag

(33)

JP 2008-504034 A 2008.2.14

205591 at 1190 5 3
205681 at 1316 8 12
205690 5 at 9179 8 g
203691 at 226 7 5
205717 x_at 8127 3 3
205813 5 at 430 11 9
205937 at 301 7 5
205945 at 772 2 4
205996 s at %09 2 3
206128 at 364 3 3
206307 s at 534 8 4
206332 s at 4671 2 2
206397 x at 1436 6 43
206441 s at 3681 6 31
206462 s at 9953 53 24
206503 x at 419 8 9
206617 s at 398 4 19
206630 at 23194 3 46
206688 s at 2989 3 2
206696 at 6446 7 191
206777 s at 683 4 7
206864 s at 42] 5 5
206976 s at 3375 4 3
207038 at 1986 G 47
207060 at 497 4 5
207144 5 at 593 17 24
207163 § at 3217 3 10
207183 at 230 6 6
207592 s at 350 5 14
207614 s at 2139 2 6
207622 s at 882 2 16
207828 s at 997 3 3
208002 s at 3142 3 7
208089 s at 1374 3 6
208308 s at 12282 4 9
208540 x at 5257 2 2
208644 at 2242 2 3
208657 s at 1547 2 4
208677 s at 5414 3 14
208696 at 7351 4 3
208710 s at 1112 3 44
208723 at 4402 3 6
208744 x al 1673 4 49
208837 at 3997 2 3
208916 at 1630 3 5
208928 at 1435 4 7
208956 x at 7772 3 2
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208974 x at 6025 2 6
208975 g at 1085 2 3
209015 s at 1739 4 4
209036 s at 3944 3 3
209053 s at 269 7 10
209072 at 6299 4 18
209079 x at 12870 3 3
209081 s at 3160 3 2
209123 at 4686 4 3
209132 5 at 4385 5 12
209172 s at 268 3 3
209197 at 820 3 3
200108 s at 491 3 3
200247 s at 1486 2 2
209254 at 1384 4 7
209255 at 4283 6 8
209256 s at 4949 3 6
209283 at 12529 5 3
209345 s at 1678 2 2
209407 s at 1461 2 6
209515 s at 5827 5 15
209773 s at 1243 3 5
209825 s at 765 2 3
209827 s at 4884 7 7
200828 s at 1146 4 5
200848 s at 32959 7 74
209875 s at 3038 21 12
209032 5 at 7126 3 5
210052 5 at 1085 3 6
210073 at 337 4 6
210111 s at 7841 5 3
210127 at 391 2 9
210854 x at 2100 2 6
210926 at 574 2 3
210948 s at 396 2 4
210951 x at 2501 2 13
211013 x at 498 8 13
211052 s at 1399 3 2
211066 x at 12431 2 2
211373 s at 2063 5 6
211564 s at 1992 3 2
211752 ¢ at 2183 2 2
211759 x at 5674 2 3
211833 5 at 502 2 28
212000 at 339 3 14
212070 at 13437 2 4
212081 x at 1457 2 4
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212119 at 4415 2 S
212178 5 at 2976 3 14
212193 s at 3646 3 10
212247 at 1716 3 3
212285 s at 4252 2 4
212312 at 1234 4 2
212338 at 1598 3 4
212402 at 3019 3 4
212472 at 1987 3 5
212473 s at 3747 3 4
212512 s at 1441 3 2
212520 s at 2188 2 4
212332 at 2611 2 2
212715 s at 1083 3 4
212739 s at 2736 2 3
212744 at 959 3 3
212745 s at 376 2 15
212793 at 3123 4 5
212796 s at 2511 2 2
213002 at 1439 2 3
213007 at 968 3 4
213008 at 1086 6 10
213096 _at 924 3 3
213131 at 1392 3 3
213169 at 4028 5 4
213213 at 1926 4 3
213217 at 5848 10 6
213241 at 9479 4 23
213274 s at 18263 12 26
213275 x at 17604 7 3
213330 s at 1233 2 7
213333 at 1845 2 3
213338 at 932 6 4
213392 at 1022 2 2
213474 at 723 2 3
213496 at 2322 3 7
213573 at 1643 2 3
213587 s at 10416 18 9
213638 at 1827 26 102
213670 x at 1959 2 4
213720 s at 2248 2 3
213746 5 at 4187 3 14
213836 s at 2605 8 5
213895 at 1279 3 4
213960 at 11768 80 29
214023 x at 1602 7 9
214068 at 2148 9 10
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214104 at 814 2 3
214201 x at 746 2 3
214581 x at 510 5 5
214614 at 542 10 9
214632 at 358 2 2
214656 x at 2977 2 2
214687 x at 26310 2 3
214708 at 249 2 3
214710 s at 575 2 3
214714 at 2366 4 9
214717 at 471 4 4
214752 x at 6462 3 4
214778 at 311 3 27
214841 at 913 9 11
214893 x at 214 10 9
214896 at 3071 8 11
215025 at 2365 149 93
215115 x at 12421 34 15
215126 at 4940 8 i9
215155 at 305 6 4
215311 at 10093 86 30
215812 g at 1176 3 13
215836 s at 9406 3 3
216194 g at 3011 3 3
216973 s at 1732 6 4
217033 x at 10961 21 19
217104 at 317 6 3
217226 s at 2191 3 3
217297 s at 838 3 21
217377 x at 12402 27 18
217419 x at 2742 3 5
217624 at 349 21 20
217799 % at 1724 2 11
217827 s at 4762 2 2
217867 x at 9024 3 9
217871 s at 19519 3 i1
217891 at 1271 2 3
218009 s at 1557 4 3
218030 at 1316 2 3
218074 at 3594 2 4
218143 5 at 4007 3 5
218151 x at 1384 2 2
218152 at 1440 2 3
218161 s at 941 5 5
218175 at 3563 3 2
218330 s at 3853 7 4
218349 5 at 588 3 14
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218359 at 796 3 5
218376 s at 1931 4 4
218447 at 2209 2 3
218542 at 409 3 6
218564 at 433 2 4
218608 at 627 3 4
218678 at 11356 14 20
218774 at 1061 2 5
218786 at 732 3 2
218824 at 1351 3 5
218839 at 1996 38 7
218856 at 3199 5 4
218888 s at 906 6 5
218931 ai 911 3 2
218952 at 2661 7 7
218956 s at 1840 4 3
218980 at 1627 3 8
218996 at 1859 4 &
219011 at 113 4 3
219039 at 1852 2 5
219040 at 480 3 10
219041 s at 3435 4 2
219051 x at 1127 3 8
219066 at 621 4 2
219143 s at 3618 9 13
219148 at 426 2 3
219152 at 365 13 10
219219 at 859 2 3
219361 s at 1033 3 7
219372 at 376 2 2
219408 at 421 3 36
719478 at 5485 80 18
219491 at 547 3 12
219522 at §22 4 3
219537 x at 411 3 6
219555 s at 402 12 21
219578 s at 1419 17 26
219634 at 686 3 15
219637 at 353 3 3
219703 at 378 3 3
219742 at 409 3 9
219895 at 528 6 3
219933 at 1399 2 2
220116 at 748 5 3
220155 s at 5010 5 6
220178 at 5915 9 15
220454 s at 581 2 2
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220864 s at 8416 3 3
220048 s at 11794 2 3
220973 s at 497 4 3
220974 x at 2540 2 2
220980 s at 3598 3 2
221059 s at 2438 ) 3
221483 5 at 9194 3 3
221484 at 3834 3 3
221538 s at 3971 3 3
221558 s at 2356 3 5
221577 x at 4897 28 38
221641 5 at 1199 2 4
221688 s at 3740 2 4
221710 x at 728 2 2
221732 at 931 3 2
221759 at 1261 4 21
221797 at 430 2 7
221799 at 1601 5 3
221815 at 3293 17 144
221882 s at 1144 5 6
221902 at 2491 4 4
221909 at 243 22 17
221962 5 at 1132 2 6
222116 s at 4208 2 4
222153 at 445 3 8
222155 s at 1264 3 10
222175 s at 2415 3 6
222166 at 224 3 6
222199 5 at 2152 2 3
222206 s at 383 4 12
222212 3 at 3715 3 4
222231 3 at 2724 3 2
222234 g at 754 4 12
222240 g at 1331 3 3
222294 g at 2193 3 5
32811 at 4194 2 3
40560 at 1629 3 5
44783 g al 8503 14 6
46665 at 7835 4 3
55093 at 3032 4 4
53825 at 10096 14 74
87100 at 737 6 70

gooooao

0oDooo0oo0o0oDoDOooo0Do0oo0DooDooDoDO0oDO0DoDU0ooODDOoDOoDOooODOoDoODOooOaO
0000000000000 O0o000oDU0o0OD0OO0D0DO0OO00O0OD0ODDOaOd (array dataset
) 0DO0DDDODO0D0DO0DO0DU0ODO0DD0DO0DDDODOD0DO0DODO0DDODDDODOOOOOOOoDDO(NCBI/ZGen
bank GEO database)l 0 D O 0D 00 0D0DO0OOO0ODODDOOOODODOOAORDO (series entry

pending)d O
Oooooao
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psid &8 BEBCHrD | RERBIEES J+—JLK
FRIEOHRRE [EEREHBICBITS Fxo
FREBORIRE
HERORED LU
215025 at | NTRK3 2365.1 19.9 118.8
204709 s at | KNSLS 311.8 13.5 23.1
204585 s at | LICAM var | 805.2 49 16.4
218678 at | NES 11355.5 703.6 16.1 0
202260 s at | STXBPI 7877.1 1312 6.0
204995 at | p35 496.3 89.2 5.6
208308 s at | GP1 12281.7 2238.2 5.5
201340 s at | ENCI 390.8 74.9 5.2
209072 at | MBP 6299.1 1215.9 5.2
MO E
214614 at | HOXB9 541.6 54.4 10.0
205447 s at | MAP3K12 566.5 76.5 7.4
BRORE
206397 x_at | GDF] 1436.1 | 130.1 11.0
205458 at | MCIR 3287.6 [458.1 7.2 20
7 AROEH
213274 s at | CSTTB 18262.9 1261.4 145
208677 s at | BSG 5413.8 1088 5.0
HEaY 1 o NOFIE
219578 s at | CPEB1 1418.5 75.6 18.8
207144 s at | CITEDI 593 .4 33.5 17.7
204252 at | CDK2 5203.7 869.3 6.1
211373 s at | PSEN2 2063.3 403.2 5.1
#HBasE
221577 x at| PLAB 4896.9 173.9 28.2 30
205681 at | BCL2Al 1316.4 135.1 9.7
40
204545 at | PEX6 379.1 23.9 15.9
201850 at | CAPG 11103.2 725.6 15.3
204014 at | DUSP4 7183.6 601.3 11.9
202779 s at | B2-EPF 3400 3233 10.5
201954 at | ARPCIB 25900.7 2470 10.5
209848 s at | me20m 32058.9 3778.4 8.7
213112 s at | SQSTM1 260.4 33.9 77
218952 at | SAAS 2660.7 368.7 7.2 40
204099 at | SMARCD3 2496.2 428.2 5.8
206999 at | IL12RB2 354 61.3 58
201251 at | PKM2 23964.7 4228.2 57
202185 at | PLOD3 8493.2 1541.7 55
Ooo0o0ooOoao

ooocooboboobooooooooobobbooooooooobobobobooooooooobooao
goooooooboogoobooobbobooobobooobbooobbooooboao
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Bl SRR, BB LUET I DES

1 PLAB

2 L1CAM

3 NTRK

4 PLABIZ A —RFSA T~

5 PLABUN—Z TS5~

B PLABO—F

7 PLABZ wR—FS4A4<7—

8 PLABOYDT—754<—

9 PLABZO—7

10 LICAMZA T~ RIS AT~

11 LICAMUN—XTSA4 T~

12 L1CAMTO—>

13 LICAMZ vl TS5 AT

14 L1ICAMON T —754<—

15 L1ICAMIO—7

16 NTRKSA4<—

17 NTRKSSA—

18 NTRKFO—7

10 FOLF—1 « FTyN—TS54<T—

20 FOL+—F - O9F~T5f T~

21 FRit—+t - Ton—7

20 PBGDF v/t TS T

23 PBEGDOYWT—75A<¥—

24 PBGDYH—T

25 PLABFZ>JUIY

26 L1CAMFZ YU

27 FLd—t 7S,

28 PBGDF>7UIY

29 200078 s at | BCOOS876 H+&AEATPase, UV —A

30 200601 at U48734 EHRa —FoF

31 200612 s at | NM 001282 AP2B1 T T —BRES o OEESK?, 81

32 200844 at | NM_023009 | MACMARCKS |[%2077 -0 SUXFAETS=2
JyFCHF—rHH

33 200680 at NM 005620 | S100A11 STOOANSDAESHES L /IXZEAT 1

34 200707 at NM 002743 PRKCSH TN BT CRE 8 0 K—H

35 200736 s at | NM (000581 | GPX1 THNEFA RN AF LT —F 1

36 200737 at NM 000291 PGKA1 RART UL —bEFT—11

37 200783 s at | NM 005563 LAP18 DR » % NG R B 1 8

38 200825 5 at | NM 006389 ORP150 EERESF RN E (T50KkD)

39 200827 at NM_000302 | PLOD JOaz—Fo—Uw, 2-AxJTN
S~k 5—UFFiHF—F

40 200837 st NM 0057456 DXS1357E T oty —& 80 BEBAPI1BAP2Y

41 200838 at NM 001908 CTSB h5772 8

42 200839 s at | NM 001908 CTSB

43 200859 x at | NM 001458 FLNA TaAZ A, O

44 200910 _at NM 005998 | CCT3 DEROZEFTCP1, 73 (Y]

45 200950 _at NM_006409 ARPCIA 7o BES b
AR

46 200850 at NM 006409 ARPCIA

47 200866 x at | NM 000034 ALDOA FUES—FA. JIZF—ZX-ERUE

48 200867 at NM 000942 FPIB NRITFNTOEN - AV AZ—TB

49 200968 s at | NM 000842 PRIB

50 200872 at BCO00704 TR AN3
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51 201038 s at | BESBD202 HESNHHLAZ SR ES A /N2H 1

52 201051 at BEBBOZ02 WESHAHL AZSRIBESY /A0 H

53 201105 at NM 002305 | LGALS LoF, HSL b FESN. AIEE. 1

54 201106 at NM 002085 | GPXx4 GINEFARNAFL T~ 4

55 201188 _s_at | D26351 ITPR3 3B S b= ,4,5- U ER
ZEH

56 201189 s at | NM 002224 1 ITPR3 L-BIFE /PSS AR—F—1

57 201195 s at | AB018009 B R

58 201202 at NM 002592 | PCNA B Br ., A

59 201251 at NM 002654 | PKM2 FAFFY—L26SYTI-vk, ATPase, 4

50 201252 at NM 008503 | PSMC4 RNA-ESEy I EREEEYERE

61 201271 s at | NM 016732 | RALY FRAVAS—H (DNA) lla

62 201291 s at | NM 001067 T/ 55—

63 201313 at NM 001975 | ENG2 REBS /N D BEFLI21432

64 201346 at NM 024551 FLJ21432 1A BHRERT 225E

65 201393 s at | NM 000876 IGF2ZR SRY-#RwsR4

86 201416 at NM 003107 SRY—-®HKvoX4

67 201417 _at NM 003107 GFIEF4r 5 - nBHBERE

68 201470 _at NM 004832 GSTTLp28 TG FH L GEEEW

69 201474 s at | NM 002204 | ITGA3 A FHY Yy o 3EEETRG a

70 201485 s at | BCO04802 RCN2 LFasxa0hEX2, EF-NAVER
AN RESERAA

71 201486 at NM 002902 RCN2

72 201536 at AL048503 DKFZp586M1524

73 2016144 s at | NM 003707 RUVBL1 RuvB (KIEEIBEE) 1

74 201660 _at 4 FACL3 EEFEl-WEREEAUA T, B3

75 201661 s at | NM 004457 FACL3

76 201662 s at | D8B053 T —HBEAL 25— 3

7 201670 s at | M68956 MARCKS 80K- |EURRAMET S UwFC

_ L Fr—EHE

78 201714 at NM 001070 | TUBG1 FaFUr, 11

79 201765 s at | AL523158 NFUHZ ST A

80 201792 at NM 001129 AEBP1 AEESES N IE

81 201804 x at | NM 001281 | CKAP1 HRREREES NI EN

82 201819 at NM 005505 | CD38l.1 CD 3 6HE#

83 201850 at NM 001747 | CAPG Faw B o REBHILS )

84 201880 at NM_ 005744 FUFTFR (a0 da0/1) HEG
AEFFAEEHRE 2GRS N 0HE, 1

85 201910_at BF213278 FARP1 RhoGEFBLUTLOAL Y - FAL ]

86 201911 s at | NM 005766 FARPA1

87 2019831 _at NM_000126 ETFA B REIVSE Y NR0E,

88 201954 at Niv 005720 | ARPCIB Ry RFF R

89 201976 s at | NM 012334 | MYO10 FOF BB E23com, T TA

80 2020690 s at | AlB26080 IDH3A EFdX

91 202070 s at | NM 005530 | IDH3A AV DL EBRKERES o

92 202111 _at NM 003040 | SLC4A2 BREXvUTFP 773U —474 %86
mem?2

93 202154 x at | NM 006086 | TUBB4 FaTUr, B, 4

o4 202185 _at NM_001084 | PLOD3 JOas—4r—Uiy, 2—4Fy
o el N R K i M B 4
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95 202188 at NM 014669 | KIAADDSS KIAAQCOS B FEEY

96 202219 at NM 005629 | SLCBAB BEFXYUT777I U6, A—8

97 202224 _at NM_016823 v-crk + UBIEE™ £ JL RACTI10H iE{E 78R

98 202225 at NM_016823 v-crk b U BIRE ™ 4 JLACTI0H S iliE-FiER &

99 202260 s at | NM 003165 | STXBP1 LRSS B

100 202295 s at | NM 004390 | CTSH hF 7 vH

101 202329 at NM 004383 | CSK c-srcF O rdt—Ft

102 202367 at NM 001913 | CUTLA cut (323w NT) 81

103 202370 s at | NM 001755 | CBFB AT7ESNEAF, fY 70y MEEEYEREK?

104 202478 ai NM 021643 383955 GS39554 L /NUH

105 202503 s at | NM 014736 | KIAAQ101 KIAADIOTIBIG R EEM

106 202589 at NM 001071 | TYMS F = UONBEREE

107 202603 _at N51370 DRA TS o BELUASOSOFTF P
FAAL10

108 202705 at NM 004701 | CCNB2 HA 2182

100 | 202737 s at | NM 012321 | LSM4 UB snRNABESmEE S /o 8

110 202779 s at | NM 014501 E2-EPF AEFFoFYUTFHZNIE

111 202785 _at NM_005001 | NDUFA7 NADHR/KERE o
73Ty LR, 7

112 202862 at N 000137 FAH TRV T 2 hEed

113 202898 at NM 014654 | KIAAD4GB KIAAD4GSIB R FEEY

114 202954 at NM 007019 UBCH10 AEFFoAYUTZ A INOEE2-C

115 202958 at NM_002833 PTPNG FoROEFOU A RRAT 74—,
EZEH OB

116 | 202961 s at | NM_004888 | ATPSJ2 ATPL & —F, HHE%RE, = hay
FUFFOESE, 70y M, 74U
ZA—Ah2

117 | 202986 at NM 014862 | KIAAD3OT KIAAQ3O7iB L FEEMW

118 | 203011 _at NM_005536 | IMPA1 A/ b= (2F4) -1 (k134
- /U BT

119 203022 at NM 006397 | RNASEH! YRR VT —FHI, Z—2% 7oy b

120 203069 at NM 014840 | KIAAD736 KIAADT7 3638 i+ EE4H

121 203071 _at NM_004636 | SEMA3B TYRATLY, IgRAS Y, a—bkARAL
WO EAAL 2, FMEREHO, 38

122 203094 at NM 014628 | KIAAQT10 cDNAD S FIRENBIRETF

123 203145 at NM 006461 DEEPEST Wi - A F OV BE

124 203167 at NM 003255 TIMP2 ASAOTFAT—F20ilI b ES —

125 203217 s at | NM 003886 | SIAT9 CTFURPS R ITrS—1

126 203234 at NM 003364 | UP YD RAKRU S

127 203256_at NM_001793 CDH3 HEAUE, 18, PR FEAUL (RS

128 203262 s at | NM_004699 DX389928E S (K XGO28 R BT

129 203300 x at | NM_003916 | AP1S2 TET BBy RO BESE,

‘ g2 71—k

130 203315 at BC0OOO103 NCKRF&HISE—& U E2,

131 203366 at NM 002693 POLG RUAS—F (DNAF s LIF9R) v

132 | 203396_at NM_002789 | PSMA4 FOFFY—b - HTazy bk, ol 4

133 203452 at NM 012200 | B3GAT3 B-13-I) o0 BinEiEES

134 203456 at NM 007213 JM4 M4SN0 B

135 | 203502 at NM 001724 | BPGM 23-ERKRART U SEEAY—T

136 203518 at NM 000081 | CHS1 FrT 4 F v - BAERE

137 ] 203554 x at | NM 004219 | PTTG1 TEABBEFS XA T4—3 51
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138 203557 s at | NM_000281 PCBD BFBERF 1 aD6-ENLRAN-FT 5
ErROFFY Ly~ BB

139 203570 at NM 005576 | LOXL1 U A F 57—

140 203590 at NM_006141 DNCLI2 A=, HERa, 25 -
RS Y R TF K2

141 203643 at NM 008484 | ERF Ets2 8B K-

142 203663 s at | NM 004255 | COX5A hoOAcAFX LY —PHTA oy FVa

143 203668 at NM 006715 | MAN2CH TUSLE—, o, PSA2C, AN—]

144 203693 s at | NM 001949 | E2F3 EorEEEREF3

145 203685 s at | NM 004403 | DFNAS B, HRE{EES

146 203723 at NM 002221 ITPKB A/ h=Jb145- h Y ZKRRA T £~ p3%F~+R

147 203729 at NM 001425 | EMP3 LEELS LS ES

148 203730_s_at | BF196831 ZFP95 YU AQZIpISZICABRT S EH T 0 K —
SISO E

149 203731 s at | NM 014569 | ZFPg95

150 203775 at NM 014251 | SLC25A13 BEE YT I 7SN =05, AN—13

151 203827 at NM 017983 | FLJ10055 {284 > /¢~ B FLJ10055

152 203878 s at | NM_ 005940 | MMP11 7 hYw s RASATOTAF—F 1

163 204014 at NM 001394 | DUSP4 TERBRERATZS V4

154 204015 s at | BC0OO2671 pUSP4

155 204033 at NM 004237 | TRIP13 kBRI E VS Y —F H E—13

156 204082 s at | NM _00360C | STK15 U kA= EF—115

167 204098 at NM_003078 | SMARCD3 SWISNFEE, v U v o 28,
SORF DT o FARFELF 2L —F,
YT Ty =, A \=3

158 204170 s at | NM 001827 | CK32 COC284 s B+ — 2

159 204197 s at | NM 004350 | RUNX3 = Blrunt) BER B HF3

160 204198 s at | AAS41630 RUNX3

161 204202 at NM 017604 | KIAA1023 KIAA10234 N0 8

162 204228 at NM 006347 | USA-CYP Y4074

163 204244 s at | NM 006716 | ASK S ¥ F—EiEELA

164 204247 s at | NM_004935 CDK5S YA T AREEE S — 5

165 204252 at MB8520 cdc?BBE S NI BE T —F

166 204262 s at | NM_000447 | PSENZ Tt U 2B EYERE]

167 204423 at NM_013255 | MKLNT ARG {muskelin)l, HEAENMISH
I e BF - T {kelch motifs)

168 204436 at NM 025201 PP1628 R84 2 /5 BPP1628

169 204458 at AL110208 DKFZp564A0122

170 204467 s at | NM 000345 | SNCA PRILA Ly, o BEENERBNACPI40

171 204584 _at AlB53981 L1CAM LR & %, MASAEEENZE RE

172 204585 s at | NM 000425 | L1CAM

173 204647 at NM 004838 | HOMER-3 Homer, #Emi¢IHLELETF, 3

174 204654 s at | NM 003220 | TFAP2A LERTFAP-2a

175 204708 s at | NM 004886 | KNSLS F 4 HES

176 204778 x at | AW102783 HOXBY RAAKR Y & IABT

177 204779 s at | NM_004502 | HOXBY

178 204857 at NM 003550 | MAD1L1 MADT#E 1

179 204932 at BF433502 TNFEFHA—N—T7ZU—, An-11b

180 204973 at NM 000166 | GJB1 Fyu TSI NI E, B1, 32kD

181 204995 at AL567411 A o gkEEF S~ Fa—F
Y7y F1(p35)

182 205051 s at | NM 000222 | KIT vl AT Ay~ a3 ANEY VK EETHER
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183 205142 _x_at | NM_000033 | ABCD1 ATP-HESEAEy b, ¥T 772U -D
(ALD), A orii—1

184 | 205168 at NM 005057 | RBEBP5 0 P S 4 i N ¢

185 205373 at NM 004388 | CTNNAZ2 AF= a2

186 205376 _at NM_003886 | INPP4B A/ b=IRUKAT z— b-4-FKRIAT 7
& —47, |18, 105kD

187 | 205405 _at NM_003966 | SEMASA TeRAALY, FOYKRARLDTH
BEL, BEBRFAS A BLUY 3~
HIFLE KA A 5A

188 205447 s _at | BE222201 RA T RS NS EE T
Fr—tFF—H12

189 205458 at BE034872 A/ T AR

190 205566 at NM 007011 H31-2 BEShLEERESY > NIHE

191 205591 at NM 006334 | AMY MIEFHRE (iSRS o0 E

192 205681 at NM 004049 | BCL2A1 BCL2BAE S /U HAT

193 205690 s at | NM 003910 | G10 BRGI0EEEY

194 205691 at NM 004209 | SYNGRS synaptogyrin 3

195 205717 x at | NM 002588 | PCDHGC3 JORAEANU Y HTT7731)-C, 3

196 205813 s at | NM 000429 | MAT1A AFFAZVTFT/ VNS AT, o

197 205937 _at NM_006568 | CGR11 EF-\2 R RAA ik BB EDHEE

198 205845 at NM_ 000565 | ILBR A O/ F 6ZFEK

199 | 205096 s at { NM 013411 | AKZB FFlL— b+ F—¥2

200 206128 at Al264306 FERLFUAERE, a-2C-, BEA

201 206307 s at | NM 004472 FOXD1 Ty Ry & R(forkhead box)D1

202 | 206332 s at | NM_005531 IFi16 Avy—2r0Ov, 7-HERIG

203 1208397 x at | NM_001492 | GDF1 BES{EEF1

204 | 206441 s at | NM 017828 | FLJ20452 {RIES NP BFLI20452

205 | 206462 _s_at | NM_002530 | NTRK3 HERBEREFOL A FF—£, BEE, 38

206 | 206503 x at | NM 002675 | PML BRI e

207 | 206617 s at | NM 002910 | RENBP e - AN

208 206630 at NM 000372 | TYR Frd—+

208 206688_s_at | NM_006693 | CPSF4 BEE LR 77 ISR E T4,
kDY FaA—w

210 206696 at NM_000273 | OA1 iiird=1id

211 206777 s at { NM_000486 | CRYBB2 ZURZ Y, BBP

212 206864 s at | NM_003806 | HRK AS % (harakir]), BCL2-4EE{EAMS o8

213 | 206976 s at | NM 006644 | HSP105B i 3w 105kD

214 207038 at NM 004694 | SLC16A6 BEX v UF 7751 —186RX N8

215 207060 _at NM 001427 | EN2 I % LA b Blengrailed)38 e 462

218 207144 _s at | NM_004143 | CITED1 Cbpp300EEEAMY 5 RER{LEF,
GluAspY wFANKRELRFER AL VEE, 1

217 207163 s at | NM_005163 | AKT1 v-aktT U RABRIET « LR A BETF
AHEE ]

218 207183 at NM 006143 | GPR19 G& /O BEREEREE19

219 207592_s at { NM_001194 | HCNZ2 BAHEEEERERR LA F R4k
(gated) h U O ALF v 72

220 207614 s at | NM_003592 | CUL1 511 {culfing1

221 207622_s_at | NM_005692 | ABCF2 ATPEEShEY b, YT 731 —F,
AriN—2

222 | 207828 s at | NM 005196 | CENPF U ROATS A IINOHEF
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223 208002 _s_at | NM_007274 | HBACH Yo b (eytosolic) 7 oL EEERAT A
. T AT IRk iR

224 208089 s at | NM 030794 | FLJ21007 384 27X BFLI21007

225 208308 s at | NM 000175 | GPI GHA—2 UL AS—F

226 208540 x at | NM 021039 | S100A14 S100h LD AREESY N2 HAL4

227 208644 at M32721 KUY (ADPUR=R) RU RS —tF

228 2086587 s at | AF142408 iSRS B TE D

229 208677 s at [ ALB50657 ~A ¥ (Basigin)

230 208696 at AF275798 PNAS-102

231 208710_s_at | Al424923 TS —BES N OEEERS,
S1HTa=w ik

232 208723 at BCO00350 AFFF a0 F—t11

233 208744 x at | BG403660 i a w4 105kD

234 208837 at BCO0O027 AT IIENG A NTE

235 208916 at AF105230 SLC1AS BT S/ Rk

236 208928 at AF258341 NADPH-3 &2 O APASOEREE

237 208956 x at | U62891 DUT FAELH YOS R RAT Y~

238 208974 x at | BCOO3572 HAUATr Y (fR—F) 81

239 208975 s at | L38951 AR=—F 34Tk

240 209018 s at | BCOD2446 DNAJZ 7 Z U — A N—OMRJIBEEF

241 208036 s at | BCOO1917 U IESEROKSRERED, NAD

242 209053 s at | AF083389 T4 T - B o R— EREHRE

243 208072 at M13677 MBP ITYIREMS L NOHE

244 209079 _x _at | AF152318 PCDH-gamma- |70 rA EAY 7 Al

Al

245 209081 s at | NM 030582 | COL18A1 OS54 XVIIEL ol

246 209123 at BCO00O576 F/ARBEROSFU ISV ETES

247 209132 s at | BE313890 Y 82 B ELIZ0452

248 209172 s at | U30872 E2

249 209197 at AAB26780 KIAAQOB0Y /N7 8

250 200198 s at | BCO04291 LF T &5 E L (synaptotagmin) 1 1 IZEE{L

251 200247 _s_at | BC001661 ATPESAEY b, T2y b7 732
—F, A—2

252 200254 at AF277177 KIAAQZESS /X0 H

253 209255 at AF277177 KIAAQ265 % /N7 8

254 200256 s at | AF277177 PNAS-119

255 209283 at AF007162 EHOMRNA

256 209345 s at | ALEG1930 KATZ7FINA L b= bd-FF—FIR

257 209407 _s_at | AF068892 DukesEIBREBBRA O FF o4 F v F -
B Ly i v (truncated suppressing

258 200515 s at | U38654 Rab27a

259 200773 s at | BC0O01886 URX 2 LAF FERBEMRY XFFE

280 200825 s at | BCO02906 FUDE SR T — E— IO EEE

261 200827 s at | NM 004513 | IL16 A5 -4 F216

262 200828 s at | M90391 BEINDIL-164 /0 HAERE

263 209848 s at | UD1874 me20m

264 200875 s at | M83248 2 7 F17R 2 F s {nephropontin)

265 200932 s_at | U90223 FAELDUD U PURATx~b - R
LA F Rk R R REA

266 | 210052_s_at | AF098158 HIFRFIIBTE (restricted expressed
proliferation)BE & o E100

267 210073 at L.32867 2287 I EERBER

268 210111 s at | AF277175 PNAS-138

269 210127 at BC002510 K FGTPase RABGB
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270 210854 x at | U17986 GABA/ VT Bl T U L ek

271 210926 at AY(014272 FKSGE30 FKSG30

272 210048 s at | AF204827 LEF1 Y ERT N H—EF1IAVE

273 210851 x at | AF125383 Rabz7- /8

274 211013 x at | AF230411 3BEEF—D7HNOETRIMIG A

275 211052 s at | BC006364 2 0= MGC:12705

278 211066_x_at | BCO06438 JAMARANY YT T I —A,
5IZERI

277 211373 s at | U34349 AD3LPADS TEEEBRAAL

278 211564 s at | BC003096 LIMB A A & 0B ICEE

279 211752 s at | BC0O05954 20— »MGC: 14592

280 211789 x at | BCO05268 20— MGC:14625

281 211833 s at | U19599 BAX §

282 212000 at AB002363 KIAAQIES:BIRTEE

283 212070 at AL554008 G& N2 EBEFERLE

284 212081 x at | AF129756 MSHSS MSH55

285 212118 at BF348067 RAZ7FONA S b= R, 85AF

286 212178 s at | AK022555 FLJ12493 fis’

287 212193- s at | BE881529 KIAADT31 Y N0 H

288 212247 at AW008531 KIAAQ2254 /N0

289 242285 ¢ at | AF018903 IMAGE:3506210

200 | 212312 at AL117381 4 0O Alchrom)200 & O~ 2’ RP5-857TM17

291 212338 at AAB21962 KIAADT2TH N0 'H

292 212402 at BEBO5685 KIAADRS3 S >/ o8

293 212472 at BEO65029 FLJ224863 fis

294 212473 s at | BE965029 FLJ22483 fis

295 212512_s at [ AABS1784 HEMEE-FEE T I s A F B

206 | 212520 s at | AI6B4141 SWISNFREE

297 2125852 at BEG17588 EARAIL

208 | 212715 s at | AB020626 KIAADBISY XU H

209 212739 s at | AL523860 El et

300 212744 at AlB13772 2 Q2 HRDEI2

301 212745 s at | AlB13772 £ 10— HQO692

302 212793 at BF513244 KIAAQISI# oo H

303 212796 s at | BF195608 KIAAIOSS Y N0 E

304 213002_at BF347326 MARCKS, 80K- (S UZ A HAL7Z S 0-UwF I NRIE

L ¥+-—-FCRYE

305 213007 at BG478677 AS—=V(ONAT £ L2 7 B(directed)).

306 213008 at BGA78677 RUAS—FDNATF 4 LT B, v

307 213098 at T51252 KIAAQ4SB{RFES

308 213131 at R38389 ANZ7o B AT 4 EEEREENY

309 213169 at BG109855 £ 11— TUASB Cri~du~F+ < F{chat)fEisk |

310 213216 at Al910895 2 0= EUROIMAGE42138

311 213217 at AL149572 FFE= b 45—+ (cyclase)? ()

312 213241 at AF035307 £ 11— 223785

313 213274 s at | BEB75786 ATFT B

314 213275 x at | BES75786 AF T B

315 213330 s at | BEBBG5SSO AFLABRREY EMES NI HI

316 213333 at ALS20774 U JEEHOKEREE2, NAD

317 213338 at BF062629 DKFZP586E16214 NI E

318 213392_at AW070229 Gy IROEBERESESE, 773U—C,
Z)—T5, ALIN—B

319 213474 &t AIB20803 ESTs

10

20

30

40



goooogao

(58)

JP 2008-504034 A 2008.2.14

320 213496 at AW592563 KIAAQAES B G FEEH

321 213573 at AAB61608 AVAT Iy (fR—F) B1

322 213587 s at | AiB84867 R — b5 N7 EL26

323 213638 at AW054711 S KBp24DPAC 257A7

324 | 213670 x at | Al768378 KIAADE 1 81815 7 REH

325 213720_s at | AIB31675 SWISNFELE, YU oY ABE, 7007
FoDTIFAREHLF 2L —F, HT
Ty EU—a, */N—4

326 213748 s at | AW0518586 Ta42Z A «

327 213836 5 at | AW052084 KIAATON & 08

328 213895 at BF445047 EEBRY O EY

320 | 213960 _at T87225 CLONE=IMAGE 22392

330 214023 x at | AL533838 FaFUw, BRUARTFE

331 214068 at AF070610 £ [ = 224505

332 214104 at Al703188 G- NI HBER RS

333 214201 x at | AATA42237 HLA-BRE S B EY -2

334 214581 x st | BE568134 HESES B

335 214614 at Al738662 RAF Ry 2 AHB9

336 214632 at AADZOB25E7 Za—0OE U neutropilin2

337 214656 x at | BE7B0157 ZHLvIB

338 214687 x at | AKO26577 FLJ22924 fig

339 214708 at BG484314 o AT 4 {syntrophin), B

340 214710 s at | BE407518 WA 1) Bl

341 214714 _at AK022360 FLJ12298 fis

342 214717 at AL137534 DKFZp434H1419

343 214752 x at | AIB2E5650 7 4% 2 (Hlamin)A, a

344 214778 at- ABO11541 MEGF8

345 214841 at AFQ70524 2 H— 24453

346 214803 x at | Al421964 BOEEREBRR O UFF -4 —F oy K
{gated) 1 U D LF v 22

347 214896 at AL106871 EUROIMAGE 29222

348 215025 at 576476 rkCHEEMICIZ R 7 5 A & F{spliced)}

349 215115 x at | AiB13045 etsZ BB T6 (TELY 1 BET)

350 215126 at AL109716 EUROIMAGE 208948

351 215155 at JO4178 HEXA BERER-~FUVEI St al

352 215311 at AL109696 EURQIMAGE 21920

353 215812 s at | U41163 SLCBA10 I LT F Esk

354 215836 s at | AKO26188 FLJ22535 fis

355 | 216194_s at | AD001527 CAPNS B LUPOL2RIZGH Dchrom1-21 R
2 K {24590H KDNA

356 216973 s at | 549765 AR w2 ABT

357 217033 _x_at | 876475 rkC HEREEEEFOL o FS—~-VERE, 3B

358 217104 at AL108714 EUROIMAGE 3275086

359 217226 s at | M95820 PHOX1 A7 EpERE naired mesoderm)RAF Ry & A1

360 217297 s at | AF143684 MYO%b JERBEAN Z A & 2 (myosin)IXb

361 217377_x_at | AF041811 ETVE-NTRK3 [ETSEES O NIBEREEFBRGFO

fusion okt —-vRES NI HE

362 217419 x at | AKO215886 FLJ11524 fis

363 217624 at AA4B4753 ESTs

364 217799 x at | NM 003344 UBEZH AFFFEAMEEH 0

365 217827 s at | NM 016630 | ACP33 BO S5 —5 /)N E33

366 217867 x at | NM 012105 | BACE2 T IO REERES NS BAPP) B Y A MEEE
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367 | 217874_at NM_003849 | SUCLG1 dNCBE-BBEAUS—TF, GDP
Emtt, a¥T1=y b

368 | 217891 at NM 022744 | FLJ13868 M /NG HFLI13868

369 | 218009 s at | NM 003981 | PRCH1 , TOF N BUEID=F

370 | 218030_at NM_014030 [ GIT1 GFURoEBRERER -5 —
T & & —(interactor)1

371 | 218074 at NM 016062 | LOC51647 CGI-128% /N0 B

372 218143 s at | NM 005697 SCAMP2 4% v U 7 (secretory carrier\iB® /D B2 |

373 [ 218151 x at | NM 024531 | FLJ11856 "% /RO BFLI11856

374 218152 at NM 018200 | HMG20A BB EE B (high-mobility group)20A

375 | 218161 s at | NM 017882 | FLJ20561 A /57 BFLJ20561

376 | 218175 at NM_025140 | FLJ22471 RES /R WFLI22471

377 | 218330 s at | NM 018162 | FLJ10633 RIS /XD BFLI10633

378 {218349 s at | NM 017975 | FLJ10036 RIES > 7N BFLIT10036

379 | 218359 at NM 024958 | FLJ23329 "5~ /X T RFLI23329

380 | 218376 s at | NM 022765 | FLJ11937 RIS XD BFLI11937

381 | 218447 at NM 020188 | DC13 DCI3% v INT B

382 | 218542 at NM 018131 | FLJ10540 RIES XD BFLIT10640

383 | 218564 at BC002574 FLJ10520 RS /N0 BFLI10520

384 | 218618 s at | NM 022763 | FLJ23399 RIS 7O BWFLI23399

385 | 218678 at NM 024609 | FLJ21841 RS /RO BFLIZ 1841

386 | 218774 _at NM 014026 | HSPC015 HSPCOI5% v NT B

387 | 218786 _at | NM_016575 | TU12B1-TY  TUI2BI-TYF 2 /ROR

388 | 218824 at NM 018215 | FLJ10781 RIES L /XOBFLIT078]

389 | 218839_at | NM_012258 | HEY1 YRPWEF—JTZHET 2 T T -T2

: Y =37~ 71 v MMhairyenhancer-of-split)

390 | 218856 at NM 016629 | LOC51323 RIS XD BELOCH1323

391 | 218888 s at | NM 018092 | FLJ10430 RIS~ 735 BFLJ10430

392 | 218931 at NM 022449 | FLJ12538 RS NG EFLIT2538

393 | 218952_at NM_013271 | SAAS TS5 OBRRN TR T F T BIRRE

304 | 218956 s at | NM 015545 | KIAA0632 KAAADB32S v /RO &

305 | 218980 at NM 025135 | KIAA1695 RIS XD BFLI22297

396 218996 at NM 013342 | TFPT TCF3(E2A)BR& /N — | —(fusion partner)

397 [ 219011 _at NM_020904 | PLEKHA4 TLH X1 ipleckstim il KA S v 58,
Ty E N AA L Nl

3098 | 219039 at NM 017789 | FLJ20369 RIS > /X5 BFLJ20369

399 | 219040 at NM 024535 | FLJ22021 A% = 735 BFLI22021

400 219041 s at | NM 014374 | AP4 BT ¢ A —(zinc finger) ¥ /N0 E

401 [ 219051 x at | NM 024042 | MGC2601 RIS 27X BMGC2601

402 | 219066 at NM 021823 | MDS018 RES > /X2 EMDS018

403 | 219068 at NM 021823 | MDS018 RAE% 2 7NZ BMDS018

404 | 219148 at NM_018492 | TOPK POZREEFF—€ : THRERS 2 /NI |
FF—t

405 | 219152 at NM 015720 | PODLX2

406 | 219219 at NM 017854 | FLJ20512 I3 KU A (endoglycan)

407 | 219361 s at | NM 022767 | FLJ12484 RAES 785 BFLI20512

408 | 219372 at NM 014055 | CDV-1 RIS > /5 BFLI12484

409 | 219408 at NM 019023 | FLJ10640 COV-1% R0 B

410 | 219478 at NM 021197 | WFDC1 RiES /X5 BFLI10640

411 | 219491 at NM 024036 | MGC3103 WAP4-UR)L T4 E - AF EAA 1

412 | 219522_at NM_014344 | FJX1 RAEY ~ /XZBMGC3103
fixEABOBEESNANRYH R

413 | 219537 x at | NM 016941 | DLL3 8 (-, a™w> 39/ \L(Drosophila)) &3
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414 219555_s_at | NM_018455 | BMO39 B S TWENEEY /{2 EBM03Y

415 216578 s at | NM 030594 [ FLJ13203 RS /82 HFLJ13203

416 219634 at NM 018413 | C4ST 3 KAA 3 2 (chondroitin) A A iR EESR RS B 3R

417 219637 at NM 025139 | FLJ12584 & NSO EFLI12584

418 219703 at NM 018365 | FLJ11222 RIS /82 HFLI11222

419 219742 at NM 030567 | MGC10772 HAES L RO EMGCI07T2

420 219895 at NM 017938 | FLJ20716 RS NG EFLI20716

421 219833 at NM 016066 | LOCS1022 CGI-1334 08

422 220116_at NM_021614 | KCNN2 AUDLARBIPREG/ Ba Yoy AEE
{tF+FI, YTFT77EY—~N, AnN—2

423 2201155 s at | NM 023924 | FLJ13441 {284 N BFLI13441

424 220178 at NM 021731 | PP3501 {RAE5 o3& EPP3501

425 220454 s at | NM_020796 SEMAGA T RAA L, BEIBEFAA transmem-
brane domain} S L MARIBE B AL v, 6A

426 220864 s at | NM_015965 | LOCH1078 CGI-39% /U H ; $HRaFEEEi(cell deat
regulatory)# > /X2 BGRIM19

427 220948 s _at | NM_000701 | ATP1A1 | ATPase, Nat+K-+EgiM, alRURTFR

428 220973 s at | NM_030874 IREBY 8 BDKFZ0434N1923

429 220074 x at | NM 030971 BA108L7.2 Sw b bYRNEES L—bd vl 7iE-5E(

430 220080 s at | NM 031284 {F38 % 2134 EDKFZo434N195 ,

431 221052 s at | NM 021615 CHSTE kb 2 )L IR EE R EE D

432 221483 s_at | AF084555 ARPP-19 o 1 4 B {okadaic acid)SRFM B L UcAMP
BRER Y RS Lo EH9

433 221484 _at NM_004776 UDP-Gal: BGIcNACB1.4-H S 4 b2 LR

sferase), #f 1 AP KR

434 221538 s at | AL136663 DKEZob64A176

435 221558 s at | AF288571 LEF1 Y S/ SERT SN — B

435 221877 x at | AF003934 il o EF

437 221641 s at | AF241787 CGl16-q4 /&

438 221688 s at | AL136913 PKFZp526L0118

439 221710 x st | BCOO6241 R4 78 BELI10BAT

440 221732 at AK026161 FL.J22508 fis

441 221759 at ALB83123 CLONE=CSODL 009YNQOg

442 221797 at AY007126 & [ — 2 CDOABPOOZ]

443 221799 at ABD37823 KIAATA0R & 1808

444 221815 at BEG71816 ESTs

445 221882 s at | AlB368233 5-A /S EBEmS 52 EMA3S

446 221902 at ALS67940 CLONE=CSODFO36YK19

447 | 221908 at BFS84207 ESTs

448 | 221962 s at | AIBZB920 2 K5 F AESubiguitin-conjugating B EF 21

449 222116 s at | AL157485 DKEZ07620207

450 222183 at AK023133 FLJ13071 fis

451 222155 s &t | AK021918 FLJ11856 fis

452 222175 s at | AKOODOG3 FLJO0003 ¥ 280

453 222196 at AK000470 FLJ20463 fis

454 222199 s at | AKOD1288 FLJ10427 fis

455 | 222206 s at | AAT81143 UQROIMAGE 2021883

456 222212 g at | AKD011056 FLJ10243 fis

457 222231 s at | AK025328 FLJ21675 fis

458 222234 5 at | AKD22644 FLJ12582 fis

459 | 222240 s at | AL137748 DKFZp434A0612
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460 222204 s at | AW971415 ESTs
461 32811 at Xa8507 E A Amyosin)-1 B
462 | 40560 _at U28049 TXB2 TBX2
463 | 44783 s at R61374 IMAGE-37665
464 | 46665 at Al949392 IMAGE-2470926
465 | 550083 at AA534108 IMAGE-993116
466 63825 at AlBb7319
467 87100 at Al832249
468 200017 at NM 002954 RPS27A URJ—5F KT ES27a
469 200806 at NM 004415 | DSP F AL 7 7% {desmoplakin)(DPI, DPID
470 1200632 s at | NM 006096 | NDRG1 N-rry< T ptaa e downstream-regulated)
471 200636_s_at | NM_002840 PTPRF B ANGRATO VR T 7 H —1
(phosphatase), BF&R, F
472 200795 at NM 004684 | SPARCLA SPARCH]
473 200810 s at | NM 001280 | CIRBP R {cold inGicble) RNAES ¥ /N B |
474 200897 s at | NM 016081 KIAAD992 RZT 4 APallading
475 2000563 s at | NM 001759 | CONDZ2 YA 21 {cyclin)D2
476 | 200965 s at | NM_006720 | ABLIM-s FEF REGLMG R T B mE RS
ERE
477 201012 at NM 000700 | ANXA1 T AF L A annexin)Al
478 201041 s at | NM 004417 | DUSP{ — s (dual specificity) R A 7 7 & —F
479 201125 s at | NM 002213 ITGBS A4 7T lintegrin), 85
480 | 201200 _at NM_003851 | CREG EIARE AL FOME) J Ly T —
481 201286 at 248199 YoFh TR (syndecan)~-18GF (THY 2~5)
482 201328 _at ALETH509 v-ets b UFRZFBEKEE 7 - Jb A (avian
. . erythroblastosis virus)E264 »iBETERE2 |
483 2011425 at NM_000690 ALDHZ FNF o RBRRERER?, S harRU7
BEF
484 201427 s at | NM 005410 SEPP1 LY ROEP, TSAVHREF
485 201432 at NM 001752 CAT Hh & S5 —+{Catalase)
486 201540 at NM 001449 FHL1 ASEDLIMEAA A1
487 | 201667 at NM 000165 | GJAI1 E o) TS NOH, al, 43kD
488 201681 s at | ABO11155 KIAAQS83 KIAADS83
489 201798 s at | NM 013451 FER1L3 fer-1 (CIL A Alelegans)) 83 (347211 myoterding)
480 201820 at NM 000424 KRTS rSH5
491 201829 at AW263232 NET1 el el L e el
492 201830 s at | NM 005863 NET1 R PR
493 201839 _s_af | NM_002354 | TACSTD1 EEBAELIIALTFIINET VA
F o~ -—{transducer}1
4894 | 201842 s_at | AIB26799 | EGF-8% 7 « o U (fioulin)iElEa
bhU R NP E]
495 | 201843 s_at | NM_004105 | EFEMP1 | EGF-8F 7« Ea U Elan< by
| v O AL RO BREREYERE
- (transcrint variant)
496 201983 s at | AW157070 R ERTBEG
487 201984 s at | NM 005228 | EGFR b B7 BY R Ok
498 | 202054 s at | NM_000382 | ALDH3A2 TILFE KBkESEI Ty I —,
A IN—AD
499 202085 at NM 004817 | TJP2 m-&p ., ,{@m“mm&mﬁr
500 202193 s at | NM 001144 | AMFR e B 3
501 202196 s at | NM 013253 | DKK3 g ,g:g w7 (?‘7&)}3‘y){j]1)1,)
502 | 202242 at | NM 004615 | TM4SF2 REBT4X—/1=273U=2x STy
503 | 202267 at NM 005562 | LAMCZ 5=~ aminin), 12, S EEMIEREK] |
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504 202286 s at | JO41562 (GA733-1 EREpEENE

505 202289 s at | NM_006997 | TACC2 F TR T F —= P (transforming), 3
JU B3 A Jb{coiled-col)&H/ S /8o H2

506 202350 s at | NM 002380 MATNZ2 T RUU 2, BisR, GEEYIEERE

507 202387 at NM 004323 BAG1 BCLZ2-B8E 7 / ¥ —r{athanogene)

508 202489 s_at | BC0O05238 FXYDRE XA 2 BBA T b X +3

509 202525 at NM 002773 PR3S8 TOF7—¥, U rserine}, 8 (JORFL )

510 |202552 s at | NM 016441 | CRIM1 TAFA - Ty T BE—a—0rT

511 202565 s at | NM_003174 SVIL A== E U (supervilin)iz EEMZE B2

512 202575 at NM 001878 CRABPZ AREOLF/ A BREST INIE2

513 202597 at AU144284 A oF— T Tl HAaE+6

514 202668 at BFOQ1870 IV U (ephrin)-B2

515 | 202712 s_at | NM_020990 | CKMT1 FUTF o FT—F, S FaCFUTRE |
+1 HBEFIPAVRFUTYROE

516 202746 at AL021786 £ A L{chromiXg21.1-21.20PAC 696M22

517 202826 at NM 003710 SPINT1 Y Userine) 70T 7 —YIEEWE, &= oY {Kunitz}t!

518 | 202890 at T62571 N E(microtubule) B m S /IO RT

519 202036 s at | NM 000346 SOX8 SRY-box8

520 202084 s gt | 295331 2 A A{chrom)22q9130 2 0 — »CTA-941F9

521 203037 s at | NM 014751 KIAAD429 KIAAQ4ZSB{GFEY

522 203074 at NM 001630 | ANXAS T 23 L (annexin)A8

523 203081 at NM 020248 LOC56988 Bhr=-HEFRESY »/INDEICAT

524 203126 at NM_014214 IMPA2 A/ b= (24) ~1(EERZ-E/FR
A7 7 & —+¥{monophosphatase)2

525 203178 at NM 001482 GATM YL PED/ PRI~

526 203240 at NM 003890 FCy)BP 1gG FclES vy NV E

527 203327 at N22803 A A s EEER

528 203355 s at | NM 015310 KIAADR42 KIAAQQ42# o E

529 203407 at NM 002705 PPL A1 7S £ 2 (Periplakin)

530 | 203408 s_at | NM_002971 | SATB1 BHEDATU yF R 5IREay 1SV H

531 203430 at NM 014320 S0UL MESNEANLBSY Y INVH

532 203453 at NM 001038 SCNN1A NaF v /b, EBES— F(nonvoltage—gated) a

533 203485 at NM 021136 RTN1 LF £ 0 reticulon)t

534 203549 s at | NM 000237 LPL RS N EHUNR—F

535 203571 s at | NM 006829 APM2 BibiER2

538 203585 at NM 007150 ZNF185 R 4o H—& O BEISSHLUME AL )

537 203636 at BEOG7532 MiD1 Zw FS4 midine)t (G~ BBBEERE

538 203637 s at | NM 000381 MID1

539 203638 s at | NM 022969 FGFR2 FOrE B84 Sisnars 42

540 203678 at NM 014967 KIAA1018 KIAAT10284 NV E

541 203687 _at NM_002896 SCYD1 {EFEFME (small inducible) B bhAa 87
77 E) —D(Cys—X3-Cys) A 2 /1 —1

542 203726 s at | NM 000227 LAMAS3 S E={laminin), a3

543 203786 s at | NM 003287 TPD521.1 B4 o /N5 HDE2HET

544 203797 at AF038555 VSNL1 B o (visinin)Be & 82 H

545 203799 at NM 014880 KIAADQZ2Z2 KIAAQO22:BIRFEEY)

548 203812 at AB011538 MEGF5

547 203881 s at | NM 004010 DA MO7 4 VEEEMERADPA2Tp2

548 203910 at NM 004815 PARG1 PTPL1BEERhoGAP

549 203917 _at NM_001338 | CXADR O wF—(coxsackie)T 4 I ABLUT
FLY 4 I ABRBA

550 203961 at AL157398 NEBL F 7Ly Tinebulette)¥ o NDH
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551 203962 s at | NM 006393 | NEBL

552 203963 at NM 001218 | CA12 REERROKEEZEXN

553 203992_s at | AF0D0R92 uTx 2 B4 4 Z(ubiguitous)TPREF — 7,

. XA VA HENEEEY

554 2039897 _at NM_002829 | PTPN3 FUROEFOL L RZ
Ty &—, EZEGIE

565 2040056 s at | NM 002583 | PAWR PRKC, PR — X, WT1, L¥al—F

556 204019 s at | NM 015677 {Ri84 282 HDKFZP586F 1318

557 204036_at AW260335 MESL, UVEKRRAT7»F I VEBGY D
HEGEE®, 2

558 204037 _at AW?268335 mEslk, UVERR T F I BGY NS
HEgsEE, 2

559 204042 at ABO20707 KIAAQ9QO# /X408

560 204058 at AL049699 ; 6a13-150 77 [1— »747H23

561 204059 _s_at | NM_002395 | ME1 UL RSB EET, NADP(-HIATEE, B by
HAcyvtasolic)

562 204072 s at | NM 023037 | 13CDNA73 HE X N2 BT TR

563 204112 s at | NM 006895 | HNMT E2ASEN-AFN SR T T H—F

564 204135 at NM 014890 | DOCH JIEHANCEWTCRARKTTS

565 204136 at NM 000094 | COL7A1 A5—4, VIR, ol

566 204157 x at | NM 001353 | AKR1C1 PNE-o rEEBEREIFI U1, A —C]

587 204154 at NM 001801 CDO1 AT A cysteine) A F L —, 1B

568 | 204168 at NM 002413 | MGST2 T4 90/- b F A micresomal gltatrionel$- 5 VA7 17 -2

569 204201 _s at | NM_006264 | PTPN13 RO EFOLFRAT I —F,

. FFERF135

570 204204 at NM 001860 | SLC31A2 BETYUT 27U A2

571 204224 s at | NM 000161 GCH1 GTPL & Ok KO —+(cyclohydrolase)l

572 204254 s at | NM 000376 | VBR B4y ZDEEE

573 204345 at N 001856 | COL18A1 A5—4, XVIEL, o]

574 204351 at NM 005980 | S100P S100AhJL T AS S NI EP

B75 204359 at NM_013231 | FLRT2 T4 TRFRZF 2 RA L (fibronectin
leucine} ) w FIREBY > /N7 E2

576 204363 at NM 001983 | F3 BEREF

577 204379 s at | NM 000142 | FGFR3 FH R (fibroblast ] A3

578 204388 s at | NM_ 000240 | MAQA E/T7EAF LY —UA

579 204389 at NM 000240 | MAOA E/STFEAFLIT-FA

580 204400 at NM 005864 | EFS2 2047+ LB H(signal transduction) ¥ /52 8

581 204421 s at | M27968 FGF BB s AR S

582 204422 s at | NM 002008 | FGF2 B ERT2 (REM)

583 204424 s at | ALOS0152 SRS R TFDATI

584 204455 at NM 001723 | BPAG1 sk A SR #1E (bullous pemphigoid) i1

585 204503 at NM 001888 | EVPL 1Lk 5 & S (envoplakin)

586 204517 _at BE962749 cyciophilin C NIF NI N B EBEEC

587 204519 s at | NM 015893 | LOCH1080 75 AU F o (plasmoliping

588 204537 s at | NM_004961 GABRE T-F 2/ FFINBARRE, tEEEY
LR

589 | 204591 _at NM_006614 | CHL1 LICAMIZHB R 3 5 #ifa#h B (cell adhesion)
a3F

580 204600 _at NM 004443 | EPHB3 EphB3

591 204671 s at | BE677131 KIAAQ9STS /IO H

582 204875 _at NM 001047 | SRD5A1 AFRA E-5-o-RT8E o RUARTF 1
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593 204718 at NM 004445 | EPHB6 EphB6
594 204719 at NM_007168 | ABCAB ATPESEAEY N, YT T7ZTU—A
A s IN—8
595 204734 at NM 002275 | KRT15 ToF /15
596 204749 at NM_ 004538 | NAP1L3 ROVAY—LTE TV~ B
587 204753 s at | AI810712 FeEmEET
588 204754 at Alg10712 B & lnR Bl F
599 204755 x at | M95585 HLF B IEEF
600 204765 _at NM_005435 | ARHGEF5 RhoZ 7R LAF FETFS
601 204773 at NM 004512 | IL11RA A H-O4 % NBZEBE, o
602 204773 at NM 004512 | IL1T1RA
603 204855_at NM_002639 | SERPINBS Uy (FEFIATA) TOTAF—
CRHEWE, s L —EB *>/N—5
804 204872 at NM 007005 | BCE-1 BCE-14 /RO B
605 204937 s at [ NM 016325 | ZNF274 EiL A W ) bk AV AN - VAL
606 204942_s_at | NM_000695 | ALDH3B2 FIFE FFe Oy t—+¥
{dehydrogenase)3 77 E U —A > /N\—B2
807 204952 _at NM_014400 | C4.4A GPI7 »» h— FEGREBE S /o BlEE&E
608 204971 at NM 008213 | CSTA L A & F o{cystatim AR F 7 1 (stefin)A)
608 204975 at NM 001424 | EMP2 B (epithelial membrane)® /8o 82
610 204990 s at { NM 000213 | ITGB4 A T integriny, B4
611 205014 at NM 005130 [ HBP17 AN CBEESREETEESYE
612 205019 s at | NM 004624 | VIPR1 MEEE M (vasoactive)lB X 7F F 2R &1
813 205081 at NM 001311 | CRIP1 S AT A cysteing) U FF NG H
614 205109 s at | NM-015320 | ARHGEF4 Rho/ 7 R L FAF R EF(GEF)4
615 205128 x at | NM 000962 | PTGS1 VI0RG05 50 Ly RRIARHA B - Yo~ orostagindn-endaperaiie syttase)]
616 | 205185 at NM_ 006848 | SPINK5 U TOF7—EREME, Hh¥—IWKazalt, &
617 | 205200 at NM 003278 | TNA F 5% & F tetranectin)
618 2056206 at NM 000216 | KAL1 A7 Kallmann)EERE 1 B 5
619 205236 x at | NM 003102 [ SOD3 R F L KO R NS 3, MRS
620 205251 at NM 022817 | PER2 AU o Fiperiod)iHFE, SREEME Bk
621 205259 _at NM_000901 NR3C2 BEEEY S 7P I U—3 HC, An—2
622 205286 at UB5658 EEEERFERF-1
623 205349 at NM 002088 | GNA15 FPo R VAFEESI A NOHE, alb
624 | 205363 _at | NM_003986 | BBOX1 FTFOARG A A7) FFITNI L~
(oxogiutarate) DA F 7+ —+ |
625 | 205382 s at | NM_001928 | DF WERAD (7 2T > (adipsing)
626 205384 at NM_005031 FXYD1 FXYDRAA VEHFAF @R F 2~
S1ERka
627 205403 at NM 004633 | IL1R2 AxZ—OAx 1506 (8
628 205404 at NM 005525 | HSD11B1 RO+ 2904 BFEE ROAF—+1
629 205407 _at NM_021111 RECK kazalEF— 7 25T 5 E8BRE E(reversion-
inducing) > AF A - Uy F& 08
630 205440 s at | NM_000909 | NPY1R BEATF RYREEY]
631 205455 at NM 002447 | MSTIR ROOZ77—CHHE1ZEE
632 205464 at NM 000336 | SCNN1B NaF 4 L, SEBEY—Fv 1, 8
833 205470 s at | NM 006853 | KLK11 AV & LA rkallikrein)11
6§34 205490 x at | BFOG0867 connexin 31 F+ v TG (gap junction)¥ /578, 83, 31kD
635 205498 at NM 000163 | GHR BREFILE S FEY
536 206559 s at | NM_006200 | PCBK5S TRy RIRIVNG T RTFY L %5 Aubtilisinkexin 58
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637 | 205560 at NM 008200 | PCSK5

638 205569 _at NM_0143908 | TSC403 U7 —LEEEES o BICE

639 | 205613 at NM 016524 | LOCS1760 BK& /IO H

640 205668 at NM 002349 LY75 2 /RERERRTS

641 208672_at NM_000380 | XPA B R E % R 5 (xeroderma pigmentosum),
FHHBEA

642 | 205709 s at | NM 001263 | CD81 COP-UF T U0~ & —41

843 205730 s at | NM 014945 | KIAADB43 KIAAQB43S 1\ H

644 205765 at NM Q00777 | CYP3AS cyt PA50, 77 7 2 U —llIA, RUATF K5

645 205807 s at | NM 020127 | TUFT1 & 77 1) (tuftelin)l

846 205857 at Al269290 BEHAYUFT 77 I VU~—18, A /2

647 | 205883 at NM 006006 | ZNF145 BRI 4 H—F LRI E145

548 | 205900 at NM 008121 | KRT1 T5F

649 | 205933 at NM 015559 1 KIAAD437 KIAAQ437 % 828

650 205977 s at | NM 005232 | EPHA1 EphAl

651 206032 at Al797281 est: we86g02.x1

652 206033 5 at | NM 001941 DSC3 FREDU 3 GEEENERE Dsc3a

653 | 206068 s at | Al367275 | TUIRBEATE FOSF—¥, Kil

654 206002 x at | NM 007116 | TNXA F A < r(tenascin) XA

655 206122 at NM 008942 | SOX20 SRY-box20

656 206149 _at NM_022097 | LOCG3928 R R FOE R 7520

657 206170 at NM 000024 ADRB2 T ELU AR, 8-2-, ZBW, &&

658 206192 at 120815 SN E

650 | 206201 s at | NM 005924 | MEOX2 HiEE(mesenchyme) R A AR v & 22

860 206276 at NM 003695 | E48 2o B RS S locus D

661 206315 at NM 004750 | CRLF1 oA hA o REBERTF

662 206363 _at NM_005360 | MAF v-mafff iR AT B TR

663 206385 s ai | NM 020087 | ANK3 7 ¥ Y3 S rEIRE GEENERE]

664 | 208400 =t NM 002307 | LGALSY LOFw, HSH W RELW AIEE 7

665 206453 s at | NM 016250 | NDRG2 N-myc T I Ei(downstream-regulated) R F2

6566 208481 s at | NM 001290 | 1DB2 LIM K A A oSt

667 | 206482 at NM 005975 | PTK6 PTKS® > /A2 BT 0 iy F— 18

668 206515 at NM 000896 | CYP4F3 eyt P50, H 777 S U —IVE, RUARTF E3

669 | 208539 s at | NM 023944 | CYP4F12 L kO A PASOA Y BIAFT2

670 206581 at NM 001717 | BNC I R4 {basonucling

671 206637 at NM 014879 | KIAADOO1 KIAAQOOVBEEFEY

872 | 206655 s at | NM 000407 | GP1BB YO8l (IR L BARUASFR

673 206693 at NM 000880 i iL7 A 4 — 4 & o (interleukin)?

674 | 206884 s at | NM 003843 | SCEL i1 U T o {sciellin)

875 | 207002 s at | NM 00268568 | PLAGL1 % J 1 I8 B (pleiomorphic adenoma)ilfE 741

676 | 207023 x at | NM 000421 | KRT10 TSF 10

877 207076 s at | NM 000050 | ASS FILE/ ANGEEL T4 —H (synthetase)

678 | 207121 s at | NM 002748 | MAPKS6 A PP BRSO BEF S~

879 207655 s at { NM 013314 | SLP85 Bl »h—& o0 H

680 | 207720 at NM 000427 | LOR [y &\ (oricrin)

681 207761 s at | NM_014033 DKFZP586A05224 /X & H

682 | 207843 x at | NM 001914 | CYBS 2+ A~ pb-5

683 | 207908 at NM 000423 | KRT2A TSF 2N

684 | 207943 x at | NM_006718 | PLAGL1 ZHEREEEFEETENERS2
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685 | 207955 at NM_006664 | SCYA27 ESZRETA P A HT 772 U—A
(Cys—Cys), A r/\—27

688 207996 s at | NM 004338 | C180RF1 Fefik18 #—Z‘/ C—=F T Tl— Al

687 | 208096 s at | NM_030820 A% » /N2 EDKFZp564R052

688 208146_s_at | NM_031311 LOCS4504 T ANKRF L RTFY—EIREERE

689 208161 s at | NM 020037 | ABCC3 | ATPESHEY l\“‘:f'jm? FEY—CA L I—3

690 | 208190 s at | NM_015925 | LISCH7 S RMbHLA-Ziph S A 7

691 208228 s at | M877T71 K-sam-lil SWFGFEEE

692 208609 s at | NM 019105 | TNXB T4 i {tenascin}XB

693 208614 s at | M62994 EHIXBEECHR

694 208651 x at | M58664 CD24 5+ S AF a—4

695 208890 s at | BCOOD915 LiM#& L EICEE

696 208798 x at | AF204231 GM8B8 28-kDaTi N P (Golg) ¥ /N0 H

697 209047 at AL518391 7 & 7R U {aguaporin)]

698 200159 s at | AV724216 NDRGZ 7 S U—, A/N—4

699 209180 at ABQ18580 hluPGFS FIE-TUhBRIBEZ 7 I U1, A/N-C3

700 209211 at AF132818 CKLF B O b v ~JL(Kruppe 3R EF

701 209212 s at | ABO30824 EERRRFRTEB2

702 209289 at Al700518 B P -FIB

703 200280 s at | BCO01283 ZRFIBICEEIL

704 200309 at D80427 WER-a2- B N0 H

705 | 209318 x at | BG547855 Z R BB (pleiomorphic adenoma)iBfE FHE1

708 209335 at Al281593 F 1) (decorin)

707 | 200348 s at | AF0O55376 c-maf L 3— b7 #— Alshort form)EEEFEETC-MAF

708 208351 at ] BCOO2690 TIF

7089 200357 at AF109161 MRG1 p35sri

710 209366 x at | M22865 i b & 0 Alcytochrome) b5

711 209368 at AF233336 EPHX2 BETRE S KikaBEE

712 209386 at Al346835 BE@EIA—-N—T77 2 U—A /-1

713 209392 _at 1.35594 F—baxr LI RROLFAF Flectonuclectide)
FOhRA 778 —EHERARPIRATS— 42

714 200465 x at | ALB6EB12 7oA 7 F0 7 1 {pleigtrophin)

715 | 209493 at AF338650 AlIPC PDZRAA EFHF NP EAPC

716 200540 at NM 000618 | vvbALC A A ) AERERTF]

717 | 209550 at 35139 NECDINBE & /2B

718 200558 s at | ABO13384 HIP1IR NF o TF AABEERESY 7 E- 118

718 209590 at AlL157414 B E200 2 01— 2RP11-560A15

720 209802 s at | AI7T96169 GATAREE S /O HE3

721 209603 at Al796169 GATARES S /N0 HE3

722 209604 _s_at BC003070 GATABE Y » RO H3, 40— MGC:2344

723 | 200605 at DB7292 Oy 3~ FABEBAN NSV R T 5t

724 | 200656 s at | AL136550 DKFZp761J17121

725 | 209679_s_at | BCO03379 £ 0->643, ¥ 0~ MGC:5115HERD
hyp® 10 &

726 200684 at AL136924 DKFZpb86G2120

727 200687 at 18405 hiRH A4 & —24 U slintercrine)—a

728 | 209691 s at | BC003541 FLJ10488 {RIEZ N EFLI10488

720 | 200699 x at | UD5598 e kayd—ibFe kasrF—+

730 | 209732 at NM_ 005127 CHRL&F L ICH, A—n—2yIU—An—2

731 2009763 at AL049176 BBk X22.1-230 2 O s 141H5

732 | 209771 x at | AAT61181 CD2atiE
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733 209863 s at | AF091827 CUSP

734 200866 s at | R50822 KIAAQTE8S /S0 H

735 209975 at AF182276 CYP2EA1 i & 0 LP4S0-2E1

736 210059 s at | BCO00433 VAT EREY NS EFF—13

737 210096 at J02871 Bii(lung) s 4 0 AP450 BI

738 210128 s at | U41070 P27 Bk

739 210298_x_at | AF098518 FHLA1 AT/2LIMBE A A 215 2081 VBB

740 210347 s at | AF0B0216 CoH2BIMRIN ) o H— RO H

741 210372 s at | AF208012 TPD52L2 BEiE Y /N0 BDS2452

742 210397 at U73945 AT 7 1 i s(defensin)~1

743 210619 s at | AF173154 HYALA1 EFAO/ S aYE S~ isof 2

744 2106833 x at { M12156 KRT10 B SF~10

745 210715 s at | AF027205 kop Z =Y (Kunitz)B1 7 0F 7 —YIRENH

746 210880 s at | ABQ01467 Efs2

747 210058 s at | BCO03646 & A MGC:4693

748 211043 s at | BC006332 Leb 23521 iclathrin), BEARUNTFE

749 211105 s at | U80818 NF-ATcC EERZET

750 | 211382_s_at | AF220152 TACC2 BB, BEAANEAALERS v IROE2

751 211458 s at | AF180519 GABA-AS B {583

752 211586 s at | ABD50468 BES o BLG-

753 211507 s at | AB059408 SMAP31-12

754 211653 x at | M33376 #4 OJ-5 3 > (pseudo—chlordecone) BT EE TR

755 211712 s at | BC0O05830 & a—MGC:1925

756 211734_s_at | BC005912 FcliHIgE, SEMNEL aRUNTFEO

- 7= Drec

757 | 211841_s_at | U94510 IE(death)om U > /EHEEBRE, HEBMIC
FRFIS4 2 b

758 211986 at BG287862 desmoyokin AHNAKR & Lo & 08

759 212148 at BFO67998 FLJ12900 fis

760 212204 at AF132733 DKFZP564G20224 189 H

761 212242 at AL565074 Fa 7Y 2 tubulind, ol (¥

762 212327 at AKD27231 FLJ23578 fis, KIAATI02 9 2784 E

763 | 212328 at AK027231 FLJ23578 fis, KIAAT102% /%08

764 | 212390 _at ABO07923 KIAAD47 TiE{RFED

765 212638 at ALS76253 KIAATQS8% N8

766 212543 at U83115.1 Sl Znon-lens) B y 2 U X&) %

767 212589 at BG168858 HiBEFTC2)

768 | 212593 s at | N92498 FLJ22071 fis, Z 00— /HEP11691

769 212724 at BG054844 rastEEBEF 7 7S U —, AIN—E

770 212741 at AAB23354 /T E{EREEA

771 212823 s at | AUM47160 KIAADSESS /808

772 | 212841_s_at | AI692180 PTPRFAEEFHNESY O NOHE, BRI N
S H2

773 212850 _s_at | AAHB4297 EEEURY NOESBREEES NI H4

774 | 212875 s _at | AP001745 J0{ehromi21 4 =T~ 4 5 7 b — hlopen reading frame)25

775 212992 at Al935123 ESTs

776 213029 at AL110126 DKEZp564H1916

' 213032 at AL110126 DKFZpb64H1916

778 213050 _at AABB4037 KIAAQB23Y /808

779 213068 at Al146848 BBy N8

780 213071 _at Al146848 Al AN
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781 213106_at Al769688 236645 L 1423905 mRNARLF

782 213110 s _at | AW0B2179 A5—4 2, IVEL b

783 213122 at AlQ96375 KIAATI7504 2 /808, /58— v il{partial)cds

784 213135 al Uge0a02 £ A—r23612

785 213194 at BF(59158 Hs.301198 57 3 B 7 /877 Mroundabout) 3 R4

786 213227 at BES79873 704 250 vprogesterone Bk &t

787 213280 at AKD00478 FLJ20471 fis

788 213285 at AV691491 DKFZp564D1462

789 243287 s at | X14487. BlE (B b4 5 F 10

790 213353 &t BF693921 ATPESIEY M, 7773 —A
A i—5

791 213359 at W74820 ATFOBUKRRS A& L ED

792 | 213369 at Al825832 DKFZp434A132

793 213375 s at | N80918 fakchromo)13NOFRBETTvE/Y

794 213397 x at | Al761728 DnJiFME, HO D72 —C, A /-8

785 213451 x at | BE044614 F A I {tenascin) X8

796 | 213456 at Al927000 DKFZP564D206

7597 213506 at BEOG5369 IOFAF~EEELETE-2

798 213556 at BEB73445 fBE1S, I XE Flcosmid) R28379

798 213618 at ABO11152 KIAADSE0

800 213685 ai 148516 PON3 IS5 A& -t (paragxonase)3

801 | 213707 s at | NM 005221 | DLXS F 4 A% IV L Aldistal-less) R A A K v £ X5

| 802 213725 x at | Al693140 DKFZp586F0T71

803 213737 x at | Al620911

804 213800 _at X04697 Hi R T H38-kDa N-ferm

805 213817 at AL049435 DKFZp586B0220

806 213820 s at | 754159 RIS 80 BMGC10327

807 213844 at NM 019102 HOXASL RAFRY 2 XAS

808 213848 at Al655015 DKFZp586F2224

809 | 213891 s at | Al927067 FLJ11918 fis

810 | 213924 at BF476502 {188 = 1R BFLJ11585

811 213929 at AL050204 DKFZp586F1223

812 | 213933 at AW242315 DKFZp586M0723

813 213935 at AF007132 4 - r23551

814 213942 at AL 134303 DKFZp547K034 r1

815 213992 at AlB88941 OG-, VBl 08

818 213094 s af | Al885290 A1, AT IR

817 214058 at M19720 L-myc® OB

818 214132_at BG232034 ATPL & —1, HHgER, SO RUT
F1E&®&, rRUKRTFR1

819 | 214164 x_at | BF752277 FITS—MES D REEEH,
Y1973y b

820 214234 s at | X90579 cypBl i {(BI8{R F (pseudogene)

821 | 214235 at___| X90579 CypBIE A R{ET

822 214247 s at | AU14B0ST s THE

823 214598 at ALD49977 DKFZp564C122

824 214696 at AF070569 £ 11— 24659

825 214753 at AW084068 BRCAZE

826 214823 at AF033199 COH2EBER 7 «  H— & RO EHBBET

8§27 215034 s at | Al189753 FLJ13302 fis

828 215062 at AL390143 DKFZp547NO74

829 1215128 at AJ000008 CoOFRAAL BRPIG-FF—1
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830 215239 x at | AU132788 BT 4 o H 5 D E273

831 215243 s at | AF089730 GJB3 3% 47 L (connexin)3 1

832 | 215388 s at | X56210 FHR-1 H4R R FHBEE

833 216513 at AF241534 HYMAI REREEL LA TV Ty F

834 | 215516 at AC005048 BACH O3 CTB~15P3 fr 7922~q31.2

835 | 215536 _at DMA, DMB, HLA-Z1, IPP2, LMP2, TAPI,
LMP7, TAP2, DOB, DQB2EZARINGS, 9, 13
BU4EETF

836 215659 at AK025174 FLJ21521

B37 | 215704 at AL356504 & 0—RPT-14NTRE&E1921.1-21.3

838 | 215726 s at | M22976 2 B2 0 4LLS

839 | 215867 x at | ALO50025 DKFZp564D066

840 | 216199 s at | AL109842 & = RP3-473J 164 {$6¢25.3-26

841 216268 s at | U77914 AANS oNOH D v F F(Jagged)

842 | 216333 x_at | M25813 P450c21 [CARHHATAIERIERE T

843 | 216379 x at | AKOOD168 CD24> 5 F I b T2 AT — 4 —

844 216594 x at | S68280 £ L5 T > (chiordecone) B B EAE El

845 | 216699 s at | L10038 AV LA L DEDDTV-TO-F 108

846 | 217087 at AFO05081 xp32 ERSRES N0 H

847 | 217528 at BF003134 ESTs

848 217707 x at | Ai535683 ESTs

848 | 217901 _at BF031829 TARAEY LA (desmoglein)2

850 | 217961 _at NM 017875 | FLJ20551 AR 4 = o EFLJ2055]

851 218002_s_at | NM_004887 | SCYB14 ERmERYA FHA Y T 773U —B
(Cys~X~Cys), A »/N—14

852 | 218170 at NM 016048 { LOCH1015 CGl-111& i80H

853 218180 s at | NM 022772 | FLJ21835 R4 > X7 BFLJ21935

B854 | 218186 at NM 020387 | CATX-8 CATX-8% O H

855 | 218237 s at | NM 030674 | ATA1 7 3 /B EAL

856 | 218326 s at | NM 018490 | GPR48 G& /o BT REAR

857 | 218434 s at | NM 023928 FrEL& 2 N7 BFLI12389

858 | 218451 at NM 022842 A& > /X4 BFLJ22969

859 | 218499 at NM 016542 | LOC51765 |+ U bl A=Y 4 285 8%+ —PMASK_ |

860 218546 at NM 024709 {FAE4 ~ )N BELI14146

861 2185562 at NM 018281 5285 2 )Xo BEF1L 110948

862 218603 at NM 016217 | LOC51696 Dros headcase DAREED = HONHDC

863 218644 at NM 0168445 | PLEK? FL2 X b U (pleckstrini2 (77 R)

864 218651 s at | NM 018357 RAES o O EFLJ1T196

865 | 218657 _at NM_018339 | LOC51195 Udr - FPoUR L a5 RTRETF

866 | 218675 at NM 020372 | LOC5S7100 r

867 | 218677 at NM 020872 | LOC57402 SI00BIh L i o AEEES R HAA

868 | 218692 at NM_ 017786 {FA8 % - N2 BFLI20366

869 218704 at NM 017763 S O EFLI20315

870 | 218718 &t NM 016205 | PDGFC N BHEEC

871 218736 s at | NM 017734 FrEL 2 N2 BBFL 120271

872 218751 s at | NM 018315 A~ S EELITI0T7]

873 | 218764 at NM 024064 RIS >/ HMGC5E363

874 | 218792 s at | NM 017688 FAEL - L BFLI20150

875 | 218796 at NM 017671 A& NS EFLI20116

876 | 218804 al NM 018043 {RAE% > /X EFLJ10261

877 | 218806 s at | AF118887 VAV-3 VAV-3& o8

878 | 218807 at NM 006113 | VAV3 vavadHi BT
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879 | 218816 _at NM 018214 A% > 1 2 BFLI10775

880 | 218820 at NM 020215 I % 785 BDKFZp761F2014

881 | 218849 s at | NM 006663 | RAI ReABZEEE DY

882 | 218854_at NM_013352 | SART-2 THIRAICE S, B RRwiR i o 1B ok

883 | 218901 at NM 020353 | LOC57088 |V BB AT 575 —1H(scramblase)d

884 | 218919 at NM 024699 RIE& 737 BFLJ14007

885 | 218963 s at | NM 015515 DKFZPA34G032% VNI B

886 | 219010 at NM 018265 A% o /X o EFLIT0901

887 | 219054 at NM 024563 RIaS /N T ErLJ14054

888 | 219064 at NM 030569 RIES /57 BMGC10348

889 | 219073 s at | NM 017784 ‘ 8% /N2 GFLJ20363

890 | 219090 at NM 020689 | NCKX3 FFUTA - AU AL F %0E&

891 219093 at NM 017933 RIES /52 BFLJ20707

802 | 219095 at NM 005090 | PLA2G4B RARY A—TCA2, BIVE

893 | 219109 at NM 024532 |y o NDEFLI22724

894 | 219115 s at | NM 014432 | IL20RA 1% —04 F ointerleukin)20 2 &, «

895 | 219229 at NM 013272 | SLC21A11  |[BEFx+v U7 77 = U—21, A N—11

806 | 219232 s at | NM 022073 Wy /N D EFLIZ1620

897 | 219263 at NM 024539 RIES /5 F BFLJ23516

808 | 219298 at NM 024693 E % /R EFLJ20809

809 | 219313 at NM 017577 HF /80 BDKFZpa3ac0328

900 | 210368 at NM 021963 | NAP1L2 XA IT—APEe T —F RO BIR

901 | 219388 at NM 024915 8% /N2 EFLI13782

902 | 219395 at NM 024939 RIS NI EFLI21918

903 | 219410 at NM 018004 RIES /X5 BFLJ10134

904 | 219411 at NM 024712 % /N7 BFLI13824

905 | 5190423 x at | NM 003790 | INFRSF12 |INFRBBA—/—F7773U—, ATN—12

906 | 2194368 s at | NM 016242 | LOC51705  |T > FAF (endomucin}-2

907 | 219461 at AJ236915 pakby IO

908 | 219476 at NM 024115 RS X7 EMGC4309

909 | 219489 s at | NM 017821 RAE% /35 BFLJ20435

910 | 219497 s at | NM 022893 | BCL11A BHIFACLLY »/SE@11A

911 [ 219518 s at | NM_025165 i % /X2 @FLJ22637

12 219528 s at | NM 022898 | BCL11B BHfifaE U o U8 B 5% (lvmphomaleukaemia) 118

913 | 219532 at NM 022726 | ELOVL4 T a % LA )L ME(Stargardt disease)3

914 | 219507 s at | NM 017434 | DUOX1 = EBELE %= (dual oxidase)1

015 | 219689 at NM 020163 | LOC56920 |t <7k YU > (semaphorin) sem 2

916 | 219729 at NM 016307 | PRX2 R7 Klpaired)BARAAR Y2 25 L1808

M7 | 219764 at NM 007197 ! FZD10 1) X)L F(frizzled) (S m 9 2w 9 ANT)HARIKI0

918 | 219806 s at | NM 020179 | FN5 FENEZ > R2E

919 [ 219825 at NM 019885 | P450RAI2  |ovt PASOLTF /A FItaHE

820 | 219908 at NM 014421 | DKK2 T4 w & 3w F(dickkoph a2

921 | 219936 s at | NM 023915 | GPRS87 GP RO BEES R8T

922 | 219938 s_at | NM_024430 | PSTPIP2 IOy €y NoAoy RAT7 & —
CHEERYESY VN 0H

g23 | 219970 at NM 017655 1By 5 BFLJ20075

924 | 219976 at NM 015888 | HOOK1 7 7 hook) 15 RO B

925 | 219995 s at [ NM 024702 8% N7 EFLI13841

926 | 219998 at NM 014181 HSPC159% vV B

927 | 220016 at NM 024060 RS~ /X7 EMGC5395

928 | 220056 at NM 021258 | IL22R A & — 0O * > (interleukin) 22 8 &%

929 | 220066 at NM 022162 | NOD2 NOD2Z /N0 B

930 | 220076 at NM 019847 | ANKH i;ﬁ%._%(ankynos;s), TETTEAE )
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931 220161 s at | NM 019114 | EHM2 EHMZIR{EF

932 | 220225 at NM_016358 | IRX4 A 0% 4 Aliroquois)Tk A AR v & & 182 B4
933 | 220230 s at | NM 016229 | LOCSB1700 Y k& 0 Alcytochrome)bSB 7F B #Eb5R 2
034 | 220262 s at | NM_023932 {RAB S 2737 BMGC2487

035 1220266 s at | NM_004235 | KLF4 2 Lo AW Kruppe)EEE F4(gut)

936 | 220289 s at | NM 017977 {484 7 BEFLI10040

937 220318 at NM 017957 FLJ20778 T (epsin)3

938 220413 at NM 014579 ZIP2 3 tL b

939 220414 at NM 017422 CLSP ANTEF 2 U calmodulinERIG Y N0 H
940 220428 at NM 0156717 LANGERIN SN AHBEEROCE L 2T

241 220432 s at | NM 018593 CYP39A1 A& 2 A5 0 — Hloxysterol)7 o -k EE{LEE B
942 220518 at NM 024801 {iA8 4 N2 BFLJ21551

943 220625 s at | AF115403 Ets#E F | #EEFESE-2b

a44 220723 5 at | NM 025087 {RA84 2 O BFLI215T

045 220724 at NM 025087 {384 N o EFLI21511

946 220011 s at | NM 025081 KIAA13054 N0 8

947 220945 x_at | NM 018050 {384 /O BFLI10298

948 221127 s at | NM 006394 RIG 1) 72 (glioma) TEREN

949 221215 s at | NM 020639 | ANKRD3 T g 1)) E— kankyrin repeat) F A 4 23
950 221541 at AL 136861 DKFZp434B044

951 221667 s at | AF133207 F o ROBEF F—EHN

952 221747 at ALQ46879 DKFZp586K0617

953 221748 s at | ALO46379 DKFZp586K0617

254 221760 at BGE287153 RS —F, a, DTATA, FAr/8—]
955 221796 at AA707199 hyp# > /%4 EFLI200931{Z 25{L

956 221841 s at | BF514079 2}l R AAKruppe )RR F4(gut)

957 221854 at Al378979 ESTs

958 221922 at AW1855681 KIAAQ761

959 221950 at Al478455 T Z?“:? £ A S5 )L Xlempty splracles)ifEHA2
960 222043 at Al982754 27 A5 1) {clusterin)

961 222102 at NM 000847 G8TA3 T & F 4 L SEBBEAS

962 222236 s at | AKODD253 FLJ20246 fis

963 222256 s at | AKOOOS50 FLJ20543 fis

964 222288 at Al004009 ESTs

965 222290 at AAT31709 ESTs

966 222303 at AV700891 ESTs

267 266 s at 133930 CD24 0+ S AFa—t

968 33322 1 at X57348 o0—29112

969 33323 r at X57348 20— r9112

970 35666 at 1138276 2R isemaphorindll 7 7 = U —iEREH&
971 38340 at ABO14555 KIAADBSSS /o8

972 | 39248 at N74807 zabbal 51

973 | 40016 g at | AB0O02301 KIAAO303R L F

974 | 40093 _at X83425 LWUEBETFLES A RMBREES 08
a75 40472 at AF007155 40— 223783 FRMOmMRNA

978 | 57588 at R62432 yg52e11 .51

977 * | 60474 at AA4G9071 net7f11.st

978 | 91826 at Al219073 qg16e08.x1

879 PBGD

980 MART1

881 Me20m

982 MAGE-3

083 Me20mZ # J— E 754 ¢~
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